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CYP76C2      1 ----------------------------------------MDIIFEQALFPLFCFVLSFFIIFFTTTRPRS-SRKVVPSPPGPPRLPIIGN----IHLVG 
CYP76C4      1 ----------------------------------------MDIISGQALFLLFCFISSCFLISTTARSRRS-SGRAATLPPGPPRLPIIGN----IHQVG 
CYP76C1      1 ----------------------------------------MDIISGQALLLLFCFILSCFLIFTTTRSGRI-SRGATALPPGPPRLPIIGN----IHLVG 
CYP76C5      1 ----------------------------------------MDIISGQPMFLLFCFILSCFLFFTAARSRRSPTQVLSKSPPGPPRLPIIGN----IHLVG 
CYP76C6      1 ----------------------------------------MDIISGQPLFLIFCFILSCLLFFTTARSRRSPCQLS-KSPPGPPRLPIIGN----IHLVG 
CYP76C3      1 ------------------------------------------------MSLPLYFLLTLFFFFFATAKTRR-SSSTGTLPPGPPILPLVGN----IFQLG 
CYP76C7      1 ---------------------------------------------MDIVAIVLSLLFIFFLFFFFYTTGKS-CPGGAKNPPGPSKLSLLRN----ILQTV 
CYP76G1      1 -------------------------------------------MINQLTKNELIGLFTSIAVLIYVTCLFYTKRCRTRLPPGPNPWPVIGN----IFQLA 
CYP75B1      1 ----------------------------------------------MATLFLTILLATVLFLILRIFSHRRNRSHNNRLPPGPNPWPIIGN----LPHMG 
CYP705A1     1 -----------------------------------MDAIVVDSQNCFIIILLCSFSLISYFVFFKK------PKVNFDLLPSPPSLPIIG----HLHLLL 
CYP705A24    1 ----------------------------------MTVMVSFDLLNCFIFTLIFLISTLFLFVLFYKK-----PNDGFDVPPSPPSLPIIG----HLHLLL 
CYP705A12    1 ----------------------------------MAELIIVDFQNISIFILLCLFSFLCYALFFKKP-------KGFDLPPSPPSLPIIG---HLHHLLS 
CYP705A13    1 ---------------------------------MATIVVDFQKIHFHPQILLSIFTVICIFVFFFKKPKGS---RGCDLPPSPPSLPIIG---HLHLLLF 
CYP705A15    1 ----------------------------------MAAMNIVDFQNCFFFVLLSLFSLLCYSLFFRK---PKEPRLHYDLPPSPPTLPIIG----HLHLLL 
CYP705A4     1 ---------------------------------------MIDFQNCFIFILLCLFSRLCYSHFFKK---PKDPRLHFDLPPSPPSLPIIG----HLHLLL 
CYP705A16    1 ----------------------------------MAAMINVEFQNCFIFMLLCLFSLLCYSLLFRK-PSSRQNSYDCDLPPSPPSMPIIG----HLHLIL 
CYP705A19    1 -------------------------------------MTTTEFQSCFIFLLLCLFSLVCYSLFFRK-PSSRRDAHGCDLPPSPPSLPVIG----HLHLIL 
CYP705A28    1 ----------------------------------MAAMITVDFQNSFAFILFCLFSLLCYSLFFRK-AKGSRA--GRDLPPSPPSFPVIG----HLHLLL 
CYP705A30    1 ----------------------------------MAAMITFDFQNSFIFILFFLFSLLCYSLFFRK-PKGSRA--GRDLPPSPPSFPVIG----HLHLLL 
CYP705A32    1 ----------------------------------MAAMITVDFQNSFIFILFCLFSLICYSLFFRK-PKDSRA--GRDLPPSPPSFPVGSPQSNNLHLLL 
CYP705A2     1 ------------------------------------------MAVLIIFILLCLLSFLCYSLFFMK-PKDSRD--GRDLPPSPPSLPIIG---HLHLILL 
CYP705A5     1 -------------------------------------MITVDFENCFIFLLLCLFSRLSYDLFFRK-TKDSRA--GCALPPSPPSLPIIG----HLHLIL 
CYP705A23    1 ----------------------------------MAAMLTVEFQNCLIFILLCILLLLCYPLFFKK-PKVSQD--GFGLPPSPLSLPIIG----HLHLLF 
CYP705A20    1 -------------------------------------MLTVDSQHCFSFILLCFFSLLCYSLLFKKLKDS---HVGRDLLQSPPSLPIIG----HLHHLL 
CYP705A21    1 --------------------------------------MAAIIGDCFIFILLCLFSLLFYYLIFRKPKNSRLVAYGCDLPPSPPSLPIIG----HVHLLL 
CYP705A18    1 ----------------------------------MATLISVDFQHCFMYIILLCLFSLLCYSLFFRKPKGTRVG--CDLPPSPPSLPIIG----HLHHLL 
CYP705A6     1 ----------------------------------MAAILSVDFQNCFIFIVLCLFS-LFCYSLFFKKPKHPRG---CDLPPSPPSLPIIG----HLHLLF 
CYP705A33    1 ----------------------------------MAAFISVDFQNCFIFILLCFFS-LLCYSLFFKKPKDSRG---CDLPPSPPSLPIIG----HLHLLL 
CYP705A3     1 -----------------------------------MIAIIVEFQNFFIFILLCLFS-LLCHSLFFKKPKDSRS---FVLPSSPPSLPIIG----HLHLLL 
CYP705A22    1 ----------------------------------MEAVISFDFQNCFIFILIFLLT-FLCFFFFFKKPKDSRVN--FDLPPSPPSLPIIG----HVHLLL 
CYP705A8     1 ----------------------------------MGEIMNVDFVNCLILILLCLLSILCYSFFFKK------PKDGFNLPPSPPSLPIIG----HLHHLL 
CYP705A9     1 --------------------------------------MNVDFQNCLILILLCLLSFLCYSFFFKK------PKDGFNLPPSPPSLPIIG----HLHHLL 
CYP705A25    1 -----------------------------------MAAISVDFQLCFIFILLAIFSLFCFSAFFFK-KPKDPQLQGCGLPPSPPSLPIIG----HLHFLL 
CYP705A27    1 -----------------------------------MAAITVDFQLCFIFILLGIFSLFCLSAFFFK-KPKDPQLQGCGLPPSPPSLPVIG----HLHLLL 
CYP712A1     1 --------------------------------------MDLKLNTKLIILITSLAFPFMLYALFKWFLKEQGSLAATKLPQSPPALPFIG-----HLHLI 
CYP712A2     1 -----------------------------------------MFTLNLDMNYTSCSYLFFTLVTIFLLHRLFSSSSRRGLPPGPRGLPVLG-----HMHLL 
CYP93D1      1 ---------------------------------------MVDLQYFSVIILVCLGITVLIQAITNR------LRDRLPLPPSPTALPIIG-----HIHLL 
CYP81D6      1 --------------------------------MHVSIQHIYKFLDLNMETYFLLLSLAFFLFISVKLLFGKRLSKFNLPPSPARPLPLIGH--LHLLKLP 
CYP81D7      1 -----------------------------------------------METHFLILSLAFLFFISLKLLFGKRHSKFNLPPSPARPLPFIGH--LHLLKQP 
CYP81D11     1 ---------------------------------------MSSTKTIMETIYLILSLFFFFIFLSLKLLFGPRPRKLNLPPSPSRPFPIIGH--LHLLKLP 
CYP81D2      1 ------------------------------------------------MEALMLIFTFCFIVLSLIFLIGRIKRKLNLPPSPAWALPVIGH--LRLLKPP 
CYP81D3      1 ------------------------------------------------MEGQTLIFTFLFISLSLTFIIGRIKRRPNLPPSPSWALPVIGH--LRLLKPP 
CYP81D8      1 ------------------------------------------------METKTLIFSILFVVLSLIYLIGKLKRKPNLPPSPAWSLPVIGH--LRLLKPP 
CYP81D4      1 -----------------------------------------------MDLNQILILSFLSLFTLAIFLLTRSKRKLNLPPSPAISLPVIGH--LHLLKPP 
CYP81D5      1 -----------------------------------------------MDLTQILLLSFLFLTISIKLLLTKSNRKPNLPPSPAYPLPVIG---HHLLKQP 
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CYP81D1      1 ---------------------------------------------MEETNIRVVLYSIFSLIFLIISFKFLKPKKQNLPPSPPGWLPIIGH--LRLLKPP 
CYP81F3      1 ------------------------------------------------MFYYVIVLPLALFLLAYKLFFTSKTKRFNLPPSPPYSLPILGH--HNLLKPP 
CYP81F4      1 ------------------------------------------------MFNYVIILPLALFLLAYKFFFTSKKQRYYLPPSPSYSLPILGH--HLLIKPP 
CYP81F2      1 ------------------------------------------------MDYVLIVLPLALFLIAYKFLFSSKTQGFNLPPGP-TPFPIVGH--LHLVKPP 
CYP81F1      1 -------------------------------------------------MLYFILLPLLFLVISYKFLYS-KTQRFNLPPGP-PSRPFVGH--LHLMKPP 
CYP81H1      1 ------------------------------------------------MDCILLILTTLVAIFIVKIVLLVTKPNKNLPPSPNICFPIIGH--LHLLKKP 
CYP81G1      1 ------------------------------------MRLVSRIMCSRMGEMIDLFLLALMAGFIAVAYVFRSKQKKNLPPNP-VGFPVIGH--LHLLKEP 
CYP81K1      1 ----------------------------------------------MEDLWFIFFSFLTATLIFFITKKFLWSLNSKLPPSP-TPLPIIGH--LHLIKKY 
CYP81K2      1 -------------------------------------------------MENLWVIFLLTATLTFFITKFLWSQNPKLPPSP-TPLPIIGH--LHLINKY 
CYP82C3      1 ---------------------------------------------MDTSLFSLFVSILVFVFIALFKKSKKPK--YVKAPAPSGAWPIIGH--LHLLGGK 
CYP82C4      1 ---------------------------------------------MDTSLFSLFVPILVFVFIALFKKSKKPK--YVKAPAPSGAWPIIGH--LHLLGGK 
CYP82C2      1 ---------------------------------------------MDTSLFSLFVPILVFVFIALFKKSKKPK--HVKAPAPSGAWPIIGH--LHLLSGK 
CYP82F1      1 ---------------------------------------------MDLIMLFLLSALFIFPVLILIKSRLRPKNKKSTAPMVPGAWPLLGH--LHLFDTV 
CYP82G1      1 ----------------------------------------MTFLFSTLQLSLFSLALVIFGYIFLRKQLSRCEVDSSTIPEPLGALPLFGH--LHLLRGK 
CYP71A12     1 ----------------------------------------------MEMILMVSLCLTTLITLFLLKQFLKRTANKVNLPPSPWRLPLIGN----LHQLS 
CYP71A13     1 ----------------------------------------------MEMILSISLCLTTLITLLLLRRFLKRTATKVNLPPSPWRLPVIGN----LHQLS 
CYP71A18     1 ----------------------------------------------MEMTLMVSLCLTTLLTLLLLKKFLKRTAKKVNLPPSPWRIPVIGN----LHQLS 
CYP71A14     1 ----------------------------------------------MEMIIISLCLATILALLLLKQFLNRTYTAKVNLPPSPWRVPVIGN----LHQLS 
CYP71A15     1 ----------------------------------------------MEIIIISLCLATILAFLLLKPLLN-RTVAKDNLPPSPWRVPVIGN----LHQLS 
CYP71A19     1 ----------------------------------------------MEIILVTLCLTTLLALLLLKSILKRTTTNNLNLPPSPWRLPVIGN----LHQLS 
CYP71A20     1 ------------------------------------------------MILITLCLTTLLALLLKS-ILKRTATKNFNLPPSPWRLPVIGN----LHQLS 
CYP71A27     1 ----------------------------------------------MEMILISLCLTTLLAFLFLKPLLKRITTTKPKLPPSPWRLPVIGN----LHQLG 
CYP71A16     1 ---------------------------------------------MEMMILISLCLTTFLTILLFFKSLLKRPNS--NLPPSPWRLPVIGN----LHQLS 
CYP71A28     1 ------------------------------------------------MILISLCFTTFLAFLFLNPLLKRTTTTKPNQPPSPWRLPVIGY----LHQLS 
CYP71A21     1 -----------------------------------------------MESMTMIILQSLIIFITILFFKKQKRGKKSNTPRSPPRLPLIGN----LHQLG 
CYP71A22     1 -----------------------------------------------MESMIRIILLSLIIFITILFFIKQKKGKKSNTPASPPRLPLIGN----LHQLG 
CYP71A24     1 ------------------------------------------------MMMMIILLLCSIILITILFFKKQSRGKKSNAPPSPPRLPLIRN----LHQLG 
CYP71A26     1 ------------------------------------------------MMIMFFLLCSIIFVVTIIIFRKQKRGKKRNTLPSPPGLPLIGN----LHQLG 
CYP71A25     1 -------------------------------------------------MMMMIILLWSIIFMTILFLKKQLSGKKGKTPPSPPGLPLIGN----LHQLG 
CYP71A23     1 --------------------------------------------------MILFLCLIILFIITILFFKKHKTVNKIINFPSPPRLPLIGN----LHQLS 
CYP71B36     1 ------------------------------------------------MATILFLSLLFLSCILLAAFTHKKRQQHQRKPPSPPGFPIIGN----LHQLG 
CYP71B37     1 ------------------------------------------------MATIWFLPLLFLSCLLLAALRLKKRRQHQRKPPSPPGFPIIGN----LHQLG 
CYP71B9      1 ------------------------------------------------MATIWFLSLLFLCCILLAAFKHKKRRTNQQQPPSPPGFPIIGN----LHQLG 
CYP71B10     1 ------------------------------------------------MTVLWFVSLILLISILLVAVKHSKRR-WVRQPPSPPGLPIIGN----LHQLG 
CYP71B26     1 ------------------------------------------------MDSIWILSLLFFIIFLLLAAFKRKNHGKHRRIPSPPGFPIIGN----LHQLG 
CYP71B33     1 ------------------------------------------------MVNILILSLLFLVILLLLTAFKRAKRRQHRPIPSPPGFPIIGN----LHQLG 
CYP71B34     1 ------------------------------------------------MTNIWLLSLIFVICILVAVFNHKNRRNYQRTPPSPPGCPIIGN----LHQLG 
CYP71B35     1 ------------------------------------------------MAHIWLLPLIFLVCILLAVFNHKKHPKYRQFP-CPPGFPIIGN----LHQIG 
CYP71B11     1 --------------------------------------------------MSLWYIIVAFVFFSTIIIVRNTRKTKKNLPPGPPRLPIIGN----LHQLG 
CYP71B12     1 --------------------------------------------------MSLWYIIVAFVFFSSMIIVRIIRKTKKNLPPGPPRLPIIGN----LHQLG 
CYP71B14     1 --------------------------------------------------MIWWFIVGASFFFAFILIAKDTRTTKKNLPPGPPRLPIIGN----LHQLG 
CYP71B13     1 --------------------------------------------------MSLWYIIVVFVFFASIFIAKNTRKTKKNLPPGPPRLPIIGN----LHQLG 
CYP71B6      1 -------------------------------------------MSLFSFPISTELLPWLLLLLIPPLLIFFLLRSPKNLPPGPPRLPILGN----IHQLG 
CYP71B28     1 -----------------------------------------------MSVFLCFLCLLPLILIFL----KNLKPSKWKLPPGPKKLPIIGN----LHQRR 
CYP71B29     1 -----------------------------------------------MAIILCFLILLPLILIFL----KKLKHSKWKLPPGPPKLPFIGN----LHQLQ 
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CYP71B7      1 -----------------------------------------------MSILLCFLCLLPVFLVSLSILSKRLKPSKWKLPPGPKTLPIIGN----LHNLT 
CYP71B15     1 -----------------------------------------------MSVFLCFLVLLPLILIFLN----VLKPSKYKLPPGPKKLPIIGN----LHQRR 
CYP71B23     1 -----------------------------------------------MSIFLCFLLLLLLLLVTIIFT-RKSQSSKLKLPPGPPKLPIIGN----LHYLN 
CYP71B16     1 -----------------------------------------------MAISLLCLFLITLVSLI--FVVKKIKHSKWDLPPSPPTFPVIGN----LHQVG 
CYP71B17     1 -----------------------------------------------MAISLLCLFLITFVSLT--IVGCKIKRSIWNLPPSPPKLPVIGN----LHQVG 
CYP71B18     1 -----------------------------------------------MAISLLLSFLIAFASLI--FLGKKIKRSKWNFPPSPPKFPVIGN----LHQLG 
CYP71B19     1 -----------------------------------------------MAISFLCVFLITFVSLI--FFAKKIKRSKWNLPPSPPKFPVIGN----LHQIG 
CYP71B20     1 -----------------------------------------------MAISFLCFCLITLASLI--FFAKKIKHLKWNLPPSPPKFPVIGN----LHQIG 
CYP71B2      1 ------------------------------------------------MTILLCFFLVSLLTIVSSIFLKQNKTSKFNLPPSPSSLPIIGN----LHHLA 
CYP71B27     1 ------------------------------------------------MAILFCFFLVSLVTLVSSIFFKQIKNTKFNLPPSPPSLPIIGN----LHHLT 
CYP71B21     1 -----------------------------------------------MSIFLCFLLLLPLFLVFY----KRLLPSKGKLPPGPISLPIIGN----LHQLG 
CYP71B22     1 -----------------------------------------------MSISLYFLLLLPLFLIFF----KKLSPSKGKLPPGPLGLPIIGN----LHQLG 
CYP71B38     1 -----------------------------------------------MSIFLCFLLLLPLSLILF----KKLLPSKGKLPPGPIGLPIIGN----LHQLG 
CYP71B5      1 -----------------------------------------------MSIFLCFLLLLPLSLIFL----KKLLPSKGKLPPGPKGLPIIGN----LHQFG 
CYP71B31     1 -----------------------------------------------MSMFLGLLFLFPLFFILF----KNLLPPRKKLPPGPTGLPLIGN----LHQLG 
CYP71B8      1 ---------------------------------------------MIKSILLCFFFLFPLLLTLF----KKLLPSKWKLPPGPTGLPIIGN----LHQLG 
CYP71B32     1 ----------------------------------------------MSIFLLCILFLFPLFQIIF----KKLLPSKSKLPPGPTGLPIIGN----LHQLG 
CYP71B24     1 -----------------------------------------------------MSILLYFIALLSLIIIKKIKDSNRNLPPSPLKLPVIGN----LYQLR 
CYP71B3      1 --------------------------------------------------MSILLYFFFLPVILSLIFMKKFKDSKRNLPPSPPKLPIIGN----LHQLR 
CYP71B25     1 -----------------------------------------------MAILQSFLLLLSLPFLFTLIYTKKMKESKRNLPPGPAKLPIVGN----LHQLQ 
CYP71B4      1 -----------------------------------------------MVSLLSFFLLLLVPIFFLLIFTKKIKESKQNLPPGPAKLPIIGN----LHQLQ 
CYP83A1      1 -------------------------------------------------MEDIIIGVVALAAVLLFFLYQKPKTKRYKLPPGPSPLPVIGN----LLQLQ 
CYP83B1      1 --------------------------------------------------MDLLLIIAGLVAAAAFFFLRSTTKKSLRLPPGPKGLPIIGN----LHQME 
CYP84A1      1 ---------------------------------------MESSISQTLSKLSDPTTSLVIVVSLFIFISFITRRRRPPYPPGPRGWPIIGN----MLMMD 
CYP84A4      1 -----------------------------------------------MLTLMTLIVLVPLLLFLFPHLLLRRQMLLKPYPPGPKGLPVIGN----ILMMN 
CYP706A1     1 ----------------------------METASSNFSLSQILNIEEPYSSVMLGVAALLAVVCYFWIQGKSKSKNGPPLPPGPWPLPIVGN----LPFLN 
CYP706A2     1 --------------------------MGTASSKSNINLSQVLNTEEPYSSVMLAVAALLAVVCYLWIQGKSKSKKEPPLPPGPWPLPIVGN----LPFLN 
CYP706A3     1 ---------------------------------MTDISSLFRNRSRKDQLDYGLTVIVISTLCWCLWLYAKCKRRSPPLPPGPWGLPIIGN----LPFLQ 
CYP706A7     1 ---------------------------------MTDIFTFFTIQNRNDHFDFVLATIVISSVFWYIWVYVKSKRLFPPLPPGPRGLPIVGN----LPFLH 
CYP706A5     1 ---------------------------------MSMLSNLFPDNAIS--LTPYAYAVLILTATFSILWYIFKRSPQPPLPPGPRGLPIVGN----LPFLD 
CYP706A6     1 ---------------------------------MSPISNLFAGNTIN--LTP--YAILILIAIFSILWYLFKRSPQPHLPPGPRGLPIVGN----LPFLD 
CYP706A4     1 ---------------------------------MSPISNLFPDNTIN--LTP--YAIVILTTVFSILWYIFKRSPQPSLPPGPRGLPIVGN----LPFLD 
CYP79B2      1 ---------------------MNTFTSNSSDLTTT-ATETSSFSTLYLLSTLQAFVAITLVMLLKKLMTDP-NKKKPYLPPGPTGWPIIGM------IPT 
CYP79B3      1 ---------------------MDTLASNSSDLTTKSSLGMSSFTNMYLLTTLQALAALCFLMILNKIKSSSRNKKLHPLPPGPTGFPIVGM------IPA 
CYP79A2      1 ---------------------------------------------MLAFIIGLLLLALTMKRKEKKKTMLISPTRNLSLPPGPKSWPLIGN------LPE 
CYP79C1      1 ---------------------------------------MDYYLNNVIFSVVVTFSITLNIVFLIKSVVARFLGRRKKLPPCPRGFPIIGN------LVG 
CYP79C2      1 ------------------------------------------MTIITNPSSFTLVLISITLVLALARRFSRFMKPKGQLPPGPRGWPIVGN------MLQ 
CYP79F1      1 ----------------------------------MMSFTTSLPYPFHILLVFILSMASITLLGRILSRPTKTKDRSCQLPPGPPGWPILGN------LPE 
CYP79F2      1 -----------------------------------MMMKISFNTCFQILLGFIVFIASITLLGRIFSRPSKTKDRCRQLPPGRPGWPILGN------LPE 
CYP703A2     1 -----------------------------------------------MILVLASLFAVLILNVLLWRWLKASACKAQRLPPGPPRLPILGN------LLQ 
CYP98A8      1 ----------------------------------------------------MIIYLISLLPIIVATLMLYQRWWRSNIPPGPKPKFLLGN-----LHQM 
CYP98A9      1 ----------------------------------------------------MDLLLISLTTIIIAAYMQNLRRRGSNIPPGPPTRFLVGN-----LHQL 
CYP98A3      1 ----------------------------------------------------MSWFLIAVATIAAVVSYKLIQRLRYKFPPGPSPKPIVGN-----LYDI 
CYP78A10     1 -------------MTIDMYLSFASRSGSSPFPSLELCLSIFLFISLFVFWLTPGGFAWALYKARF---HTRPESKTGPAIPGPSGLPIFGL---LLAFVN 
CYP78A5      1 -------------MSPEAYVLFFN---SFNLVTFEAFASVSLIIATVAFLLSPGGLAWAGPGS----------SKSRVSIPGPSGS---------LSVFS 
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CYP78A6      1 ------MATKLESSLIFALLSKCSVLSQTNLAFSLLAVTIIWLAISLFLWTYPGGPAWGKYLFGR---LISGSYKTGNVIPGPKGFPLVG----SMSLMS 
CYP78A9      1 -----MATKLDTSSLLLALLSKCSLLTQTNLALSLLVASLASLALSLFFWSHPGGPAWGKYFLHR---RRQ-----TTVIPGPRGLPFVG----SMSLMS 
CYP78A8      1 ------MRTEIESLWVFALASKFNIYMQQHFASLLVAIAITWFTITIVFWSTPGGPAWGKYFFTRRFISLDYNRKYKNLIPGPRGFPLVG----SMSLRS 
CYP78A7      1 MELMNLASKETSYWMIALPAGFGSQNLHDVSTLGYLFLAVVFLSIVTWALAGGGGVAWKNGRNRLG----------RVAIPGPRGIPVFG----SLFTLS 
CYP77A4      1 --------------------------------------MFPLISFSPTSLDFTFFAIIISGFVFIITRWNSNSKKRLNLPPGPPGWPVVGN-LFQFARS- 
CYP77A6      1 ------------------------------------MSILSFPHTFFNISPSLFYTILISSLVLLILTRRSAKSKIVKLPPGPPGWPVVGN-LFQFARS- 
CYP77A7      1 ---------------------------------MSFLSFSPISLDLLSSNVFLTILAIIISGLLKTITYRKHNSNHLNLPPGPPGWPVIGN-LFQFTRS- 
CYP77A9      1 -----------------------------------------MLDISNYVFFFFTLVTILLSCLVYILTRHSHNPKCANLPPGPKGWPVVGN-LLQFARS- 
CYP77B1      1 --------------------------------------------MDLTDVIIFLFALYFINLWWRRYFSAGSSQCSLNIPPGPKGWPLVGN-LLQVIFQ- 
CYP89A4      1 ----------------------------------------------MEIWLLILGSLFLSLLLNLLLFRRRD-SSSLPLPPDPNFFPFLGT-LQWLRQG- 
CYP89A5      1 ----------------------------------------------MEIWLLILGSLFLSLLLNLLFFRLRD-SSSLPLPPDPNYFPFIGT-IQWLRQG- 
CYP89A6      1 ----------------------------------------------MEIWLLILGSLFLSLLVNHLLFRRRDSFSSLPLPPDPNFFPFIGT-LKWLRKG- 
CYP89A7      1 ----------------------------------------------MEIWLLILGSLSLSLLLNLLFFRLRD-SSSLPLPPAPNFFPFLGT-LQWLRQG- 
CYP89A2      1 ----------------------------------------------MEIWLLILASLSGSLLFHLLLRRRNS--SSPPLPPDPNFLPFLGT-LQWLREG- 
CYP89A3      1 ----------------------------------------------MATWFHIFCVSFTVNFLLYLFFRRTN--NNLPLPPNPNFFPMPGP-FQWLRQG- 
CYP89A9      1 -------------------------------------------MEITTIIFLIISSLTFSIFLKLIFFFSTH-----KLPPGPPRFPVIGN-IIWLKKNN 
CYP73A5      1 ----------------------------------------------MDLLLLEKSLIAVFVAVILATVISKLRGKKLKLPPGPIPIPIFGN----WLQVG 
CYP701A3     1 ------------------------------------MAFFSMISILLGFVISSFIFIFFFKKLLSFSRKNMSEVSTLPSVPVVPGFPVIGN----LLQLK 
consensus    1                                                  ... .  ..    .               ... .  ......    .. .  
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CYP76C2     56 -RNPHHSFADLSKTYGP-----IMSLKFGSLN----TVVVTSPEAAREVLRTYDQILSSRTP--TNSIRSINHDKVSVVWLPPSSSRWRLLRKLSATQLF 
CYP76C4     56 -KNPHSSFADLAKIYGP-----IMSLKFGCLN----SVVITSPEAAREVLRTHDQILSGRKS--NDSIRCFGHEEVSVIWLPPSSARWRMLRKLSVTLMF 
CYP76C1     56 -KHPHRSFAELSKTYGP-----VMSLKLGSLN----TVVIASPEAAREVLRTHDQILSARSP--TNAVRSINHQDASLVWLPSSSARWRLLRRLSVTQLL 
CYP76C5     57 -KNPHHSFTDLSKTYGP-----VMSLKLGYLN----SVVITSRDAAREVLKAHDQILSGRYI--TQATKSNNHHEFSVGWIHPSSPRFRKVEEMTFTQLF 
CYP76C6     56 -KNPHHSFTDLSKTYGP-----VMSLKLGCLN----SVVIASRDAVREVLKTHDQILSGRYI--SEATKSNNHHEFSVGWIHPSSSRFRMLRKLSATQLF 
CYP76C3     48 -FNPHRSLAAFSKTYGP-----IMSLKLGRLT----AVVISSPEAAKEALRTHDHVMSARTF--NDALRAFDHHKHSIVWIPP-SARWRFLKKTITKYLL 
CYP76C7     51 -EKPHRSLADLSRIYGS-----VMSFKLGCLT----TVVISSPETAKEVLKTHDHVLSYRVS--SDPVRAAGHHELSLLWIPP-LARWRFLRKITRNQLF 
CYP76G1     54 GLPPHDSLTKLSRRHGP-----IMTLRIGSML----TVVISSSEVAREIFKKHDAALAGRKI--YEAMKG-GKSSDGSLITAQYGAYWRMLRRLCTTQFF 
CYP75B1     51 -TKPHRTLSAMVTTYGP-----ILHLRLGFVD----VVVAASKSVAEQFLKIHDANFASRPP--NSGAKHMAYNYQD-LVFAPYGHRWRLLRKISSVHLF 
CYP705A1    56 STLIHKSLQKLSSKYGP-----LLHLRIFNIP---FILVSSD-SLAYEIFRDHDVNVSSRGV---GAIDESLAYGSSGFIQAPYGDYWKFMKKLIATKLL 
CYP705A24   58 FASIHKCFQKISSKYGP-----FLHLRIFHVP---IVLVSSA-STAYDIFKTNDINVSYRGD---VAIDECIVFGSFGYFRAPCEDYWKFMRKLIMARAL 
CYP705A12   57 SSLPHKSFQKLSFKYGP-----LLHLRIFNFP---MVLVSSA-SMAYEVFRTNDVNVSYRFV---PVNKDSLVFGSSGFVTAPYGDYWKFMKKLISTKLL 
CYP705A13   62 D-LPHKAFQKLSSKYGP-----LLCLRIFNVP---IVLVSSA-SVAYEIFKTHDVNISSHGH---PPIDECLFFGSSSFVMAPYGDYWKFMKKLMVTKLF 
CYP705A15   60 SVLVHRSLQTLSTKYGS-----ILYLRVFSFP---VALVSSA-SIAYEIFREHDVNISSRGF---PPTDDSLFAGSFSFTSAPYGDYWKFMKKLLVTNLL 
CYP705A4    55 SVLLHRSLQKLSTKYGS-----ILYLRVFRFP---VVLISSA-SIAYEIFRAHDLNISYRGF---TPTDDSLFAGSFSFISAPYGDYWKFMKKVLVTNVF 
CYP705A16   62 SSLVHKSFQKISSKYGP-----LLHLRIFNVP---IVLVSSA-SVAYDIFRVHDVNVSSRGP---PPFEESLLFGSSSFISAPYGDYWKFMKKLMVTKLL 
CYP705A19   59 SSLVHKSFQKISSNYGP-----LLHLRIFNVP---IVLVSSA-SVAYDIFRVHDLNVSSRGS---PPFEESLLFGSTGFISAPYGDYFKFMKKHLVTKLL 
CYP705A28   60 SVLVHKSFQKISSKYGP-----LLLLRIFHVP---IVLTSSA-SVAYEIFRAQDVNVSSRGH---PPVEESLWFGFSSFFFAPYGDYFKFMRKLIATKLL 
CYP705A30   60 SALVHKSFQNISSKYGP-----LLHLRVFHIP---IVLASSA-SVAYEIFKAQDVNVSSRGH---APVGESLWFGSSSFFFAPYGDYFKFMRKLIATKLL 
CYP705A32   64 SALVHKSFQKISYKYGP-----LLHLRVFHVP---IVLASSA-SVAYEIFKAQDVNVSSRGH---APAGESLLFGSSSFFFAPYGDYFKFMRKLIATKLL 
CYP705A2    53 STLTHKSFQRLSSKYGP-----LLHLRIFHVP---IVLASSA-SVAYEIFRDQDVNVSFRHS---PPIEESLFLGSYSFISAPYGDYWKFMRKLMVTKIL 
CYP705A5    57 FVPIHQSFKNISSKYGP-----LLHLRFFNFP---IVLVSSA-STAYEIFKAQDVNVSSRPP---PPIEESLILGSSSFINTPYGDYSKFMKKFMVQKLL 
CYP705A23   60 SNLTHKSLQKLSSKYGP-----LLYLRIFNVP---IIFVSSA-SVAYEIFRGHDVNISFRGN---PPIEESLLVGSFGFFTAPYGDYWKFMKKVMVTKLL 
CYP705A20   57 SSLAHKSLQQLSSKYGP-----LLHLSIFNFP---VVLVSSA-SVAYEIFKAHDLNISSRDN---PPINESLLVGSSVFVGAPYGDYWKFMKKLLVTKLL 
CYP705A21   59 SSLAHKSLQKLSSKYGP-----LLYLRVFNFP---VVLVSSA-SVAYEIFKAHDLNISSRDN---PSIDDSLLIGSSVFGSAPYGDYFKFMKKLLVTKLL 
CYP705A18   61 SSLTHKSLQKLSSKYGP-----FLHLRIFSVP---IILVSSA-SVAYEIFKAHDVNVSSRGA---AAIDESLLFGSSSFIYAPYGDYWKFMKKIFATKLL 
CYP705A6    59 SPLTHKSLQKLSSKYGH-----LLHLRIFNVP---VILVSSA-SVAYEIFRAHDVNVSSRGV---AAIDESLLFGSSGIITAPYGDYWKFMKKLIATKLL 
CYP705A33   59 SSLSHKSLQKISSKYGP-----LLHLRIFNVP---IILVSSA-SVADEVFRIHDMNISSRGA---AAIDESLVFGSSGVVYAPYGDYLKFVKKIIATKLL 
CYP705A3    58 SVLTHKSLQKLSSKYGP-----LLLIRIFYVP---IILVSSS-SMAYEIFKAHDVNVSSRGI---IALDESLMFGASGILNAPYGDYWKFMKKLMATKLL 
CYP705A22   60 STLTHKSLQKLSSRYGP-----LLYLRIFNVP---IILVSSA-SVAYEIFRTQDVNISSRGV---TAVDESLVFGSSSFVTAPYGDYWKFMKKLTVMKLL 
CYP705A8    57 SLFMHRSLQKLSSKYGP-----LLYLHVFNVP---ILLVSSP-SIAYEIFRAQDVNVSTRDF---PTNEGSLFLGSFSFITAPYGEYWKFMKKLIVTKLL 
CYP705A9    53 SLFMHRSLQKLSSKYGP-----LLYLHVFNVP---ILLVSSP-SIAYEIFRTQDVNVSSRDF---PTNEGSLLFGSFGFGTAPS---------------- 
CYP705A25   61 SVPCYKSFQKLSSKYGP-----FLHLRAFNIP---IVLVSSG-SMANEVLRIQDLNFASRDSGQTPIMEKSLLFGSFGFVSVPYGDYWRFMKKLLVKKLL 
CYP705A27   61 SVPCHKSFQKLSSKYGP-----LLHLRAFNIP---IVIVSSG-SMANEVLRTQDLNFATRQR-EVSIMEKSLLFGSFGFVSAPYGDYWRFMKKLLVTNLF 
CYP712A1    58 GKVLPVSFQSLAHKYGP-----LMEIRLGASK---CVVVSSS-SVAREIFKEQELNFSSRPE---FGSAEYFKYRGSRFVLAQYGDYWRFMKKLCMTKLL 
CYP712A2    55 RSSLPRSLQALAHTYGP-----LMTIRIGSLR---VLVVSDS-DTAKLILKTHDPDFASKFV---FGPRQFNVYKGSEFFNAPYGSYWRFMKKLCMTKLF 
CYP93D1     51 GPIAHQALHKLSIRYGP-----LMYLFIGSIP---NLIVSSA-EMANEILKSNELNFLNRPT---MQNVDYLTYGSADFFSAPYGLHWKFMKRICMVELF 
CYP81D6     67 ---LHRTFLSFSQSLGG---APIFCLRLGNRL---TVVVSSY-SIAEECFTKNDIVFANRPE---LILGKHIEYNSTTMTSAPYGDHWRNLRRIATLEIF 
CYP81D7     52 ---LHRTFLSFSQSLGD---APIFSLRLGNHL---TVVVSSY-SIAEECFTKNDIVLANRPK---FILGKHIEYNFTTMTSAPYGDHWRNLRRIGTLEIF 
CYP81D11    60 ---LHRRFLSLSESLNN---AKIFSLSLGSRL---VFVVSSH-AVAEECFTKNDVVLANRPE---FLVGKHIGYNSTTMVGAAYGDSWRNLRRIGTIEIF 
CYP81D2     51 ---LHRVFLSVSQSLGD---APIISLRLGNRL---LFVVSSH-SIAEECFTKNDVILANRQT---TISTKHISYGNSTVVSASYSEHWRNLRRIGALEIF 
CYP81D3     51 ---LHRVFLSVSESLGD---APIISLRLGNRL---VFVVSSH-SLAEECFTKNDVVLAN-RF---NLASKHISYGCTTVVTASYGDHWRNLRRIGAVEIF 
CYP81D8     51 ---IHRTFLSLSQSLNN---APIFSLRLGNRL---VFVNSSH-SIAEECFTKNDVVLANRPN---FILAKHVAYDYTTMIAASYGDHWRNLRRIGSVEIF 
CYP81D4     52 ---LHRTFLSLSKSIGN---APVFHLRLGNRL---VYVISSR-SIAEECFTKNDVVLANRPK---FTISKHLGYNATYLLSASYGDHWRNLRRIAAVEIF 
CYP81D5     51 ---VHRTFHSISKSLGN---APIFHLRLGNRL---VYVISSH-SIAEECFTKNDVVLANRP----IIMAKHVGYNFTNMIAASYGDHWRNLRRIAAVEIF 
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CYP81D1     54 ---IHRTLRSFSETLDHNDGGGVMSLRLGSRL---VYVVSSHKVAAEECFGKNDVVLANRPQ---VIIGKHVGYNNANMIAAPYGDHWRNLRRLCTIEIF 
CYP81F3     51 ---VHRLFHRLSKTHGP-----IFSLQFGSRR---AVVISSSSLATQCFTGQNDIILSNRPC---FLTAKYVAYNYTTVGTAPYGDHWRNLRRICSLEIL 
CYP81F4     51 ---VHRLFHRLSNIHGP-----IFYLRLGSRR---AVVISSSSLARECFTGQNDVIVSNRPR---FLTSKYIAYNYTTIATTSYGDHWRNLRRICSLEIV 
CYP81F2     50 ---VHRLFRRFAEKYGD-----IFSLRYGSRQ---VVVISSLPLVRESFTGQNDVILTNRPH---FLTAKYVAYDYTTIGTAAYGDHWRNLRRICSLEIL 
CYP81F1     48 ---IHRLLQRYSNQYGP-----IFSLRFGSRR---VVVITSPSLAQESFTGQNDIVLSSRPL---QLTAKYVVYNHTTVGTAPYGDHWRNLRRMCSQEIL 
CYP81H1     51 L--LHRTLSHLSHSLG-----PVFSLRLGSRL---AVIISSPTAAEECFLTKNDIVLANRPR---FIMGKYVAYDYTSMVTAPYGDHWRNLRRITALEVF 
CYP81G1     62 ---VHRSLRDLSRNLGID----VFILRLGSRR---AVVVTSASAAEEFLSQQNDVVFANRPL---ATLTEYMGYNNTLVSTAPYGEHWRRLRRFCAVDIL 
CYP81K1     52 P--LPQALRHLSSNYGP-----VLFLKFGCRN---VLTLSSP-DSIEECFTNHDVTLANRPK---TITSDHFSYGYKNFGFAPYGDLWRTLRRLSTLEVF 
CYP81K2     49 P--LPQALHHLSSNYGP-----VLFLKFGCRE---VLILSSP-DSIEECFTNHDIALANRPK---TITSDHFSYGYKNFGFAPYGDLWRTLRRLSTLEVF 
CYP82C3     52 EQLLYRTLGKMADHYGP-----AMSLRLGSSE---TFVGSSF-EVAKDCFTVNDKALASLMT---AAAKHMG------------YVFWLEMRKIAMIELL 
CYP82C4     52 EQLLYRTLGKMADHYGP-----AMSLQLGSNE---AFVVSSF-EVAKDCFTVNDKALASRPM---TAAAKHMGYNFAVFGFAPYSAFWREMRKIATIELL 
CYP82C2     52 EQLLYRTLGKMADQYGP-----AMSLRLGSSE---TFVVSSF-EVAKDCFTVNDKALASRPI---TAAAKHMGYDCAVFGFAPYSAFWREMRKIATLELL 
CYP82F1     54 N-PTHVTFGAMADVYGP-----VFMAKLGSIK---VMIINSK-EVAKEIYTVHDKLLE-RPE---LTASKLLGYNDSFLTFSPYGLYWREIRKIAVSELF 
CYP82G1     59 K-LLCKKLAAMSQKHGP-----IFSLKLGFYR---LVVASDP-KTVKDCFTTNDLATATRPN---IAFGRYVGYNNASLTLAPYGDYWRELRKIVTVHLF 
CYP71A12    51 LH-PHRSLHSLSLRYGP-----LMLLHFGRVP----ILVVSSGEAAQEVLKTHDLKFANRPR---SKAVHGLMNGGRDVVFGPYGEYWRQMKSVCILNLL 
CYP71A13    51 LH-PHRSLRSLSLRYGP-----LMLLHFGRVP----ILVVSSGEAAQEVLKTHDHKFANRPR---SKAVHGLMNGGRDVVFAPYGEYWRQMKSVCILNLL 
CYP71A18    51 LH-PHRSLHSLSLRYGP-----LMLLHFGRVP----ILVVSSSEAAHEILKTHDLKFANRPK---SKAVHGLMNGGRDVVFGPYGEYWRQMKSVCILNLL 
CYP71A14    51 LH-PHRSLRSLSHRYGP-----LMLLHFGRVP----VLVVSSSDVAHDLMKTHDLKVANRPQ---LKVVEKIFNGGREMVFSPYGEYWRQIKSVCIVNLL 
CYP71A15    50 LH-PHRSLRSLSHRYGP-----LMLLHFGRVP----ILVVSSSDVAHDLMKTHDLKVANRPR---LKVIETILNGGREVVFSPYGDYWRQIKTVCVVHLL 
CYP71A19    51 LN-THRSLRSLSLRYGP-----LMLLHFGRTP----VLIVSSADVAHDILKTYDVICANRPK---TKVIDKILRGGRDVAFAPYGEYWKQMKSICIQNLL 
CYP71A20    48 LH-THRSLRSLSLRYGP-----LMLLHFGRTP----VLIVSSADVAHDVMKTHDLVCANRPK---TKVVDKILSGGRDVAFAPYGEYWRQMKSICIQNLL 
CYP71A27    51 PN-PHRYLHSLSLRYGP-----LMLLHFGRVP----VLVVSCPDVTNDIMKTHDLKFANRPK---SKAINIFMEGGRDIIFGPYGEDWKSMKSLGVVHLL 
CYP71A16    50 LH-PHRALSSLSARHGP-----LMLLRFGRVP----VLIVSSADVAHDVMKTHDLKFANRPI---TKSAHKISNGGRDLVFAPYGEYWRNVKSLCTIHLL 
CYP71A28    49 LH-PHRSFRSLSLRLWS-----AHAPSLRSCPYPRFSKYISSSDVAHDVMKTHDLKFANRPK---TKAVDIIINGGRDVAFSSYGEYWRQMKSLCTVHLL 
CYP71A21    50 HH-PHRSLCSLSHRYGP-----LMLLHLGRVP----VLVVSSADVARDILKTHDRVFASRPR---SKLFEKLFYDGRDVAFAPYGEYWRQIKSVCVLRLL 
CYP71A22    50 RH-PHRSLCSLSNRYGP-----LMLLRFGLVP----VLVVSSADVARDILKTYDRVFASRPR---SKIFEKIFYEARDVALAPYGEYWRQMKSVCVLHLL 
CYP71A24    49 RH-PHRSLCSLSHRYGP-----LMLLHFGSVP----VLVVSSADAAKDVLKTHDRVFASRPR---SKIFDKIFYNGRDVALAPYGEYWRQMKSVCVLHLF 
CYP71A26    49 RH-PHRSLCSLSHRYGP-----LMLLHFGRVP----VLVVSSAELARDVLKTHDRVFASRPR---SKIFEKLLYDKHDVASAPYGEYWRQMKSVCVLHLF 
CYP71A25    48 RH-THRSLCDLSRRYGP-----LMLLHLGRVP----VLIVSSADMAQEILKTHDQAFANRPR---SKLSQKLLYNNRDVASAPYGEYWRQMKSVCVIHLL 
CYP71A23    47 QH-PHRSLCYLSHRYGP-----LMLLHFGSVP----VIVASTAEAARDVLKTHDRVFASRPR---SKIFEKLLYKSRNMASAPYGEYWRQMKSVSVLHLL 
CYP71B36    49 EL-PHQSLWRLSKKYGH-----VMLLKFGSIP----TVVVSSSETAKQVLKIHDLHCCSRPS---LAGPRALSYNYLDIAFSPFDDYWKELRRICVQELF 
CYP71B37    49 EL-PHQSLWSLSKKYGP-----VMLLKFGSIP----TVVVSSSETAKQALKIHDLNCCSRPS---LAGPRALSYNYLDIVFSPFNDYWKELRRMCVQELF 
CYP71B9     49 EL-PHQSLWSLSKTYGP-----VMLLKLGSVP----TVVVSSSETAKQVLKINDLHCCSRPS---LA--EELSYNYLDIAFSPFDDYWKELRRICVQELF 
CYP71B10    48 EL-PHQSLCKLSKKYGP-----VMLLKLGRVP----TVIVSTPETAKQVLKDYDLHCCSRPS---LEGTRKLSYNYLDIAFSRFDDYWKELRKLCVEELF 
CYP71B26    49 EL-QHQSLWKLSKKYGP-----VMLLKLGKVP----TLILSSSETAKQALRDYDLHCCSRPS---LAGGRELSYNNLDMSSSPYNEYWKELRKLCSQELF 
CYP71B33    49 EL-PHQSLWKLSKKYGP-----VMLLNLGKVP----TVILSSSETAKQALRDYDLHCCSRPS---LAGGRELSYNNRDISFSPYNDYWKELRKLCTQELF 
CYP71B34    49 EL-PHQSLWKLSKKYGP-----VMLLKLGRVP----TVIVSSSETAKQALKIHDLHCCSRPG---FAGARELSYNYLDIAFSPYDDYWKEVRKLAVQELF 
CYP71B35    48 EL-PHQTLWKLSKKYGP-----VMHLMLGRVP----TVVVSSSDTARQVLRVHDLHCCTRPS---LSGPRELSYNYLDIAFSPYDDYWKEVRKLCVQELF 
CYP71B11    47 SK-PHSSMFKLSEKYGP-----LMALRFGSVS----TVVASTPETVKEVLKTFDAECCSRPY---MTYPARLTYNLKDIGFCPYTKYWREVRKMTVVELY 
CYP71B12    47 SK-PHRSMFKLSETYGP-----LMSLKFGSVS----TVVASTPETVKEVLKTFDVECCSRPN---MTYPARVTYNLKDLCFSPYSKYWREVRKMTVVELY 
CYP71B14    47 SK-PQRSLFKLSEKYGS-----LMSLKFGNVS----AVVASTPETVKDVLKTFDAECCSRPY---MTYPARVTYNFNDLAFSPYSKYWREVRKMTVIELY 
CYP71B13    47 SK-PHRSMFKLSEKYGP-----LVYLKLGKVP----SVVASTPETVKDVLKTFDKDCCSRAF---LTYPARISYNLKDLAFAPYSKYWKAVRKMTVVELY 
CYP71B6     54 SL-PHRSLRDLSLKYGP-----VITVYLGSVR----TVVVHSPETAEEVLKLHDSECCTRPK---LSITKSFFYDGLGLGFTKWGDYYRDVRKLCVLELF 
CYP71B28    46 EL-HPRNSRNLSEKYGP-----IVFLRYGFVP----VVVISSKEAAEEVLKTHDLECCSRPE---TVGTRAISYNFKDIGFAPYGEDWRTMRKLSVVELF 
CYP71B29    46 EL-PPR---NLNHKYGP-----VILLRFGFVP----LVVISSKEAAEEVLKIHDLECCSRPE---TAGTRKISYNFKDIGFAPYGEEWKAMRKLSVVELF 
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CYP71B7     50 GL-PHTCFRNLSQKFGP-----VMLLHFGFVP----VVVISSKEGAEEALKTQDLECCSRPE---TVATRMISYNFKDIGFAPYGEEWKALRKLVVMELL 
CYP71B15    46 TL-HPRNRRNLAEMYGP-----VALLQYGFVP----VVAISSKEAAEEVLKINDLECCSRPE---AAGMRATFYNFKDIGMAPFGDEWSLMRKLSVVELF 
CYP71B23    49 GL-PHKCLLNLWKIHGP-----VMQLQLGYVP----LVVISSNQAAEEVLKTHDLDCCSRPE---TIASKTISYNFKDIGFAPYGEEWRALRKLAVIELF 
CYP71B16    48 EL-PHRSFQRLAERTGH-----VMLLHFGFVP----VTVISSREAAEEVLRTHDLKCCTRPK---LVGSRLISRGFKDISFTPYGEEWRERRKFLVRELF 
CYP71B17    48 EL-PHRSFRRLAERTGH-----VMLLHLGFVP----VTVISSREAAEEVLRTHDLDCCSRPN---LVGSRLISRGFKDLNFTPYGEEWKERRRFLVGELF 
CYP71B18    48 EL-PHRSLQRLAEKTGD-----VMLIHLGFVP----VTVISSKEAAEEVLRTHDLNCCSRPN---LVGTRLLSRGFKDVGFTPYGEEWKERRKFLVREFF 
CYP71B19    48 EL-PHRSLQHLAERYGP-----VMLLHFGFVP----ITVVSSREAAEEVLRTHDLDCCSRPK---LVGTRLLSRDFKDIGFTPYGNEWKARRKFALRELF 
CYP71B20    48 EL-PHRSLQHLAERYGP-----VMLLHFGFVP----VTVVSSREAAEEVLRTHDLDCCSRPK---LVGTRLLSRNFKDVCFTPYGNEWKARRKFALRELF 
CYP71B2     49 GL-PHRCFHKLSIKYGP-----LVFLRLGSVP----VVVISSSEAAEAVLKTNDLECCSRPK---TVGSGKLSYGFKDITFAPYGEYWREVRKLAVIELF 
CYP71B27    49 GL-PHRCYHKLSIKYGP-----VILLHLGFVP----VVVISLSEAAEAVLKTHDLECCSRPK---TVGTGKLSYGFKDISFVPYSEYWREMRKLAVTELF 
CYP71B21    46 KS-LHRSFYKLSQEYGP-----VMFLRFGVVP----VVVFSTKEAAEEVLKTHDLETCTRPK---LSATGLFTYNFKDIGFAQYGEDWREMRKLAMLELF 
CYP71B22    46 KS-LHRSFHKLSQNYGP-----VMFLHFGVVP----VVVVSTREAAEEVLKTHDLETCTRPK---LTATKLFSYNYKDIGFAQYGDDWREMRKLAMLELF 
CYP71B38    46 KL-LYKSFHKISQEYGP-----VVLLRLGVVP----VIVVSSKEGAEEVLKTHDLETCTRPK---TAATGLFTYNFKDIGFAPFGDDWREMRKITTLELF 
CYP71B5     46 RF-LHKSLHKISQEYGP-----VMLLHFGVVP----VIIVSSKEGAEEVLKTHDLETCSRPK---TVGSGLFTYNFKDIGFAPYGENWREMRKIAVSELF 
CYP71B31    46 RL-LHSSLHKLSLEHGP-----VMLVRWGVVP----MAVFSSNEAAKEVLKTHDLETCNRPK---LVANGLFTHGYKDIGFTQYGEEWREMKKFVGLELF 
CYP71B8     48 RL-LHSSFHKLSLEHGP-----VMLLRFGVVP----MVVISSKEAAKQVLKSRDLETCSRPK---LVANGLFTRNFKDIAFAQYGEDWREMKKLVGLELF 
CYP71B32    47 RS-LHSVFHKLSLXYGP-----VMLLRFGVVP----VVVFSSKEAAKEVLKTHDLDTCTRPK---LVANGLFSRNFKDIGFTQYGEDWREMKKLVGLELF 
CYP71B24    44 GL-FHKCLHDLSKKHGP-----VLLLRLGFLD----MVVISSTEAAEEALKVHDLECCTRPI---TNVTSKLWRDGQDIGLAPYGESLRELRKLSFLKFF 
CYP71B3     47 GL-FHRCLHDLSKKHGP-----VLLLRLGFID----MVVISSQETTEEVLKVHDLECCTRPK---TNASSKFSRDGKDIAFAPYGEVSRELRKLSLINFF 
CYP71B25    50 GM-VHRCLHELSKKHGP-----VMHLQLGFVP----LVLISSSEAAEEALKTHDIECCTRPN---TNAARVFSRNNKNIGLGAYSDEWRELRKVAVREYF 
CYP71B4     50 GL-LHKCLHDLSKKHGP-----VMHLRLGFAP----MVVISSSEAAEEALKTHDLECCSRPI---TMASRVFSRNGKDIGFGVYGDEWRELRKLSVREFF 
CYP83A1     48 KLNPQRFFAGWAKKYGP-----ILSYRIGSRT----MVVISSAELAKELLKTQDVNFADRPP---HRGHEFISYGRRDMALNHYTPYYREIRKMGMNHLF 
CYP83B1     47 KFNPQHFLFRLSKLYGP-----IFTMKIGGRR----LAVISSAELAKELLKTQDLNFTARPL---LKGQQTMSYQGRELGFGQYTAYYREMRKMCMVNLF 
CYP84A1     58 QL-THRGLANLAKKYGG-----LCHLRMGFLH----MYAVSSPEVARQVLQVQDSVFSNRPA---TIAISYLTYDRADMAFAHYGPFWRQMRKVCVMKVF 
CYP84A4     50 QF-NHRGLAKLSRIYGG-----LLHLRLGFSH----IFVVSSPDIARQVLQVQDHVFSNRPT---TIAIRYLTYGGSDLAFCNYGPFWRRMRKLYVMMLF 
CYP706A1    69 SDVLHTQFQALTLKHGP-----LMKIHLGSKL----AIVVSSPDMAREVLKTHDITFANHDLP---EVGKINTYGGEDILWSPYGTHWRRLRKLCVMKMF 
CYP706A2    71 SDVLHTQFQALTLKYGP-----LMKIHLGSKL----AIVVSSPDMAREVLKTHDITFANHDLP---EVGKINTYGGEDILWSPYGTHWRRLRKLCVMKMF 
CYP706A3    64 P-ELHTYFQGLAKKHGP-----IFKLWLGAKL----TIVVTSSEVAQEILKTNDIIFANHDVP---AVGPVNTYGGTEIIWSPYGPKWRMLRKLCVNRIL 
CYP706A7    64 P-ELHTYFHSLAQKHGP-----VFKLWLGAKL----TIVITSSEATRDILRTNDVIFANDDVP---VAGSLSTYGGVDIVWSPYGPEWPMLRKICINKML 
CYP706A5    62 P-DLHTYFTKLAQSHGP-----IFKLNLGSKL----TVVVNSPSLASEILKDQDINFSNHDVP---LTARAVTYGGLDLVWLPYGAEWRMLRKVCAAKLF 
CYP706A6    60 P-DLHTYFTKLAESYGP-----IFKLNLGSKL----TVVVNTPSLAREILKDQDINFSNHDVP---LTARAVTYGGLDLVWLPYGAEWRMLRKVCVLKLL 
CYP706A4    60 P-DLHTYFANLAQSHGP-----IFKLNLGSKL----TIVVNSPSLAREILKDQDINFSNRDVP---LTGRAATYGGIDIVWTPYGAEWRQLRKICVLKLL 
CYP79B2     72 MLK-SRPVFRWLHSIMKQLNTEIACVKLGNTH----VITVTCPKIAREILKQQDALFASRPL---TYAQKILSNGYKTCVITPFGDQFKKMRKVVMTELV 
CYP79B3     74 MLK-NRPVFRWLHSLMKELNTEIACVRLGNTH----VIPVTCPKIAREIFKQQDALFASRPL---TYAQKILSNGYKTCVITPFGEQFKKMRKVIMTEIV 
CYP79A2     50 ILGRNKPVFRWIHSLMKELNTDIACIRLANTH----VIPVTSPRIAREILKKQDSVFATRPL---TMGTEYCSRGYLTVAVEPQGEQWKKMRRVVASHVT 
CYP79C1     56 MLK-NRPTSKWIVRVMNDMKTDIACFRFGRVH----VIVITSDVIAREVVREKDAVFADRPD---SYSAEYISGGYNGVVFDEYGERQMKMKKVMSSELM 
CYP79C2     53 MII-NRPAHLWIHRVMEELQTDIACYRFARFH----VITVTSSKIAREVLREKDEVLADRSE---SYASHLISHGYKNISFSSYGENWKLVKKVMTTKLM 
CYP79F1     61 LFM-TRPRSKYFRLAMKELKTDIACFNFAGIR----AITINSDEIAREAFRERDADLADRPQ---LFIMETIGDNYKSMGISPYGEQFMKMKRVITTEIM 
CYP79F2     60 LIM-TRPRSKYFHLAMKELKTDIACFNFAGTH----TITINSDEIAREAFRERDADLADRPQ---LSIVESIGDNYKTMGTSSYGEHFMKMKKVITTEIM 
CYP703A2    48 LGP----LPHRDLASLCDKYGPLVYLRLGNVD----AITTNDPDTIREILLRQDDVFSSRPK---TLAAVHLAYGCGDVALAPMGPHWKRMRRICMEHLL 
CYP98A8     44 KPLWTHSFSEWSETYGP-----IISVWIGSQLT----VVVSSSDLARQVLRDKDHQLSNRHR------IARMTQTGTDLVWSDYSPHYVKLRKLCTLELF 
CYP98A9     44 KPLWTQSFSEWSQTYGP-----IISVWLGSQLA----VVVSSSDLAKQVLRDKDYQLCNRHR------TARMTQNGSDLIWSDYGAHYVKMRKLCTLELF 
CYP98A3     44 KPVRFRCYYEWAQSYGP-----IISVWIGSILN----VVVSSAELAKEVLKEHDQKLADRHRN---RSTEAFSRNGQDLIWADYGPHYVKVRKVCTLELF 
CYP78A10    82 NALTHRILANIADTCKAKA---LMAFSVGSTR----FVITSEPETAKELLNSSAFADRPVKES------AYELLFDRAMGFAPFGDYWRELRRISSTHLF 
CYP78A5     66 GSNPHRVLAALAKRFKASP---LMAFSVGFSR----FVISSEPETAKEILSSSAFADRPVKES------AYELLFHRAMGFAPYGEYWRNLRRISSTHLF 
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CYP78A6     88 STLAHRRIADAAEKFGAKR---LMAFSLGETR----VIVTCNPDVAKEILNSPVFADRPVKES------AYSLMFNRAIGFAPHGVYWRTLRRIASNHLF 
CYP78A9     84 NTLAHRCIAATAEKFRAER---LMAFSLGETR----VIVTCNPDVAKEILNSPVFADRPVKES------AYSLMFNRAIGFAPYGVYWRTLRKIASNHLF 
CYP78A8     91 SHVAHQRIASVAEMSNAKR---LMAFSLGDTK----VVVTCHPAVAKEILNSSVFADRPVDET------AYGLMFNRAMGFAPNGTYWRTLRRLGSNHLF 
CYP78A7     87 RGLAHRTLAAMAWSRANTE---IMAFSLGSTP----VIVASEPNIAREILMSPHFADRPVKQS------AKSLMFSRAIGFAPNGTYWRMLRRIASTHLF 
CYP77A4     61 GKPFFEYAEDLKKTYGP-----IFTLRMGTRT----MIILSDATLVHEALIQRGALFASRPAE--NPTRTIFSCNKFTVNAAKYGPVWRSLRRNMVQNML 
CYP77A6     63 GKQFYEYVDDVRKKYGP-----IYTLRMGSRT----MIIISDSALVHDVLIQRGPMFATRPTE--NPTRTIFSSNTFTVNASAYGPVWRSLRKNMVQNML 
CYP77A7     66 GKQFFEYVEDLVKIYGP-----ILTLRLGTRT----MIIISDASLAHEALIERGAQFATRPVE--TPTRKIFSSSEITVHSAMYGPVWRSLRRNMVQNML 
CYP77A9     58 GKQFFEYVDEMRNIYGP-----IFTLKMGIRT----MIIISDANLAHQALIERGAQFATRPAE--TPTRKIFSSSDITVHSAMYGPVWRSLRRNMVQNML 
CYP77B1     55 RRHFVFLMRDLRKKYGP-----IFTMQMGQRT----MIIITDEKLIHEALVQRGPTFASRPPD--SPIRLMFSVGKCAINSAEYGSLWRTLRRNFVTELV 
CYP89A4     52 LGGLNNYLRSVHHRLGP-----IITLRITSRP----AIFVADRSLAHQALVLNGAVFADRPPA--APISKIISSNQHNISSSLYGATWRLLRRNLTSEIL 
CYP89A5     52 LGGLNNYLRSVHHRLGP-----IITLRITSRP----SIFVADRSLAHQALVLNGAVFADRPPA--APISKIISSNQHNISSCLYGATWRLLRRNLTSEIL 
CYP89A6     53 LGGLDNYLRSVHHHLGP-----IITLRITSRP----AIFVTDRSLAHQALVLNGAVFADRPPA--ESISKIISSNQHNISSCLYGATWRLLRRNLTSEIL 
CYP89A7     52 LGGFNNYVRSVHHRLGP-----IITLRITSRP----AIFVADGSLAHQALVLNGAVFADRPPA--APISKILSNNQHTITSCLYGVTWRLLRRNIT-EIL 
CYP89A2     51 LGGLESYLRSVHHRLGP-----IVTLRITSRP----AIFVADRSLTHEALVLNGGPSMRTVHH--LPVISKIVD-EHNISSGSYGATWRLLRRNITSEIL 
CYP89A3     51 FDDFYSYLRSIHHRLGP-----IISLRIFSVP----AIFVSDRSLAHKALVLNGAVFSDRPPA--LPTGKIITSNQHTISSGSYGATWRLLRRNLTSEIL 
CYP89A9     52 FSDFQGVLRDLASRHGP-----IITLHVGSKP----SIWVTDRSLAHQALVQNGAVFSDRSLA--LPTTKVITSNQHDIHSSVYGSLWRTLRRNLTSEIL 
CYP73A5     51 DDLNHRNLVDYAKKFGD-----LFLLRMGQRN----LVVVSSPDLTKEVLHTQGVEFGSRTRN---VVFDIFTGKGQDMVFTVYGEHWRKMRRIMTVPFF 
CYP701A3    61 EKKPHKTFTRWSEIYGP-----IYSIKMGSSS----LIVLNSTETAKEAMVTRFSSISTRKLS---NALTVLTCDKSMVATSDYDDFHKLVKRCLLNGLL 
consensus  101     ....  .. ....     .. .... ..    ...... ... ....  ..   ...          . .    .  ..... .. .... .  .. 
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CYP76C2    144 SPQRIEATK--TLRENKVKELVSFMSESSER-------EEAVDISRATFITALNIISNILFSVDLGNYDSN---KSGV-FQDTVIGVMEAVGNPDAANFF 
CYP76C4    144 SPQRTEATK--ALRMKKVQELVSFMNESSER-------KEAVDISRASYTTVLNIISNILFSVDLGSYDSK---KSNE-FQDTVIGAMEAAGKPDAANYF 
CYP76C1    144 SPQRIEATK--ALRMNKVKELVSFISESSDR-------EESVDISRVAFITTLNIISNILFSVDLGSYNAK---ASINGVQDTVISVMDAAGTPDAANYF 
CYP76C5    145 SPQRIEATK--ALRMKKVQELVNFLSESSER-------GEAVDISRASFVTALNIISNILFSVNLGSYDSK----NSSAFQEMVIGYMESIGNPDVSNFF 
CYP76C6    144 SPQCIQATK--ALRMKKVQELVNFLSESCER-------EEAVDISHVSFVTALNIISNILFSVNLGSYDSK----NSSAFQEMVIGYQESIGNPDLANFF 
CYP76C3    135 SPQNLDAIQ--SLRMRKVEELVSLVNEFRER-------GEAIDLARASFVTSFNIISNALFSVDLATYDSN---SSSYEFHNTVVHLTDIAGIPNVGDYF 
CYP76C7    138 STQRLEATS--AIRTRKVQELMNFVNKCCER-------REAVNISRASFITSLNIISNALFSTNLANFDDS---KTFHDFQNVVIRMMEISGKPNLADFF 
CYP76G1    142 VTRRLDAMS--DVRSRCVDQMLRFVEEGGQNG------TKTIDVGRYFFLMAFNLIGNLMFSRDLLDPDSK---RGSEFFYHTGK-VMEFAGKPNVADFF 
CYP75B1    138 SAKALEDFK--HVRQEEVGTLTRELVRVGTK---------PVNLGQLVNMCVVNALGREMIGRRLFGADAD---HKADEFRSMVTEMMALAGVFNIGDFV 
CYP705A1   144 GPQPLVRSQ--DFRSEELERFYKRLFDKAMKK-------ESVMIHKEASRFVNNSLYKMCTGRSFSVENN----------EVERIMELTADLGALSQKFF 
CYP705A24  146 GPQALERTR--GVRAAELERFHRKLLDKAMKK-------QSLKIGEEARILVNNTLGKMSLGSSFSIENN----------DGTKVSEYSIKLADLSQMFC 
CYP705A12  145 RPHALELSK--GNRAEELRRFCLDLQGKARKK-------ESVEIGKVALKLTNNIICRMSMGRSCSEKNG----------VAERARELVNKSFALSVKLF 
CYP705A13  149 GPQALEQSR--GARADELERFHANLLSKEMKS-------ETVEIAKEAIKLTNNSICKMIMGRGCLEENG----------EAERVRGLVTETFALFKKLF 
CYP705A15  148 GPQALERSR--GFRADELDLFYENLLDKAMKK-------ESVDICVEALKLSNNSICKMIMGRSCSEENG----------EAERVRALATQLDGLTKKIL 
CYP705A4   143 GPQAHEQSR--GVRADVLERFYGNLFDKAIKK-------QSVEICAEALKLSNSSICKMIMGRSCSEE---------------RFRALATELDVLTKKLF 
CYP705A16  150 GPHALERSR--KIRADELYRLYTNLLDKAMKK-------ESVEIGKETMKLTNNTICKMIMGRSCSEENG----------EAKIVRGLIAESFTLSKKFF 
CYP705A19  147 GPQALERSR--LIRTNELERFYINLLDKATKK-------ESVEIGKEAMKLSNNSICKMIMGRSCLEEKG----------EAERVRGLIIESFYLTKKFF 
CYP705A28  148 GPQALDRSR--KIRADELDRFYRNLLDKAMKK-------ESVEIGEEAAKLNNNIICKMIMGRSCSEKNG----------EAERVRGLVIESLALSPKIF 
CYP705A30  148 GPQALERSR--KIRADELDRFYKTLLDKAMKK-------ESVEIGEEAAKLNNNIICKMIMGRSCSEENG----------EAEKFRHLVIESMALTKQIF 
CYP705A32  152 GPQALERSR--KIRADELDRFYRNLLDKAMKK-------ESVDIVEEAAKLNNNIICKMIMGRSCSEDNG----------EAERVRGLVIESTALTKQIF 
CYP705A2   141 GPQALERSR--RFREDELDRFYKTLLDKAMKK-------ESVEIVEEAAKLNNNTICKMIMGRSCSEETG----------EAERIRGLVTESMALTKKIF 
CYP705A5   145 GPQALQRSR--NIRADELERFYKTLLDKAMKK-------QTVEIRNEAMKLTNNTICKMIMGRSCSEENG----------EAETVRGLVTESIFLTKKHF 
CYP705A23  148 GPQALQRSR--GIRADALERFYMNLLDKAMKK-------ESVEIGKETMKLIYDSICKMIMGRNFSEENG----------EAERVRGLVTESTALTKKIF 
CYP705A20  145 GPQALERSR--SIRADELERFYRSLLDKAMKK-------ESVEIGKEATKLSINSICRMSMGRSFSEESG----------EAERVRGLVTELDGLTKKVL 
CYP705A21  147 GPQALERSR--GIRADELERFHSSLLDKAVKK-------EIVEIGKEATKLSNNSLWRMSIGRSFSEKNG----------EAERVRGLVTELDGLTKKVL 
CYP705A18  149 RPQVLENSR--GVRAEELKRFYRRILDKARKN-------ENIEISKESAMLMNNILCRMSMGRSFSEENG----------EAERVRGLVGESYALVKKIF 
CYP705A6   147 RPQSLESSR--GIRGEELTRFYNSLLDKARMT-------ESVEISTEAMKLVNNTLCRMSMGRSFSEENG----------EAEKIRGLVGESYALTKKMF 
CYP705A33  147 RPQVLERSR--GLRAEELQRLYNRILDKAKMN-------ENVEIGKEATMLMNNIFCRMSMGRSFSEENG----------EAERVRGLVAESYALAKKIF 
CYP705A3   146 RPQVLERSR--GVRVEELHRFYRSILDKATKN-------ESVEIGKEAMKLMNNTLCKLIMGRSFSEDNG----------ESNRVRGLVDETYALSEKIF 
CYP705A22  148 GPQAQEQSR--DIRADDIKRFCRNLLDKARKK-------ESVEIGKEAMNLMNNILCKMSMGRSFSEENG----------ETEKLRGLVTESIGLMKKMF 
CYP705A8   145 GPQALERSQ--RIRANEVERFYSNLLDKAMKK-------ESVEIADEAMKLVNNIICKMIMGRTCSEENG----------EAERIRGLVTKSDALLKKFL 
CYP705A9   125 --SGLKHSR--GHKKSVQRSYYLNLLDKAVKK-------ESVEIAEEAMKLVNNTVCQMIMGRSCSEENG----------EAERVRGLVTKTDALTKKFI 
CYP705A25  152 GSHSLEQTR--LLRGKELQTFRAMLFDKAAKN-------ETVDVGKEMMKLTNNSICRMTMGRSCSEENG----------EAEQVRGLVTKSLSLTKKFL 
CYP705A27  151 GSHSLEQTR--LIREKELKTFRTMLFDKAAKK-------GTVDVGKEMMKLTNNSICRMIMGRRCSEENS----------EAEKVEDLVIKSFSLVKKVL 
CYP712A1   146 AVPQLEKFA--DIREEEKLKLVDSVAKCCREG-------LPCDLSSQFIKYTNNVICRMAMSTRCSGTDN----------EAEEIRELVKKSLELAGKIS 
CYP712A2   143 AGYQLDRFV--DIREEETLALLSTLVERSRNG-------EACDLGLEFTALTTKILSKMVMGKRCRQNSN----------IPKEIRKIVSDIMACATRFG 
CYP93D1    139 SSRALDSFV--SVRSEELKKLLIRVLKKAEAE-------ESVNLGEQLKELTSNIITRMMFRKMQSDSDGG---E-----KSEEVIKMVVELNELAG-FF 
CYP81D6    154 ASHKLNGFL--SVRKDEIRQLLLRLSKNSRHG------FAKVEMRHLLFELTINNVFRMVAGKRFYGEGTE-------QDEVAQQVRHLMDEIVTSAGAG 
CYP81D7    139 SSHKLNGFL--SVRKDEIRHLLLRLSKNSQHG------FAKVEMRQLFYDLTINNILRMVAGKRFYGEGTE-------QDEVARRVTQLIDEIVYRAGVG 
CYP81D11   147 SSLRLNSFV--SIRQDEIRRLIICLAKNSQHG------FVKVEMKPLFMCLTINNIIRMVAGKRFYGDGTE-------NDNEAKHVRQLIAEVVVSGGAG 
CYP81D2    138 SAHRLNSFS--SIRRDEIRRLIGRLLRNSSYG------FTKVEMKSMFSDLTFNNIIRMLAGKCYYGDGKE-------DDPEAKRVRTLIAEAMSSSGPG 
CYP81D3    137 SAHRLNSFS--SIRRDEIHRLIACLR-NSSLE------FTKVEMKSMFSNLTFNNIIRMLAGKCYYGDGAE-------DDPEAKRVRELIAEGMG-CGAG 
CYP81D8    138 SNHRLNSFL--SIRKDEIRRLVFRLSRNFSQE------FVKVDMKSMLSDLTFNNILRMVAGKRYYGDGVE-------DDPEAKRVRQLIADVVACAGAG 
CYP81D4    139 STHRLNSFL--YIRKDEIRRLISHLSRDSLHG------FVEVEMKTLLTNLASNTTIRMLAGKRYFGE----------DNDDAKLVKNLVSEAVTSAGAG 
CYP81D5    137 SSHRISTFS--SIRKDEIRRLITHS-RDSLHG------FVEVELKSLLTNLAFNNIIMMVAGKRYYGTGTE-------DNDEAKLVRELIAEIMAAG-SG 
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CYP81D1    145 STHRLNCFL--YVRTDEVRRLISRLSRLAGTK------KTVVELKPMLMDLTFNNIMRMMTGKRYYGEETT-------DEEEAKRVRKLVADVGANTSSG 
CYP81F3    137 SSNRLTNFL--HIRKDEIHRMLTRLSRDVNK---------EIELEPLLSDLTFNNIVRMVTGKRYYGDEVH-------NEEEANVFKKLVADINDCSGAR 
CYP81F4    137 SSKRLANFL--HIRKEEIQRMLTRLSRDARVG-------KEVELESILYDLTFNNIVRMVTGKIYYGDDVS-------DKEEAELFKKLFTFITTNSGAR 
CYP81F2    136 SSNRLTGFL--SVRKDEIRRLLTKLSREYDG--------RVVELEPLLADLTFNNIVRMVTGRRYYGDQVH-------NKEEANLFKKLVTDINDNSGAS 
CYP81F1    134 SSHRLIIFQ--HIRKDEILRMLTRLSRYTQTSNES-NDFTHIELEPLLSDLTFNNIVRMVTGKRYYGDDVN-------NKEEAELFKKLVYDIAMYSGAN 
CYP81H1    138 STNRLNASA--EIRHDEVKMLLQKLHDLSVER------PAKVELRQLLTGLTLNVIMRMMTGKRFFEEDDG---G---KAGISLEFRELVAEILELSAAD 
CYP81G1    149 STARLRDFS--DIRRDEVRAMIRKINVELVTS----GGSVRLKLQPFLYGLTYNILMSMVAGKREEDEETK-------------EVRKLIREVFDFAGVN 
CYP81K1    138 SSASLQKNS--SIRNEEVSNLCLIIFRLSR-------DSRIVDLKYQFTLLTAHIMLRLVSGKRGVKKSDP--------ESEKRFLDDFKLRFFSSMS-M 
CYP81K2    135 SSVSLQKNS--SIRTEEVSNLCSSLFRFSGG------NSCKVDLRYQFTLLTAHVMLRLVSGNRGVNESDS--------ESETKFLDEFKSRFFSSLSSM 
CYP82C3    128 SNRALQMLN--NVRVSEISMGVKDLYSLWVKKGGS--EPVMVDLKSWLEDMIANMIMRMVAGKRYFGGGGA---ESSEHTEEARQWRKGIAKFFHLVGIF 
CYP82C4    140 SNRRLQMLK--HVRVSEITMGVKDLYSLWFKNGGT--KPVMVDLKSWLEDMTLNMIVRMVAGKRYFGGGGS---VSSEDTEEAMQCKKAIAKFFHLIGIF 
CYP82C2    140 SNRRLQMLK--HVRVSEISMVMQDLYSLWVKKGGS--EPVMVDLKSWLEDMSLNMMVRMVAGKRYFGGG-S---LSPEDAEEARQCRKGVANFFHLVGIF 
CYP82F1    140 STSGVDMHM--VSRAREADLAFRALYVRWEKRGKP-KEGVLVDMKQEFIDLTANISLMMVSGKRYFGEN------PNCEVKEARRCGKLIREFLDYFALF 
CYP82G1    146 SNHSIEMLG--HIRSSEVNTLIKHLYKGNG-------GTSIVKIDMLFEFLTFNIILRKMVGKRIGFGEVN---------SDEWRYKEALKHCEYLAVIP 
CYP71A12   138 TNKMVASFE--KIREEELNEMIKKLEKASSSS-------SSENLSELFVTLPSDVTSRIALGRKHSED------ETARDLKKRVRQIMELLGEFPIGDYV 
CYP71A13   138 TNKMVESFE--KVREDEVNAMIEKLEKASSSS-------SSENLSELFITLPSDVTSRVALGRKHSED------ETARDLKKRVRQIMELLGEFPIGEYV 
CYP71A18   138 TNKMVASFE--KVREEEVNAMMEKLEKASCSS-------SAENLSELFVTLTSDVTSRVSLGKKYWED------ETAGGLKKRVRQIMELLREFPIGDYV 
CYP71A14   138 NKKKVQSFE--KVREEEISEMMERVEKASSDS-------SPLNLSELLLTLTSDVTSRVSLGRKYSKE------ESMSDFKIQMRKITELVGGFPVGEYI 
CYP71A15   137 NKKMVQSFA--KVREEERSVMMEKVEKASSDS-------SPLNLSKLLITLTSDVASRVSFGKKHSNE------ASMSDFKNQVRKITELVGGFPVSEYI 
CYP71A19   138 SNKMVRSYK--KIREDEIKLMIEKVENASSCSPP-----SPVNLSQLFMTLTNDIICRAALGRKYSSK------EDGIDVENIVRAFSALVGEFPIGEYI 
CYP71A20   135 NNKMVRSYE--KIREEEIKRMIEKLEKASCSSSP-----SPVNLSQILMTLTNDIICRVALGRKYSGK------KDGIDVENIVRTFAALLGEFPVGEYI 
CYP71A27   138 NNKMVRSFE--NLREEEIKVMTEKLEEASSSS-------SSVNLSKLLMTLTNDIICRITLGRKYNEE------EGGIDIKNLVMTSSEFFGKFFFGDFI 
CYP71A16   137 SNKMVQSSE--KRREEEITLLMETLEEASLSS-------SSVNLSKLITNMVSDIMGKVVLGKKYSGE------EGTIDVKTITKSFLDAVGLSPVGEYI 
CYP71A28   140 GRQMVRSFE--KVREEEITSVIWKLEKQSSSS-------LPVNLSDLLLNMSNDVICRIAVGRKYSRE------ENTSDFENQLRKVMELLGAFPVGDYI 
CYP71A21   137 SNKMVTSFR--NVRQEEISLMMEKIQKSSSLQ---------VNVSELLGSLTNDVISRIALGRKYS---------GETDSKELMKRLMMLMGEFSVGTYV 
CYP71A22   137 TNKMVRSFR--NVRQEEISLMMEKIQKSSSLQ---------VNLSELLGSLTNDVISRVALGRKYS---------DETDFKELMKRLTKLLGEFCVGTYV 
CYP71A24   136 SNKMVRSFR--DVRQEEISLMIEKIRISSSLR---------INLSEILVNLTNNVICRVALGRKYG---------GKTDFKDLMKRLTRLLGEFSVGSYV 
CYP71A26   136 SNKMVRSFR--EVREEEISLMMEKIRKSISLP---------VNLSKILVSLTNDVICKVALGRKYG---------GETDFKELMERLNKLLGTFSVGSYV 
CYP71A25   135 SNKMVRSFR--DVREEEITLMMAKIRKSSSLP---------FNVSKVLECLTNDVICRVALGRKYG---------GETDFKKLTDRLSELLGTFSIGSFV 
CYP71A23   134 SNKMVRSFQ--DVRQEEITLMMETIRKSSSKP---------VNLSKILSSLTNDVICRVALGRKYG---------VGTDFKELIDRLMRQLGTFTIGSYV 
CYP71B36   136 SVKRVQSFQ--PIKEDEVKKLIDSVSESASQG-------TPVNLSEKFTSLTVRVTCKATFGVNFQGT--V---LNSDRFEKLIHDTYLFLGSFSASDYF 
CYP71B37   136 SPKQVHLIQ--PIREEEVKKLMNSFSESAAQK-------TPVNLSEKLASLTVGVICKAAFGVSFQGT--V---LNSDNFDKLIHDAFLFLGSFSASDYF 
CYP71B9    134 SAKRVHSIQ--PIKEEEVRKLIVSATESASQK-------SPVNLSEKFLDLTVSVICKAAFSLDFHTS--V---LNNDGFDKLIHDAFLFLGSFSASNFF 
CYP71B10   135 CNKRINSIQ--PIKEAEMEKLIDSIAESASQK-------TLVNLSDTFLSLNVNVICKAVFGVNFQGT--V---LNNDKFQDLVHEALEMLGSFSASDFF 
CYP71B26   136 SANKIQSIQ--PIKDEEVKKVIDSIAESSSLK-------NPVNLSKTFLALTTSVVCKAAFGVSFEGS--V---LNSDRFNKLVRDTFEMLGSFSASDFI 
CYP71B33   136 SAKNIHSTQ--HIKDEEVKKLIVSIAESASLK-------TPINLNKKCLALTVSIVCRIAFGVSFEGT--V---LSNDSFNKLIREAFEMLGSFSASDFI 
CYP71B34   136 SSKQVHSIQ--PIKDEEVKKLIDSISESAAQK-------TPINLNKTLLALTVSVVCRTAFSVNFEGT--V---LNSERFNNIVREALEMLGSFSASDFI 
CYP71B35   135 STKQVHSIQ--PIKDEEVKKMIDSIAESASQK-------NPVNLNNKCLELTVSVVCRTAFGVSFEGT--V---LNSDRFNKIVREALEMLGSFSAADFI 
CYP71B11   134 TAKRVQSFQ--HTRKEEVASLVDFITQAASLE-------KPVNLNTKLMKLSGSVICRVVFGINLKGS--K---LEN-LYEEVIQGTMEVVGSFAAADYF 
CYP71B12   134 TAKRVQSFQ--HTRKEEVAALVDFIKQAASLE-------KPVNLNKKLMKLSGSVICRVAFGINLQGS--K---LEN-TYEEVIQGTVELVGSFAAADYF 
CYP71B14   134 TAKRVKSFQ--NVRQEEVASFVDFIKQHASLE-------KTVNMKQKLVKLSGSVICKVGFGISLEWS--K---LAN-TYEEVIQGTMEVVGRFAAADYF 
CYP71B13   134 TAKRVKSFR--NIREEEVASFVEFIKHSASLE-------EIVNLNQTLVKLSGSVICRVGFGINLEGS--K---LEN-TYEEVIHGTMEVLGSFAASDYF 
CYP71B6    141 SVKRANSFR--NIREEELSRLVNSFSDSASSG-------SSVDLTANLAKFVASFTCRMAFGLSFQGS--G---MDNETFLELFTEANRVIGKFAAADIF 
CYP71B28   133 SSKKLQSFR--YIREEENDLCVKKLSDLASRR-------SLVNLEKTLFTLVGSIVCRIGFGINLREC-EF---VDEDSIDDLVHKSEDVIRNSIFSDFF 
CYP71B29   130 TAKKHQYFR--SIREEENDLLVKKLTELALTR-------SPVNLKKTLFTLVGSIVCRIGFGFNLHEC-EF---IDENSISDLVDKSEILEMTSMFSDFF 
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CYP71B7    137 NTKKFQSFR--YIREEENDLLIKKLTESALKK-------SPVNLKKTLFTLVASIVCRLAFGVNIHKC-EF---VDEDNVADLVNKFEMLVAGVAFTDFF 
CYP71B15   133 SVKKLQSFK--YIIEEENNLCVKKLSEFATRQ-------SPVNLERAIFTLVGNIVCRIGYGINLYEC-DF---FEADRVVDLVLKAEAVIRETVFSDFF 
CYP71B23   136 SLKKFNSFR--YIREEENDLLVKKLSEASEKQ-------SPVNLKKALFTLSASIVCRLAFGQNLHES-EF---IDEDSMEDLASRSEKIQAKFAFSNFF 
CYP71B16   135 CFKKVQYFG--YIVEEECNLLVKKLTESAVGR-------PPVDLSKSLFWLAASILFRIAFGQSFHDN-KF---IDEDKIDELIFETETAQASFTCSDFF 
CYP71B17   135 CSKKLQSFI--YIKEVECNFLVKKLSESAVDQ-------SPVDLSKTLFWLAASILFRVAFGQSFHES-EF---TDTDKIDELVFETETAQGSFTCSDFF 
CYP71B18   135 SLKKVQSFG--YIREEECNFLVKKLLESAVDQ-------SPVDLSKTLFWLTASVMFRVAFGQSFHES-EF---IDKDKVDELVFEAETAQASFTCSDFF 
CYP71B19   135 CLKKVQSFR--HIREEECNFLVKQLSESAVDR-------SPVDLSKSLFWLTASILFRVALGQNFHES-DF---IDKEKIEELVFEAETALASFTCSDFF 
CYP71B20   135 CLKKVQSFR--HIREEECNFLVKQLSESAVNR-------SPVDLSKSLFWLTASIFFRVALGQNFHES-NF---IDKEKIEELVFEAETALASFTCSDFF 
CYP71B2    136 SSKKVQSFR--YIREEEVDFVVKKVSESALKQ-------SPVDLSKTFFSLTASIICRVALGQNFNESGFV---IDQDRIEELVTESAEALGTFTFSDFF 
CYP71B27   136 SLKKVQSYR--YIRGEEIEFMVKKLSESALKQ-------SPVDL--TFFSLTASIIFRVALGRNFHESGSI---IDQEGIEELVTAATTAIGSFTFSDFF 
CYP71B21   133 SSKKLKAFR--YIREEESELLVKKVTESAQTQ-------TLVDLRKALFSYTASIVCRLAFGQNFHECDFV---DMDK-VEELVLESETNLGSFAFIDFF 
CYP71B22   133 SSKKLKAFR--YIREEESEVLVNKLSKSAETR-------TMVDLRKALFSYTASIVCRLAFGQNFHECDFV---DMDK-VEDLVLESETNLGSFAFTDFF 
CYP71B38   133 SVKKLKSFR--YIREEESELLVKKISKSVDETQN-----SSVDLRKVLFSFTASIICRLAFGQNFHQCDFV---DMEK-VEELVLESEANLGTFAFADFF 
CYP71B5    133 SQKKLKSFR--YIREDESQLLVRKVSKSALETPT-----SSVNLRKVIFTFAASIICRLSFGQN--FCDFV---DMET-VEELVLESETNLGSLAFADFL 
CYP71B31   133 SPKKHKSFR--YIREEEGDLLVKKISNYAQTQ-------TLVDLRKSLFSYTASIIFREAFGQNFRECDYI---NMDK-LEELVQETETNVCSLAFTDFF 
CYP71B8    135 NPKKHKFFR--YIREEEGDLLVKKLSKSSQTQ-------TLVDLRKAFFSFTAGIIFRVSFGQNFRECDFI---DMDR-LEELVQESETNVFSFAFTDFF 
CYP71B32   134 SPKKHKSFR--YIREEEGDLLVKKISNSAQTQ-------TLIDLRKASFSFTAGTIFRLAFGQNFHQCDFM---DMDR-LEELVLEAETNGCILALTDFL 
CYP71B24   131 STTKVRSFR--YIREEENDLMVKKLKEAALKK-------SSVDLSQTLFGLVGSIIFRSAFGQRFDEGNHV---NAEK--IEDLMFEVQKLGALSNSDLF 
CYP71B3    134 STQKVRSFR--YIREEENDLMVKKLKESAKKK-------NTVDLSQTLFYLVGSIIFRATFGQRLDQNKHV---NKEK--IEELMFEVQKVGSLSSSDIF 
CYP71B25   137 SVKKVQSFR--YVREEENHLMVKKLRDLALKQ-------SPVDLSKTLFCLAASTVFRPVFGQSFSDNKHF---SEEK--IEELVFEAQKSLTFKFSDLF 
CYP71B4    137 SVKKVQSFK--YIREEENDLMIKKLKELASKQ-------SPVDLSKILFGLTASIIFRTAFGQSFFDNKHV---DQES--IKELMFESLSNMTFRFSDFF 
CYP83A1    136 SPTRVATFK--HVREEEARRMMDKINKAADKS-------EVVDISELMLTFTNSVVCRQAFGKKYNED--G---EEMKRFIKILYGTQSVLGKIFFSDFF 
CYP83B1    135 SPNRVASFR--PVREEECQRMMDKIYKAADQS-------GTVDLSELLLSFTNCVVCRQAFGKRYNEY--G---TEMKRFIDILYETQALLGTLFFSDLF 
CYP84A1    145 SRKRAESWA--SVR-DEVDKMVRSVSCNVGKP---------INVGEQIFALTRNITYRAAFGSACEKGQ--------DEFIRILQEFSKLFGAFNVADFI 
CYP84A4    137 SRKRAESWV--SVD-EEVHKSVRLVASNVGKP---------LNICKLAFSLSRDITFRAAFGSSSSTSDE----SRLDEFLEIIQEFSKLFGEFNVADYV 
CYP706A1   157 TTPTLEASY--STRREETRQTIVHMSEMAREG-------SPVNLGEQIFLSIFNVVTRMMWGATVEG---------DERTSLGNELKTLISDISDIEGIQ 
CYP706A2   159 TTPSLEASY--STRREETRQTIVHMSEMAREG-------SPVNLGEQIFLSIFNVVTRMMWGATVEG---------DERTSLGNELKTLISDISDIEGIQ 
CYP706A3   151 RNAMLDSS--TDLRRRETRQTVRYLADQARVG-------SPVNLGEQIFLMMLNVVTQMLWGTTVKE---------EEREVVGAEFLEVIREMNDLLLVP 
CYP706A7   151 SNATLDSNSFSALRRQETRRTVRYLADRARAG-------LAVNVGEQIFVTILNVVTQMLWGETVADD--------EEREKVGAEFLELITEIIDVVGKP 
CYP706A5   149 SRKTLDSFY--ELRRKEIRERTRCLYQKGLEK-------SPVNVGEQLFLTMMNLMMNMLWGGSVKA---------EDMESVGTEFKGVISEITRLLGVP 
CYP706A6   147 SHRTLNSFY--ELRRKEIRERTRYLYQKGQEE-------SPVNVGEQVFLTMMNLTMNMLWGGSVKA---------EEMESVGTEFKEVISEITRLLGEP 
CYP706A4   147 SRKTLDSFY--ELRRKEVRERTRYLYEQGRKQ-------SPVKVGDQLFLTMMNLTMNMLWGGSVKA---------EEMESVGTEFKGVISEITRLLSEP 
CYP79B2    164 CPARHRWLHQ--KRSEENDHLTAWVYNMVKNSGS-------VDFRFMTRHYCGNAIKKLMFGTRTFSKNT--APDGGPTVEDVEHMEAMFEALGFTFAFC 
CYP79B3    166 CPARHRWLHD--NRAEETDHLTAWLYNMVKNSEP-------VDLRFVTRHYCGNAIKRLMFGTRTFSEKT--EADGGPTLEDIEHMDAMFEGLGFTFAFC 
CYP79A2    143 SKKSFQMMLQ--KRTEEADNLVRYINNRSVKNRGN--AFVVIDLRLAVRQYSGNVARKMMFGIRHFGKGS--EDGSGPGLEEIEHVESLFTVLTHLYAFA 
CYP79C1    148 STKALNLLLK--VRNLESDNLLAYVHNLYNKDESKTKHGAVVNVRDIVCTHTHNVKMRLLFGRRHFKET---TMDGSLGLMEKEHFDAIFAALDCFFSFY 
CYP79C2    145 SPTTLSKTLG--YRNIEADNIVTYVYNLCQLG----SVRKPINVRDTILTYCHAVMMRMMFGQRHFDEV---VENGGLGPKEKEHMDAIYLALDCFFSFN 
CYP79F1    153 SVKTLKMLEA--ARTIEADNLIAYVHSMYQRS-------ETVDVRELSRVYGYAVTMRMLFGRRHVTKENVFSDDGRLGNAEKHHLEVIFNTLNCLPSFS 
CYP79F2    152 SVKTLNMLEA--ARTIEADNLIAYIHSMYQRS-------ETVDVRELSRVYGYAVTMRMLFGRRHVTKENMFSDDGRLGKAEKHHLEVIFNTLNCLPGFS 
CYP703A2   137 TTKRLESFTT--QRAEEARYLIRDVFKRSETGKP-------INLKEVLGAFSMNNVTRMLLGKQFFGPGS-----LVSPKEAQEFLHITHKLFWLLGVIY 
CYP98A8    129 SLKSIENFR--SLREMEARSMVVSILKDLMSNSGDDQERKPVIVRKYLAAVVLNTISRLMIGKEFG-------------SEEGKEFKAIVEKEHLLSGSG 
CYP98A9    129 SLKSIECFR--SMREMEVSSMVKSIFNDFMSD-----DQKPVVLRNYLDSVALNIVSRLVIGKTFE-------------PKDGREFRSIVERETRLPGAT 
CYP98A3    132 TPKRLESLR--PIREDEVTAMVESVFRDCNLP---ENRAKGLQLRKYLGAVAFNNITRLAFGKRFMNAEGV-------VDEQGLEFKAIVSNGLKLGASL 
CYP78A10   169 SPKRIFSSG--ESRRKIGQNMVGEIKN--AMECYG-----EVHIKKILHFGSLNNVMSSVFGKTYNFNEGIV-----YSKESNELEHLVSEGYELLGIFN 
CYP78A5    153 SPRRIASFE--GVRVGIGMKMVKKIKSLVTSDACG-----EVEVKKIVHFGSLNNVMTTVFGESYDFDEVNG-----KG---CFLERLVSEGYELLGIFN 
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CYP78A6    175 STKQIRRAE--TQRRVISSQMVEFLEKQ--SSNE------PCFVRELLKTASLNNMMCSVFGQEYELEKN-----------HVELREMVEEGYDLLGTLN 
CYP78A9    171 SPKQIKRSE--TQRSVIANQIVKCLTKQ--SNTKG-----LCFARDLIKTASLNNMMCSVFGKEYELEEEH------EE--VSELRELVEEGYDLLGTLN 
CYP78A8    178 NPKQIKQSE--DQRRVIATQMVNAFAR----NPKS-----ACAVRDLLKTASLCNMMGLVFGREYELESNNN-----LE--SECLKGLVEEGYDLLGTLN 
CYP78A7    174 APRRILAHE--AGRQLDCAEMVKAVSVE--QNGAG-----SVVLRKHLQLAALNNIMGSVFGRRYDPLAQKE-----DLD---ELTSMVREGFELLGAFN 
CYP77A4    150 SSTRLKEFG--KLRQSAMDKLIERIKSEARDNDGL------IWVLKNARFAAFCILLEMCFGIEMDEETIE------KMDEILKTVLMTVDPR--IDDYL 
CYP77A6    152 SSIRFREFG--SLRQSAMDKLVERIKSEAKDNDGL------VWVLRNARFAAFCILLEMCFGIEMDEESIL------NMDQVMKKVLITLNPR--LDDYL 
CYP77A7    155 SSNRLKEFG--SVRKSAMDKLIERIKSEARDNDGL------VWVLQNSRYAAFCVLLDICFGVEMEEESIE------KMDQLMTAILNAVDPK--LHDYL 
CYP77A9    147 CSNRLKEFG--SIRKSAIDKLVEKIKSEAKENDGL------VWVLRNARFAAFCILLDMCFGVKMEEESIE------KMDQMMTEILTAVDPR--IHDYL 
CYP77B1    144 TAPRVKQCS--WIRSWAMQNHMKRIKTEN-VEKGF------VEVMSQCRLTICSILICLCFGAKISEEKIK------NIENVLKDVMLITSPT--LPDFL 
CYP89A4    141 HPSRVRSYS--HARRWVLEILFDRFGKS--RGEEP------IVVVDHLHYAMFALLVLMCFGDKLDEKQIK------QVEYVQRRQLLGFSRFNILNLWP 
CYP89A5    141 HPSRVRSYS--HARRWVLEILFDRFGKN--RGEEP------IVVVDHLHYAMFALLVLMCFGDKLDEKQIK------QVEYVQRRQLLGFSRFNILNLWP 
CYP89A6    142 HPSRLRSYS--HARRWVLEILFGRFGKN--RGEEP------IVVVDHLHYAMFALLVLMCFGDKLDEKQIK------QVEYVQRRQLLGFSRFNILTLWP 
CYP89A7    140 HPSRMKSYS--HVRHWVLEILFDRLRKS--GGEEP------IVVFDHLHYAMFAVLVLMCFGDKLDEKQIK------QVEYVQRQMLLGFARYSILNLCP 
CYP89A2    139 HPSRVRSYS--HARHWVLEILFERFRNH--GGDEP------IVLIHHLHYAMFALLVLMCFGDKLDEKQIK------QVEFIQRLQLLSLSRFNIFNIWP 
CYP89A3    140 HPSRVKSYS--NARRSVLENLCSRIRNHG-EEAKP------IVVVDHLRYAMFSLLVLMCFGDKLDEEQIK------QVEFVQRRELITLPRFNILNVFP 
CYP89A9    141 QPSRVKAHA--PSRKWSLEILVDLFETEQREKGHI------SDALDHLRHAMFYLLALMCFGEKLRKEEIR------EIEEAQYQMLISYTKFSVLNIFP 
CYP73A5    139 TNKVVQQNR--EGWEFEAASVVEDVKKNPDSATKG------IVLRKRLQLMMYNNMFRIMFDRRFESEDDP---------LFLRLKALNGERSRLAQSFE 
CYP701A3   149 GANAQKRKR--HYRDALIENVSSKLHAHARDHPQ-----EPVNFRAIFEHELFGVALKQAFGKDVESIYVK---ELGVTLSKDEIFKVLVHDMMEGAIDV 
consensus  201 .  ..  .    .. ...  ..  .                ...   .  .. ... .. ... .                        .        .  
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CYP76C2    231 P------FLGFLDLQGNRKTLKACSERLFKVFRGFIDAKLAEKSLRD------T-NSKDVRERDFVDVLLDLTEGDEAE------------LNTNDIVHL 
CYP76C4    231 P------FMGFLDLQGNRKAMRGLTERLFRVFRGFMDAKIAEKSLGN--------YSKDVSNRDFLDSLLILNEGDEAE------------LDNNDIEHL 
CYP76C1    232 P------FLRFLDLQGNVKTFKVCTERLVRVFRGFIDAKIAEKSSQN--------NPKDVSKNDFVDNLLDYK-GDESE------------LSISDIEHL 
CYP76C5    232 P------FMRLLDLQGNSKKMKEYSGKLLQVFREFYDARILENSSRI--------DEKDVSSRDFLDALIDLQQGDESE------------INIDEIEHL 
CYP76C6    231 P------FMRFLDLQGNSKKMRESSGRLLQVFREFYDARIVEKSSRS--------VEKDVSSKDFLDVLIDLQQGDETE------------INIDEIEHL 
CYP76C3    223 Q------YMRFLDLQGTRKKAVLCIEKLFRVFQEFIDARLAKRFSRT------EKEPKEASSIDMLDSLLDLTQQNEAE------------LTMNDLKHL 
CYP76C7    226 P------FLGFLDLQGARKEARLLMHKLFRVFQGFIDTKRSS---------------TSRNNNDMLDSLLDIAHKKESE------------LDDNNIKHL 
CYP76G1    230 P------LLRFLDPQGIRRKTQFHVEKAFEIAGEFIRERTEVREREK----------SDEKTKDYLDVLLEFRGGDGVDEEP-------SSFSSRDINVI 
CYP75B1    224 P------SLDWLDLQG----VAGKMKRLHKRFDAFLSSILKEHEMNG----------QDQKHTDMLSTLISLKGTDLDGDG--------GSLTDTEIKAL 
CYP705A1   225 VSKMFRKLLEKLGISLFKTEIMVVSRRFSELVERILIEYEEK-------------MDGH-QGTQFMDALLAAYRDEN----------TEYKITRSHIKSL 
CYP705A24  227 VAQIFHKPLEKLGISLLKKQIMDVSHKFEELLENIVVKYEEK-------------MDNH-QSTEFMDALLAAYQDEN----------AEYKITRNHIKAL 
CYP705A12  226 FSNMFR------------KDIMGVSREFDEFLERILVEHEEN-------------LEGD-QDRDMIDHLLEAYRNEE----------AEYKITRKQIKSL 
CYP705A13  230 LTQVLRRLFEILRISPFKKETLDVSRKFDELLERIIVEHEEK-------------TDYD-HGMDLMDVLLAVYRDGK----------AEYKITRDHLKSL 
CYP705A15  229 LANMLRAGFKKLVVSLFRKEMMDVSSRFDELLERILVEHEDK------------LDMHH-QGTDLVDALLAACRDKN----------AEYKISRNHIKSF 
CYP705A4   219 FANMLRAWFKKLVVSLFKKETTVISYRFDELLESILVEHEKK------------LDVHH-QRTDLMDALLAAYRDEN----------AEYKITRNHIKSI 
CYP705A16  231 LAATLRRLLEKLGISLFQKEIMGVSRGFDELLERILREHEEK------------PD-EH-HDTDMMDALLAAYNDEK----------AEYKITRNQIKAF 
CYP705A19  228 LAFTLRGLLEKLGISLFKKEIMGVSRRFDDLLERYLREHEEK------------PDNEH-QDTDMIDALLAAYRDEK----------AEYKITRNQIKAF 
CYP705A28  229 LGMIFHKPLKKLGISLFQKDIKSVSPKFDELLEKFLVEHEEKM-----------EEDHY-KANDMMDLLLEAYGDEN----------AEYKITRNHIKSL 
CYP705A30  229 FGMIFHKPLKKLGISLFQKDILSLSRKFDELLEKILFEHEEKK-----------AEHN--QANDMMDFLLEAYGDEN----------AEYKITRNHIKSL 
CYP705A32  233 LGMIFDKPLKKLGISLFQKDIKSVS-RFDELLEKILVEHEER------------MGKHY-KANDMMDLLLEAYGDEN----------AEYKITRNHIKSL 
CYP705A2   222 LATIFHKPLKKLGISLFKKEIMSVSRKFDELLEKILVEHEEK------------MEEHH-QGTDMMDVLLEAYRDEN----------AEYKITRNHIKSM 
CYP705A5   226 LGAMFHKPLKKLGISLFAKELMNVSNRFDELLEKILVEHEEK------------LQEHH-QTSDMLDMLLEAYGDEN----------AEYKITRDQIKSL 
CYP705A23  229 MANVLHKPLKKLGISLFKKEIMDVSNSFDELLERFLVEHEEK-------------LNED-QDMDMMGVLLAACRDKN----------AECKITRNHIKSL 
CYP705A20  226 LVNILRWPLEKLRISLFKKEIMYVSNSFDELLERIIVEREKK-------------PNEH-QGTYLMDVLLEAYEDEK----------AEHKITRNHIKSL 
CYP705A21  228 FATLLHRPLEKLGISLFKKEIMCVSDSFDEVLERVLVEHEQK-------------LDDH-QDRDMMDVLLAAYGDEN----------AEHKISRNHIKAF 
CYP705A18  230 FAATLRRLLEKLRIPLFRKEIMGVSDRFDELLERIIVEHKDKL-----------EKEH--QVMDMMDVLLAAYRDKN----------AEYKITRNHIKSF 
CYP705A6   228 LASLLRKPLKKLRISLFEKEIMGVSDRLDELLERILVEHEEKL-----------HEEH--QGTDMMDVLLAASGDEN----------AEYNITRNHIKSF 
CYP705A33  228 FASVLRRLLKKLRIPLFKKDIMDVSNRFNELLEKILVEHNEKL-----------DEEH--KDTDMMDVLLAAYADEN----------AEYKITRNHIKSF 
CYP705A3   227 LAAILRRPLAKLRISLFKKEIMGVSNKFDELLERILQERKENL-----------EEKNN-EGMDMMDVLLEAYGDEN----------AEYKITWKHIKAF 
CYP705A22  229 LAVLLRRQLQKLGISLFKKDIMGVSNKFDVLLEKVLVEHREKP-----------EKDQ---GTVMLDVLLAAYGDEN----------AEYKITKNHIKAF 
CYP705A8   226 LAAILRKPLKKIGITLFKKVFMDISLKFDEVLEKILVENEER------------LEENQ-QGTDIMDKLLEVYGDKT----------SEYKITRDHIKSL 
CYP705A9   204 LAGILRKPLQKIGISLFKKELMDASCKFNEVLEKILVEYKEK------------VEEHH-QGTDMMDKLLEVYGDEK----------AEYKITRDHIKSL 
CYP705A25  233 IASIVGQFSKLVGISLFGKEIMEVSQRYDELLEKIIKEHEEN-------------PNNG-EDRDMMDVLLEVCADDN----------AEFKISRNQIKAL 
CYP705A27  232 IANTVGRLLKKFGISLFEKEIMEVSQRYDELLEKIIKEHEED-------------PNKK-EDRDMMDVLLEVCADDK----------AEVKITRNQIKAL 
CYP712A1   227 VGDVLG-PLKVMDFSGNGKKLVAVMEKYDLLVERIMKERE-AK-----------AKKKDGTRKDILDILLETYRDPT----------AEMKITRNDMKSF 
CYP712A2   224 FMELFG-PLRDLDLFGNGKKLRSSIWRYDELVEKILKEYENDK-----------SNEEEEKDKDIVDILLDTYNDPK----------AELRLTMNQIKFF 
CYP93D1    221 NVSETFWFLKRLDLQGLKKRLKNARDKYDVIIERIMEEHESS-------------KKNATGERNMLDVLLDIYEDKN----------AEMKLTRENIKAF 
CYP81D6    239 NAADYLPIMRWFTN--FEKRVKNLAIRIDKFLQSLVDEKR---------------ADKEKG---TTMIDHLLSLQES----------QPDYYTDVTLKGI 
CYP81D7    224 NAADYIPILRWITD--FEKGVKELASRVDEFLQSLVDERR---------------VHKQKG---NTMMDHLLSLQET----------QPDYYTDVTLKGI 
CYP81D11   232 NAADYFPILRYVTN--YEKHVKKLAGRVDEFLQSLVNEKR---------------VEKVKG---NTMIDHLLSLQET----------QPDYYTDVIIKGI 
CYP81D2    223 NAADYIPILTWITY--SETRIKKLAGRLDEFLQGLVDEKR---------------EGKEKKE--NTMVDHLLCLQET----------QPEYYMDRIIKGT 
CYP81D3    220 NTADYLPILTWITG--SEKRIKKIASRLDEFLQGLVDERR---------------EGKEKRQ--NTMVDHLLCQET-----------QPEYYTDNIIKGI 
CYP81D8    223 NAVDYLPVLRLVSD--YETRVKKLAGRLDEFLQGLVDEKR---------------EAKEKG---NTMIDHLLTLQES----------QPDYFTDRIIKGN 
CYP81D4    221 NPIDYLSILRWVSS--YEKRIKNLGNRFDTFLQKLVDEKR---------------AEKEKG---ETMIDHLLALQDI----------QPDYYTDVIIKGI 
CYP81D5    220 NLADYLPSINWVTN--FENQTKILGNRLDRVLQKLVDEKR---------------AEKEKG---QTLIDHLLSFQET----------EPEYYTDVIIKGI 
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CYP81D1    230 NAVDYVPILRLFSS--YENRVKKLGEETDKFLQGLIDDKR---------------GQQETG---TTMIDHLLVLQKS----------DIEYYTDQIIKGI 
CYP81F3    219 HPGDYLPFMKMFGGS-FEKKVKALAEAMDEILQRLLEECK---------------RDKDGN----TMVNHLLSLQQN----------EPEYYTDVTIKGL 
CYP81F4    221 HPGEYLPFMKIFGGS-FEKEVKAAAKVIDEMLQRLLDECK---------------SDKDGN----TMVNHLLSLQQD----------DPEYYTDIIIKGL 
CYP81F2    219 HPGDYLPILKVFGHG-YEKKVKALGEAMDAFLQRLLDECR---------------INGESN----TMVSHLLSLQLD----------QPKYYSDVIIKGL 
CYP81F1    224 HSADYLPILKLFGNK-FEKEVKAIGKSMDDILQRLLDECR---------------RDKEGN----TMVNHLISLQQQ----------QPEYYTDVIIKGL 
CYP81H1    224 NPADFLPALRWFDYKGLVKRAKRIGERMDSLLQGFLDEHR---------------ANKDRLEFKNTMIAHLLDSQEK----------EPHNYSDQTIKGL 
CYP81G1    230 YVGDFLPTLKLFDLDGYRKRAKKLASKLDKFMQKLVDEHR---------------KNRGKAELEKTMITRLLSLQES----------EPECYTDDIIKGL 
CYP81K1    220 NVCDYFPVLRWIGYKGLEKRVIDMQRMRDEYLQRLIDDIR---------------MKNIDSS--GSVVEKFLKLQES----------EPEFYADDVIKGI 
CYP81K2    219 NVCDYFPVLRWIGYKGLENRVIEIQRMRDEYLQRLIDDIR---------------MKKFDST--GSVVEKFLKLQES----------EPEFYSDDVIKGI 
CYP82C3    221 TVSDAFPKLGWLDLQGHEKEMKQTRRELDVILERWIENHRQQRKV--------SGTKHNDSDFVDVMLSLAEQGKLS----------HLQYDANTCIKTT 
CYP82C4    233 TVSDAFPTLSFFDLQGHEKEMKQTGSELDVILERWIENHRQQRKF--------SGTKENDSDFIDVMMSLAEQGKLS----------HLQYDANTSIKST 
CYP82C2    232 TVSDAFPKLGWFDFQGHEKEMKQTGRELDVILERWIENHRQQRKV--------SGTKHNDSDFVDVMLSLAEQGKFS----------HLQHDAITSIKST 
CYP82F1    231 LLSDVAPVLGFLDWK-TKRGMKRTAKGLDKVAEGWIEEHKNKRSD--------HGRSEND--YLDILIKILGQDKIP----------GLS-DTHTKIKAL 
CYP82G1    228 MIGDVIPWLGWLDFA-KNSQMKRLFKELDSVNTKWLHEHLKKRS---------RNEKDQERTIMDLLLDILPED----------------------IVIS 
CYP71A12   223 PAL---AWIDRIN--GFNARIKEVSQGFSDLMDKVVQEHLEA------------------GNH-KEDFVDILLSIES-------EKSIGFQAQRDDIKFM 
CYP71A13   223 PIL---AWIDGIR--GFNNKIKEVSRGFSDLMDKVVQEHLEA------------------SND-KADFVDILLSIEK-------DKNSGFQVQRNDIKFM 
CYP71A18   223 PAL---AWIDRIN--GFNSKIVEVSRAYSDLMEKVVQEHLEA------------------GEH-KADFVNILLSIEK-------EKNNGFKVQRNDIKFM 
CYP71A14   223 PCL---AWIDKLR--GVDEKAEEVSKAFGDLMEKVLQEHLDA------------------TDKPTLDFVDVLLSLER-------HERNGVQIRRSDIKFL 
CYP71A15   222 PCL---AWIDQIR--GLYNRAEEVSKIFGDLMDKVVQEHLDA------------------TNKPTKDFVDILLSFER-------QSKDGIEVRRSDIKFI 
CYP71A19   225 PSL---SWIDKIR--GQDHKMEEVDKRFDEFLERVVKEHEDA-----------------NKDTRS-DLVDTLLTIQS-------DKS--------ALKLI 
CYP71A20   222 PSL---SWIDRIR--GLDHKMEVVDKRFDEFLERVVKEHEEA-----------------DKETRS-DLVDKLLTIQS-------DKTGQFELEKSALKLI 
CYP71A27   223 PSL---AWIDWIS--GIDDKMKDINNKLDCFLDSMVQEHVDA-----------------DHKEPS-DFIDMLLLIQK-------DKTKRFKFDRSDLILI 
CYP71A16   222 PSL---AWIGKIT--GSDGKLEKITKQFGDFIEKVLQEHEDT-----------------TADKETPDFVDMLLTIQR-------DETAQCQLDKSDLKVI 
CYP71A28   225 PGL---AWIDKVR--GLDRKMEEVSKTFVEFLERVVQEHVDE-----------------GENKETFDFVDILL-IQL-------EKTNEFELERSDIRLI 
CYP71A21   217 PWL---GWIDWIS--GLDGQLNKTGNDLDEFLEKVVQDHVDG-----------------DG--QRTDFVDVLLRIQR-------EKSIGFEIDRLCIKAI 
CYP71A22   217 PWL---AWIDWIS--GLDGQLKKTGNDLDEFLEKVVQDHEDG-----------------DA--QRTDFVDVLLRIQR-------EKSVGFEIDRLSIKAI 
CYP71A24   216 SWL---AWIDWIR--GLDGQLIKISNDLDEFLERVVQDHVDG-----------------DG--HKNDFVDFLLTIER-------EKSVGFEIDRLSIKAI 
CYP71A26   216 PWL---AWIDWIR--GLDCQLEKTANDVDKFFERVVQDHVDG-----------------NR--DMTDFVDVLLAIQR-------DKTVGFEINRVSIKAI 
CYP71A25   215 PWL---AWVDWIR--GWDAQLDKMGKDLDDFFEKVVQDHEDG-----------------DRR-DGTDLIDALLRVKR-------EKSPGFEIERVSIKAI 
CYP71A23   214 PWL---AWTDWVS--GLEARLEKTANDFDKLLERIVQDHEDG-----------------DG--DKTDFVDVLLAAQR-------DKSFGFDIDRLSIKAI 
CYP71B36   222 PNG--GWIIDWLT--GLHGQRERSVRALDAFYEQMFDLHKQ--------------GNKE-GVEDFVDLLLRLEKEE--------TVIGYGKLTRNHIKAI 
CYP71B37   222 PNV--GWIIDWLT--GLQGQRERSVRGLDAFYEQMFDLHKQ--------------GNKE-GVEDFVDLLLKLEKEE--------TVLGYGKLTRNHIKAV 
CYP71B9    220 PNG--GWIIDWLT--GLQRRREKSVKDLDVFYQQMFDLHKQ--------------ENKQ-GVEDFVDLLLKLEKEE--------TVLGYGKLTRNHVKAI 
CYP71B10   221 PYV--GWIVDWFT--GLHARRERSVRDLDAFYEQMIDLHLQ--------------KNREESEDDFVDLLLRLEKEE--------AVLGYGKLTRNHIKAI 
CYP71B26   222 PYV--GWIIDKFN--GLQGWRKKSFRDLDAFYEQIFDLHKE--------------EKEV-GSEDLVDVLLRLEKEE--------IVVGNGKLTRNHIKAI 
CYP71B33   222 PYI--GWIIDRFT--GLQGRREKSVXDLDAFYEQIIDLHKE--------------EKEV-GSEDFVDLLLKLEKEE--------TVVGNNNFTRNNVKAI 
CYP71B34   222 PYV--GRIIDLLT--GLQGRRERSMRDLDAFYEQMFDLHKQ--------------KKEE-GSEDFVDLLLRLEKEE--------AVLGNDKLTRNHIKAI 
CYP71B35   221 PYV--GWIIDVLT--GLQGRRERSKRDLNAFFEQMFDLHKE--------------GKKE-GNEDFVDLLLRLEKEE--------AVLGNDKLTRNHIKAI 
CYP71B11   219 PII--GRIIDRIT--GLHSKCEKIFKAMDAFFDQSIKHHLE--------------DESI--KDDIIDLLLKMERGE--------IELGEFQLTRDNTKGI 
CYP71B12   219 PVV--GRIIDRIT--GLHSKCEKLFKAMDAFFDQSIKHHLE--------------DEII--KDDIIDLLLKMERGE--------TTLGEFQLTRDHTKGI 
CYP71B14   219 PII--GRIIDRIT--GLHSKCEKVFKEMDSFFDQSIKHHLE--------------DTNI--KDDIIGLLLKMEKGE--------TGLGEFQLTRNHTKGI 
CYP71B13   219 PVI--GGIIDRIT--GLHNKCEKVFKGTDSFFDHCIKHHLE--------------DGGS--KDDIVDLLLKVERGE--------IGLGEFQFTRNHTKGI 
CYP71B6    227 PGF--GWILDRIS--GLDSSRRKSFQDLDTFYQKAIVDHRE--------------KKKTEDREDLIDVLLKLQSQE--------TKLGSSRITDTHIRAI 
CYP71B28   220 PGL-MGRLIEWIF--SERKRLNRLYSEVDTFFQNILDDHLK-------------PGR---ESSDIIDVMIDMMKKQE-------KEGDSFKFTTDHLKGM 
CYP71B29   217 PGG-IGRFIDWIS--GQNKRFDNVFSDLDTFFQNILDYHLK-------------PGRKVADSSDIIDVVINMIKKQE-------KDGDSFKLTTDHLKGM 
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CYP71B7    224 PG--VGWLVDRIS--GQNKTLNNVFSELDTFFQNVLDDHIK-------------PGRQVSENPDVVDVMLDLMKKQE-------KDGESFKLTTDHLKGI 
CYP71B15   220 PGR-IGRFIDCIS--GQNRRLKNNFSVVDTFFQNVLNEHLK-------------PGR---ESSTIVDLMIDMKKKQE-------NDGDALKFTTDHLKGM 
CYP71B23   223 PG---GWILDKIT--GQSKSLNEIFADLDGFFNQVLDDHLK-------------PGRKVLETPDVVDVMIDMMNKQS-------QDG-SFKLTTDHIKGI 
CYP71B16   222 PIAGLGWLADWIS--GKHRWLNNVFFKLDALFQRVIDDHSD-------------PGRW-KDHKDIVDVMLDVMHKQ--------GKDDSLRLTIDHIKGF 
CYP71B17   222 PIAGLGWLVDWIS--GQHKRLNDVFLKLDALLQHVIDDHSN-------------PGRS-KDHKDIVDVMLDVMHKQ--------GKDDSLRLTIDHIKGL 
CYP71B18   222 PIAGLGWLVDCIS--GQHKRLKDVFFKLDALFQXXXXXXXX-------------XXXX-XXXXXXXXXMLDVMQKQ--------RKDDSLKLTINNIKGI 
CYP71B19   222 PVAGLGWLVDWFS--GQHKRLNDVFYKLDALFQHVIDDHLN-------------PGRS-KEHEDIIDSMLDVIHKQ--------GEDSSLELTIDHIKGF 
CYP71B20   222 PVAGLGWLVDWFS--GQHKRLNDVFYKLDALFQHVIDDHLN-------------PGRS-KEHEDIIDSMLDAIHKE--------GKDSSLELIIDHIKGF 
CYP71B2    224 PGG-LGRFVDWLF--QRHKKINKVFKELDAFYQHVIDDHLK-------------PEGR-KNQ-DIVTLILDMIDKQ--------EDSDSFKLNMDNLKAI 
CYP71B27   222 PSG-LGRFLDCLF--RTQTNINKVSEKLDAFYQHVIDDHLK-------------PSTL-DSSGDIVALMLDMIKKK--------GHKDDFKLNVDNIKAV 
CYP71B21   220 PAG-LGWAIDRIS--GQHSRLHKAFARLSNFFQHVIDDHLK-------------PWQS-EDHSDIVGVMLDMINKE--------SKVGSFKVTYDHLKGV 
CYP71B22   220 PAG-LGWVIDRIS--GQHSELHKAFARLSNFFQHVIDDHLK-------------PGQS-QDHSDIIGVMLDMINKE--------SKVGSFQVTYDHLKGV 
CYP71B38   222 PG---GWLIDRIS--GQHSRVNKAFYKLTNFYKHVIDDHLK-------------TGQP-QDHSDIVSVMLDMINKP--------TKADSFKVTYDHLKGV 
CYP71B5    220 PA---GWIIDRIS--GQHSTVMKAFSKLTNFFELVIDDHLK-------------SGKI-EDHSDIISVMLDMINKP--------TEVGSYKVTDDHLKGL 
CYP71B31   220 PRG-LGWLVDRIS--GQHSRMNIAFSKLTTFFEDVIDELLK-------------TKQL-DDHSDLVTAMLDVINRP--------RKFGSLKITYDHLIAM 
CYP71B8    222 PTG-LGWLVDRIS--GQHSRIEKAFSKLTKFFQHVIDEELK-------------IGQS-QDHSNLVSSMLDMINRS--------TEYGSFKITSDHLIAM 
CYP71B32   221 PTG-LGWLVDRIS--GRHSRMNKAFSKLTNLFQHVIHEQLK-------------IGQL-QDHSNLVSAMLDMIIRP--------SKFSSFNITSNHLIAM 
CYP71B24   217 PGG-LGWFVDFVS--GHNKKLHKVFVEVDTLLNHIIDDHLKN-----------SIEEITHDRPDIIDSLLDMIRKQ--------EQGDSFKLTIDNLKGI 
CYP71B3    220 PAG-VGWFMDFVS--GRHKTLHKVFVEVDTLLNHVIDGHLKN-----------PEDKTNQDRPDIIDSILETIYKQ--------EQDESFKLTIDHLKGI 
CYP71B25   223 PIPGLGWFIGFVS--GQHKGLHKVFIEVDNFLNHMIDDHQK--------------QNQPQDRSDIVGSLLDMIHNQ--------EQDKSFKLTIDHLKGI 
CYP71B4    223 PTAGLKWFIGFVS--GQHKRLYNVFNRVDTFFNHIVDDHHS--------------KKATQDRPDMVDAILDMIDNE--------QQYASFKLTVDHLKGV 
CYP83A1    222 PYCG---FLDDLS--GLTAYMKECFERQDTYIQEVVNETLD-------------PKRVKPETESMIDLLMGIYKEQ----------PFASEFTVDNVKAV 
CYP83B1    221 PYFG---FLDNLT--GLSARLKKAFKELDTYLQELLDETLD-------------PNRPKQETESFIDLLMQIYKDQ----------PFSIKFTHENVKAM 
CYP84A1    225 P------YFGWIDPQGINKRLVKARNDLDGFIDDIIDEHMKKKENQN------AVDDGDVVDTDMVDDLLAFYSEEAKLVSETADLQNSIKLTRDNIKAI 
CYP84A4    221 PS-----WLSWIDPQGINGRVEKARKSLDGFIESVIDDHLHKKKRE---------HDNVDEETDMVDQLLAFYEEEVKVNNSVTKIN------LDNIKGI 
CYP706A1   239 NYSDFFPLFSRFDFQGLVKQMKGHVKKLDLLFDRVMESHVKMVG----------KKSE--EEEDFLQYLLRVKDDDEK-----------APLSMTHVKSL 
CYP706A2   241 NYSDFFPLFSRFDFQGLVKQMKGHVKKLDLLFDRVMESHVKMVG----------KKSE--EEEDFLQYLLRVKDDDEK-----------APLSMTHVKSL 
CYP706A3   233 NISDFFPVLSRFDLQGLAKRMRRPAQRMDQMFDRIINQRLGMD-----------RDSSDGRAVDFLDVLLKVKDEEAE----------KTKLTMNDVKAV 
CYP706A7   236 NVSDFFPVLSRFDLQGLAKRVRRSAQRMDRMFDRIISQRMGMD-----------KGSK-GNGGDFLMVLLNAKDE-------------DENMSMNHVKAL 
CYP706A5   231 NVSDFFPMLARFDLQGLVKKMHLYARDLDAILDRAIEQMQRLRS----------RDGDDGECKDFLQHLMKLRDQEADS---------DVPITMNHVKAV 
CYP706A6   229 NVSDFFPRLARFDLQGLVKKMHVCARELDAILDRAIEQMQLLRT----------RDGDDGECKDFLQHLMKLKDQEADS---------EVPITVNHVKAV 
CYP706A4   229 NVSDFFPWLARFDLQGLVKRMGVCARELDAVLDRAIEQMKPLRG----------RDDD--EVKDFLQYLMKLKDQEGDS---------EVPITINHVKAL 
CYP79B2    253 ISDYLP-MLTGLDLNGHEKIMRESSAIMDKYHDPIIDERIKMWR-----------EGKRTQIEDFLDIFISIKDEQG-----------NPLLTADEIKPT 
CYP79B3    255 ISDYLP-MLTGLDLNGHEKIMRESSAIMDKYHDPIIDERIKMWR-----------EGKRTQIEDFLDIFISIKDEAG-----------QPLLTADEIKPT 
CYP79A2    237 LSDYVP-WLRFLDLEGHEKVVSNAMRNVSKYNDPFVDERLMQWR-----------NGKMKEPQDFLDMFIIAKDTDG-----------KPTLSDEEIKAQ 
CYP79C1    243 VADYYP-FLRGWNLQGEEAELREAVDVIARYNKMIIDEKIELWRGQNKDYNRAETKNDVPMIKDWLDILFTLKDENG-----------KPLLTPQEITHL 
CYP79C2    236 LTNYIP-FLRGWNVDKAETEVREAVHIINICNDPIIQERIHLWR----------KKGGKQMEEDWLDILITLKDDQG-----------MHLFTFDEIRAQ 
CYP79F1    244 PADYVERWLRGWNVDGQEKRVTENCNIVRSYNNPIIDERVQLWR----------EEGGKAAVEDWLDTFITLKDQNG-----------KYLVTPDEIKAQ 
CYP79F2    243 PVDYVDRWLGGWNIDGEEERAKVNVNLVRSYNNPIIDERVEIWR----------EKGGKAAVEDWLDTFITLKDQNG-----------NYLVTPDEIKAQ 
CYP703A2   223 LGDYLP-FWRWVDPSGCEKEMRDVEKRVDEFHTKIIDEHRRAKLE----------DEDKNGDMDFVDVLLSLPGENG-----------KAHMEDVEIKAL 
CYP98A8    214 TILDHVWWLKWVS-SWFFSDKEFLAHKDRRTKWFRGAIMVEE-------------DIEIEDHRGFVRKLLVLKEQKE--------------LSEETVGGL 
CYP98A9    209 KMLDYTVWLKRLS-SWFTSDKAFMKHMARKRNWFK-RAVMDE-------------VYGGRDQKCFVQSLLELKEKDE--------------LTEETVMGL 
CYP98A3    220 SIAEHIPWLRWMFPADEKAFAEHGARRDRLTRAIMEEHTLAR-------------QKSSGAKQHFVDALLTLKDQYD--------------LSEDTIIGL 
CYP78A10   255 WSDHFPGMRWLDL-QGVRRRCRSLVGRVNVFVGKIINDHKSKRSLRDNPEES-------TYDDDFVDVLLGMHGNSK--------------LSDSDMIAV 
CYP78A5    238 WSDHFWFLRWFDF-QGVRKRCRALVSEVNTFVGGIIEKHKMKKGNNLNGEE-----------NDFVDVLLGLQKDEK--------------LSDSDMIAV 
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CYP78A6    254 WTDHLPWLSEFDP-QRLRSRCSTLVPKVNRFVSRIISEHRNQTGDLP---------------RDFVDVLLSLHGSDK--------------LSDPDIIAV 
CYP78A9    254 WTDHLPWLSEFDP-QRIRSRCSNLVPKVNRFVNRIISDHREQTRDSP---------------SDFVDVLLSLDGPDK--------------LSDPDIIAV 
CYP78A8    260 WTDHLPWLAGLDF-QQIRFRCSQLVPKVNLLLSRIIHEQRAATG-------------------NFLDMLLSLQGSEK--------------LSESDMVAV 
CYP78A7    257 WSDYLPWLGYFYDSIRLNQRCSDLVPRIRTLVKKIIDEHRVSNSEKKRDIG------------DFVDVLLSLDGDEK--------------LQEDDMIAV 
CYP77A4    234 PILAPFFSKERKRALEVRREQVDYVVGVIERRRRAIQNPGS---------------DKTASSFSYLDTLFDLKIE-----------GRKTTPSNEELVTL 
CYP77A6    236 PILAPFYSKERARALEVRCEQVDFIVKLIERRRRAIQKPGT---------------DKTASSFSYLDTLFDLKTE-----------GRITTPSNEELVSL 
CYP77A7    239 PILTPFNYNERNRALKLRRELVDFVVGFIEKRRKAIR-------------------TATVSSFSYLDTLFDLRIIE----------GSETTPSDEDLVTL 
CYP77A9    231 PILTPFYFKERKNSLELRRKLVQFVVGFIEKRRLAIRNLGS---------------DKTASSFAYLDTLFDLRVD-----------GRETSPSDEDLVTL 
CYP77B1    227 PVFTPLFRRQVREARELRKTQLECLVPLIRNRRKFVDAKEN---------------PNEEMVSPIGAAYVDSLFRLNLI-------ERGGELGDEEIVTL 
CYP89A4    225 KFTKLILRKRWEEFFQMRREQHDVLLPLIRARRKIVEERKNRSSEEE--------EDNKVYVQSYVDTLLELELPDE-----------KRKLNEDEIVSL 
CYP89A5    225 KFTKLILRKRWEEFFQMRREQHDVLLPLIRARRKIVEERKNRSSEEE--------EDNKEYVQSYVDTLLELELPDE-----------KRKLNEDEIVSL 
CYP89A6    226 KFTKLIYRKRWEEFFQMQSEQQDVLLPLIRARRKIVDERKKRSSEEE--------KDNKEYVQSYVDTLLDVELPDE-----------KRKLNEDEIVSL 
CYP89A7    224 KFTKLILRKRWEEFFQMRREQQDVLLRLIYARRKIVEERKKRSSEEE--------EENKEYVQSYVDTLLDVELPDE-----------KRKLNEDEIVSL 
CYP89A2    223 KFTKLILRKRWQEFLQIRRQQRDILLPLIRARRRSLKREKR---SEE--------EDKKDYVQSYVDTLLDLELPEE-----------NRKLNEEDIMNL 
CYP89A3    225 SFTKLFLRKRWEEFLTFRREHKNVLLPLIRSRRKIMIESKD---------------SGKEYIQSYVDTLLDLELPDE-----------KRKLNEDEIVSL 
CYP89A9    227 SVTKFLLRRKWKEFLELRKSQESVILRYVNARSK----------------------ETTGDVLCYVDTLLNLEIPTEEKEG-----GKKRKLSDSEIVSL 
CYP73A5    222 YNYGDFIPILRPFLRGYLKICQDVKDRRIALFKKYFVDERKQIASSK--------PTGSEGLKCAIDHILEAEQKGE--------------INEDNVLYI 
CYP701A3   239 DWRDFFPYLKWIPNKSFEARIQQKHKRRLAVMNALIQDRLKQ-------------NGSESDDDCYLNFLMSEAKTLT-----------------KEQIAI 
consensus  301         .  .   .  . .  .  ...  . ......                        . ..... .   .               ..   .... 
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CYP76C2    306 LLDLFGA-GTDTNSSTVEWAMAELLRNPETMVKAQAEIDCVIGQ---K-GVVEESDISALPYLQAVVKETFRLHPAAPLLVPRKAESD-VEVLG-FMVPK 
CYP76C4    305 LLDMFTA-GTDTSSSTLEWAMAELLRNPKTMVKAQAEMDRVLGQ---N-SVVQESDISGLPYLQAVVKETFRLHPAAPLLVPRKAESD-VEVLG-FMVPK 
CYP76C1    305 LLDMFTA-GTDTSSSTLEWAMTELLKNPKTMAKAQAEIDCVIGQ---N-GIVEESDISKLPYLQAVVKETFRLHTPVPLLIPRKAESD-AEILG-FMVLK 
CYP76C5    306 LLDMFLA-GTDTNSSTVEWAMTELLGNPKTMTKVQDEINRVIRQ---N-GDVQESHISKLPYLQAVIKETFRLHPAAPFLLPRKAERD-VDILG-FHVPK 
CYP76C6    305 LLDMFVA-GTDTNSSTVEWAMAELLGNPKTMTKVQDEINHVIGQ---N-GDFQESDISKLPYLKAVVKETFRLHPAAPFLLQRKAETN-VEILG-FTVLK 
CYP76C3    299 LLDVFVA-GTDTNSSTMEWAMTELFRSTEKMVKAQSEIRQVIGQ---N-GFVQESDIPSLPYLQAIVKETLRLHP-AAPLIPRKSESD-VQIMG-FLVPK 
CYP76C7    293 LLDLFLA-GVDTSSSAVEWAMAELLRNPKMIVKVQEEIRQVIGL---K-GTVQDLDIVKLPYLQAVVKESLRLHPPAPFLVPRKSESDDVQIFE-FLIPK 
CYP76G1    307 VFEMFTA-GTDTTTSTLEWALAELLHNPRTLTKLQTELRTYFKSS--N-QKLQEEDLPNLPYLSAVIMETLRLHPPLPFLVPHKAMSTCHIFDQ-YTIPK 
CYP75B1    296 LLNMFTA-GTDTSASTVDWAIAELIRHPDIMVKAQEELDIVVGR---D-RPVNESDIAQLPYLQAVIKENFRLHPPTPLSLPHIASES-CEING-YHIPK 
CYP705A1   301 LTVEFFIGAADASSIAIQWAMADIINNREILEKLREEIDSVVGKT----RLVQETDLPNLPYLQAVVKEGLRLHPPTPLVVRE-FQEGCEIGG--FFVPK 
CYP705A24  303 LAELFFG-AGESSSSTTRWAMGEIFNNPRIFEKLRTEIDSVVGTT----RLIQESDLPKLPYLQAVVKESLRLHPVGAVLPRE-FTQDCNIGG--FYIHE 
CYP705A12  290 IVEIFLG-GTDSSAQTIQWTMAEILNNPGVLEKLRAEIDSVVGGK----RLIQESDLPNLPYLQAVVKEGLRLHPSAPVLLRV-FGESCEVKE--FYVPE 
CYP705A13  306 FVELILG-GTDTSAQTIEWTMAKIIKKPNILERLRKEIDSVVGKT----RLIQEKDLPNLPYLQAVIKEGLRLHPPAPLLGRK-VTDGCTIGG--CYVPK 
CYP705A15  306 FADLLFA-STDTFVQTTQWTVAEIINNPNVLERLRGEIDSVVGKA----RLIQETDLPNLPYLQAVVKEGLRLHPPGPLFARF-SQEGCRIGG--FYVPE 
CYP705A4   296 IADLLFA-GTENQVQTIQWAMAEIINNPNVLERLRGEIDSVVGKS----RLIQETDLPKLPYLQAVVKETIRLHPPGPFFLRF-TKEGCRIRG--FYVPE 
CYP705A16  307 IVDMFIA-GTDISALTTQGTMAEIINNPNVLVRIREKIDSVVGKS----RLIQETDLPKLPYSQAVVKEGLRLHPPTPLMVRE-FQEGCKVKG--FYIPA 
CYP705A19  305 LVDIFIA-GTDISALTTQGTMAEIINNPNIFVRIREEIDSVVGKS----RLIQETDLPKLPYLQAVVKEGLRLHPPTPLMVRE-FQEGCKVKG--FYIPA 
CYP705A28  307 FVELLVA-GTDTSALATQWTMAELINNPTILERLREEIESVVGNT----RLIQETDLSNLPYLQSVVKEGLRLHPPASISVRM-SQERCELGG--FYIPE 
CYP705A30  306 FVDLVIA-GTDTSVQATQWTMGELINNPKILQRLREEIESVVGNT----RLIQENDLPNLPYLQAVVKEGLRLHPPGSISVRM-FQERCELKG--FYIPE 
CYP705A32  309 FVDLVIA-GTDTSAQTIEWTMAELINNPNILERLREEIESVVGNT----RLVQETDLPNLPYLQAVVKEGLRLHPPGAVFLRT-FQERCELKG--FYIPE 
CYP705A2   299 FVDLFIA-GTDTSSTTIQWIMAEIINHPKILERLREEIDFVVGKT----RLIQETDLPNLLYLQAIIKEGLRLHPPGPLLPRT-VQERCEIKG--FHIPE 
CYP705A5   303 FVDLFSA-GTEASANTIQWTMAEIIKNPKICERLREEIDSVVGKT----RLVQETDLPNLPYLQAIVKEGLRLHPPG-PVVRT-FKETCEIKG--FYIPE 
CYP705A23  305 FVDLVVA-GTDTSRHATQWTMAEIINKPKVLEKVREEIYSVVGRT----RLVQETDLPSLPYLQATVKEGLRLHPPGPLFART-AREGFSVGG--FYVPE 
CYP705A20  302 FVELLLG-GTDTSAQTIQWTMAELINNRNVLKRLREEIDSVVGET----RLIQEKDLPKLPYLQSVVKEGLRLHPPLPLMVRT-FQRSCEMKG--FYIAE 
CYP705A21  304 FVELFFA-GTDTSAQSIQWTMAEIINNPNILKRLREEIDSVVGKT----RLIQETDLPKLPYLQAVVKEGLRLHPPLPLFVRT-FQEGCKIGG--FYVPE 
CYP705A18  307 FVDLFVG-GTDTSVQTTQWTMAEIINNPNILQTLRKEIDSVVGKS----RLIHETDIPNLPYLQAVVKEGLRLHPPGPLLIRT-FQERCEMKG--FYIPE 
CYP705A6   305 FVEIFIG-ATDTSVQTTQWTMAEILNHPNVLERLRKDIDSVVGKT----RLIHETDLPNLPYLQAVVKEGLRLHPPGPLLVRT-FQERCKIKG--FYIPE 
CYP705A33  305 FVELFVG-GTDTSVQTTQWTMAEIINNSDVLERLREEIDSVVGTS----RMIQETDIPNLPYLQAVVKEGLRLHPPFPLLTRK-FEERCEIKG--FYIPE 
CYP705A3   305 FVEFFIG-GTDTSVQTTQWAMAEMINNANVLERLREEIVSVVGET----RLIQETDLPNLPYLQAVVKEVLRLHPPSPVLIRK-FQEKCEVKG--FYIPE 
CYP705A22  305 FVDLFIG-ATDTSVQTIQWTMAEIMNNTHILERMREEIDSVVGKS----RLIQETDLPNLPYLHAVIKEALRLHPPGPLLPRE-FQQGCKIGG--FYIPE 
CYP705A8   303 FVDLFFA-GTDTATHTIEWTMAEIMNNSLILERLREEIDSVVGKT----RLIQETDLPNLLYLQATVKEGLRLHPTIPLVLRT-FQDGCTIGG--FSIPK 
CYP705A9   281 FVDLFFA-GTDTWTHAIQWIMAEIINNSYILERLREEIDSVVGKT----RLIQETDLPNLPCLQATVKEGLRLHPPVPLVLRT-FKEGCTIGG--FYVPE 
CYP705A25  309 FVEIFLA-GTDTSAQTIQWILAELINHPEILEKLRKEIESVVGVR----RLIQETDLPNLPYLQAVMKEGLRLHPHTPILVRN-ATEGCKIGG--YYIGQ 
CYP705A27  308 IVELFLG-GTDTSAQTIQWIMAELINHPEILKILREEIESVVGTT----RFIQETDLSNLPYLQAVMKEGQRLHPHSPMLVRN-ATKGCKIGG--YYIPQ 
CYP712A1   304 LLDVFMA-GTDTSAAAMQWAMGQLINHPQAFNKLREEINNVVGSK----RLVKESDVPNLPYLRAVLRETLRLHPSAPLIIRE-CAEDCQVNG--CLVKS 
CYP712A2   302 ILELFMA-SLDTTSAALQWTMTELINHPDIFAKIRDEIKSVVGTTN---RLIKESDLQKLPYLQAAIKETLRLHPVGPLLRRE-SNTDMKING--YDVKS 
CYP93D1    298 IMNIYGG-GTDTSAITVEWALAELINHPEIMKKAQQEIEQVVGNK----RVVEESDLCNLSYTQAVVKETMRLHPGGPIFVRE-SDEECAVAG--FRIPA 
CYP81D6    309 IIVMIIA-GSETIAWTLEWAMLNVLNHPEVLKKARTEIDTKIGFD----RLMDEADTKNLPYLQWIVLETLRLHPAAPTNVPHSTSEDCMLAG--YDVPR 
CYP81D7    294 IIVMILA-GTETLAGTLEWAMLNLLNHPEVLEKARTEIDTEVGFD----RLMDEADTKNLPYLQWIVLETLRLYPVAPTNIPHMTSDDCILAG--YDVPR 
CYP81D11   302 ILVMILA-GTDTSAGTLEWAMSNLLNHPEVLRKAKTEIDDQIGVD----RLVEEQDIVKLPYLQHIVSETLRLYPVAPMLLPHLASEDCIVDG--YDVPR 
CYP81D2    294 MLSLIAG-GTDTTAVTLEWALSSLLNNPEVLNKARDEIDRMIGVD----RLLEESDIPNLPYLQNIVSETLRLYPAAPMLLPHVASKDCKVGG--YDMPR 
CYP81D3    290 MLSLILA-GTDTSAVTLEWTLSALLNHPQILSKARDEIDNKVLN-----RLVEESDLSHLPYLQNIVSESLRLYPASPLLVPHVASEDCKVGG--YHMPR 
CYP81D8    293 MLALILA-GTDTSAVTLEWALSNVLNHPDVLNKARDEIDRKIGLD----RLMDESDISNLPYLQNIVSETLRLYPAAPMLLPHVASEDCKVAG--YDMPR 
CYP81D4    291 ILTLIIA-GTDTSSVTLEWAMSNLLNHPEILKKARMEIDEKVGLD----RLVDESDIVNLSYLQSIVLETLRMYPAVPLLLPHLSSEDCKVGG--YDIPS 
CYP81D5    290 ILALVLA-GTDTSSVTLEWAMSNLLNHPEILEKARAEIDDKIGSD----RLVEESDIVNLHYLQNIVSETLRLYSAVPLLLPHFSSDECKVAG--YDMPR 
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CYP81D1    300 ILIMVIA-GTNTSAVTLEWALSNLLNHPDVISKARDEIDNRVGLD----RLIEEADLSELPYLKNIVLETLRLHPATPLLVPHMASEDCKIGS--YDMPR 
CYP81F3    289 MLGMMIA-GTDTSAVTLEWAMSSLLNHPEALEKAKLEIDEKIGQE----RLIDEPDIANLPYLQNIVSETFRLYPAAPLLVPRSPTEDIKVGG--YDVPR 
CYP81F4    291 MLGIMVA-SSETSALTIEWAMASLLNHPKVLDKVKLEIDEIIGQD----RLIEESDIANLPYLQNVVSETLRLHPAAPVLVPRSTAEDIKIGG--YDVPR 
CYP81F2    289 MLSMMLA-GTDTAAVTLEWAMANLLKKPEVLKKAKAEIDEKIGEE----RLVDEPDIANLPYLQNIVSETFRLCPAAPLLVPRSPSEDLKIGG--YDIPR 
CYP81F1    294 MMSMMLA-GTETSAVTLEWAMANLLRNPEVLEKARSEIDEKIGKD----RLIDESDIAVLPYLQNVVSETFRLFPVAPFLIPRSPTDDMKIGG--YDVPR 
CYP81H1    299 ILMMVVG-GTDTSALTVEWAMSNLLNHPQILETTRQNIDTQMETSSSR-RLLKEEDLVNMNYLKNVVSETLRLYPVAPLMVPHVPSSDCVIGG--FNVPR 
CYP81G1    305 VQVMLLA-GTDTTAVTLEWAMANLLNHPEVLRKLKTELNEVSKEG----RVFEESDTGKCPYLNNVISETLRLFPAAPLLVPHASSTDCEVAG--FDIPR 
CYP81K1    293 IVLMFNG-GTDTSPVAMEWAVSLLLNHPDKLEKLREEIKSNVKHKG----LIQDSDLSSLPYLRCVIYETLRLYPAAPLLLPHCSSKRFNLGN--YEIPE 
CYP81K2    292 VVLMFNA-GSDTSPVTMEWAMALLLNHPDKLDKVREEIKSNVKHKG----IIQDSDLSSLPYLRCVIYETLRLHPAAPILPPHCSSKRFNLGN--YEIPE 
CYP82C3    303 CLALILG-GSETSPSTLTWAISLLLNNKDMLKKVQDEIDIHVGRD----RNVEDSDIKNLVYLQAIIKETLRLYPAAPLLGHREAMEDCTVAG--YNVPC 
CYP82C4    315 CLALILG-GSDTSASTLTWAISLLLNNKEMLKKAQDEIDIHVGRD----RNVEDSDIENLVYLQAIIKETLRLYPAGPLLGPREAMEDCTVAG--YYVPC 
CYP82C2    314 CLALILG-GSETSPSTLTWAISLLLNNKDMLKKAQDEIDIHVGRD----RNVEDSDIENLVYIQAIIKETLRLYPAGPLLGHREAIEDCTVAG--YNVRR 
CYP82F1    309 CLNLVLA-GSETAIVVLVWAVSLLLNNPHVLRKAQEELDSKIGKE----RVVEELDIKDLVYLQAIVKETFRLYPPVPLVAYRAVVEDFDIAFCKCHVPA 
CYP82G1    296 GHALTLT-GSDSTSITLTWAVSLLLNNPAALEAAQEEIDNSVGKG----RWIEESDIQNLKYLQAIVKETHRLYPPAPLTGIREAREDCFVGG--YRVEK 
CYP71A12   292 ILDMFIG-GTSTSSTLLEWIMTELIRNPNVMKKLQDEIRSTIRPHGSY---IKEKDVENMKYLKAVIKEVFRVHPPLPLILPRLLSEDVKVKG--YNIAA 
CYP71A13   292 ILDMFIG-GTSTTSTLLEWTMTELIRSPKSMKKLQDEIRSTIRPHGSY---IKEKEVENMKYLKAVIKEVLRLHPSLPMILPRLLSEDVKVKG--YNIAA 
CYP71A18   292 ILDMFIG-GISTSSTLLEWIMTELIRNPECMKKLQNEIRSTIRPHGSY---IKEKEVENMRYLKAVIKEVFRVHPPLPLILPRLLTEDVKVKG--YDIAA 
CYP71A14   293 ILDMFLA-GTETTYALLEWIMTELIRHPECMKKLQDEIRAKATKLILY---ISEEDVEDMKYLKAVVKEVLRLHPPLPLLVPRELSEDIKLKG--YDIAA 
CYP71A15   292 ILDIFLG-GTTTTNSLLEWTMTELIRHPECMKKLQDEIRGDATNLTIY---RSHEEVEDMKYLKAVIKEGLRLHPPFPLLVLRLLTQDVKLKG--YDIAA 
CYP71A19   287 IWDMFLA-GTATSLSFLEWAMTELMRNPKVMKKLQEEIRSSSR-QGLF---VTEKEAEKMDYLQAVIKEALRLRPPAPLMVPRVFSEDVTLKG--YNIPA 
CYP71A20   292 IWDMFLA-GTATTLSFLEWAMTELMRNPKVMKKLQEEIRSSSP-QDLF---VTEKEAEKMNYLQAVIKEALRLRPPAPLLVPRVLSEDVKLKG--YNIPA 
CYP71A27   293 LKDMFFS-GTATTASQLEWTMTELMRHPECMKKLQDEINSFST-HNLN---VTEKEVEKMNYLHCVIKEGLRLHPSGPLLFR-LPSEDVQLKG--YDISA 
CYP71A16   293 IFEMFLG-STTTTSAVIEWAMTRLMRNPECLKKLQDEIRSVSK-MNSY---VSGKEVENMNYLKAVIKEVLRLHPPLPLLVPRLLSEDVKLKG--YDITA 
CYP71A28   295 ILEFFLG-GTTTTFTAIDWAMTLVVRHPESMKKLQEEIQTYSR-NKLY---VPEEEVENMKYLKAVIKEVFRLHPPGPLSIPRQLSEDVFIN-------- 
CYP71A21   286 VLDVLVA-GTDSSYALMDWAMTELLRHPECLRTLQEEVRTICK-GNLS---VSEEDIQNMSYLKAVIKETTRLHPPLPLLAPHESIQDVILGD--YHIPA 
CYP71A22   286 ILDVVVG-GTDTSYALMEWAMTELLHRPECLNRLQEEVRTICK-GNSS---VSEDDIKDMNYLKAVIKETMRLHPPLPLMVPHESTQDVRLGD--YHIPA 
CYP71A24   285 ILDVFVG-DMDTTYTLLEWAMTELLCHHECLDRLQEEVRMVCK-DKSG---VSEDDLQDMKYLKAVIKETLRLHPPLPLMVPHESTHDVKLRD--YHIPA 
CYP71A26   285 VMNVFVG-GTDTSSTLMEWAMTELLRHPKCLKRLQEEVRTICK-DKSS---VSEEEIQNMSYLKAVIKEALRLHPPLPLMVPHESTQDVRLGD--HHIPA 
CYP71A25   285 TLDVFVG-GSDTSFTLLEWAMTELLRHPKSLNRLQEEVRTICK-GKSR---VSEDDIQGMKYLKAVIKEALRLHPPFPMMAPHESTEDVKLRD--YHIPA 
CYP71A23   283 VLDAFVG-GTDTSSTLVEWEMTELLRHPTCLKKLQEEVRTICK-GKSS---VSEDDIQGMEYLKAVVKEALRLHPPVPLMVPHQSTQDVRLRD--NHIPA 
CYP71B36   295 LMNVLIG-GIGTSAITMTWAMTELMRNPRVMKKVQSEIRNQIGKKS----MITLDDIDQLHYLKMVINETWRLHPPSPFLIPRQVMSEFELND--YVIPV 
CYP71B37   295 LMNVLLG-GIGTSAITMTWAMTELMRNPRVMKKVQSEIRNQIGGKS----MICLDDIDQLHYLKMVINETWRLHPPAPLLVPREVMSEFEING--YTIPA 
CYP71B9    293 LMNVLLG-AINTSAMTMTWAMAELIRNPRVMKKVQSEIRNQMINKS----VITLDDIDHLPYLKMVIKETWRLHPPVPLLLPREVMSEFEING--YKIQP 
CYP71B10   295 LMNILLG-GINTSAITMTWAMAELIRNPRVMKKVQSEIRAQIGKNNKT-RIISLDEINHLSYLNMVIKETCRLHPVAPLLVPREVISEFKING--YTIQP 
CYP71B26   295 LMNILLG-GIDTSAITMTWAMAELAKNPRVMKKVQAEIRNQIKNKE----RISFDDTDKLEYLKMVIKETWRLHPPTPLLLPRDVITEFEING--YTIPA 
CYP71B33   295 LMDILLA-GIETSAGTMAWTMAELAKNPLVMRKVQSEIRNKFENRE----LISFEDIEQLHYLKTVIKETWRLHPPAPLLLPREVMSEFEING--YTMQP 
CYP71B34   295 LMDVLLA-GMDTSAITMTWAMAELAKNPRVMKKVQSEIRSQIKNKE----RISFDDTDKLEYLKMVIKETWRLHPTTPLLIPREAMSEFEING--YTIPV 
CYP71B35   294 LLDVLLA-GIDTSAITMTWAMTELARNPRVMKKVQSEIRTQMGNRS----MISFEDMDQLEYLKMVIKETWRLHPTTPLLLPREAMSEFDING--YTIPV 
CYP71B11   291 LFNILNA-GIDTSAQVMTWVMTYLISNPRVMKKAQAEVREVIKNKD----DIIEEDIERLEYLKMVVKETFRVLPLVPLLIPREASKDVKIGG--YDIPK 
CYP71B12   291 LANILNA-GIDTSAQVMTWVMTYLISNPRVLKKAQAEVREVIKHKD----DIIEEDIERLQYLKMVIKETFRINPLVPLLIPREASKDVKIGG--YNIPK 
CYP71B14   291 LLNVLIA-GVDTSGHTVTWVMTHLIKNPRVMKKAQAEVREVIKNKD----DITEEDIERLEYLKMVIKETLRINPLVPLLIPREASKYIKIGG--YDIPK 
CYP71B13   291 LLDILLA-GVDTSGHTITWVMTHLIKNPRVMKKAQAEVREVIKNKD----NITEEDIEGLEYLKMVVKETLRINPLVPLLTPREASKDVKIGG--YNIPK 
CYP71B6    301 IMDLFVA-GVDTSVITLDWTMAELSRHPRVMKKVQAEIREHVGDKG----IVTYDDLEALVYMKMVIKETWRLHAPSPILIPREAMTNFKIKG--YDIYP 
CYP71B28   294 ISDIFLA-GVGTSSTTLIWAMTELIRNPRVMKKVQDEIRTTLGDKKE---RITEEDLNQLHYFKLMVKEIFRLHPAAPLLLPRETLSHVKIQG--YDIPA 
CYP71B29   294 ISDIFLA-GVSTSASTLIWAITELVRNRKVMKKVQEEIRTTLGDKKE---RITEQDLTNLHYFKLVVKEIFRLHPAVPFLLPRETLSHVKIQG--YDIPA 



© 2001 Søren Bak and Suzanne Paquette 

19 of 28 

CYP71B7    300 ISDIFLA-GVNTSAVTLNWAMAELIRNPRVMKKVQDEIRTTLGDKKQ---RITEQDLSQVHYFKLVVKEIFRLHPAAPLLLPRETMSHVKIQG--YDIPV 
CYP71B15   294 ISDIFVA-GIGGVAGITLWGMTELIRNPRVMKKVQDEIRTTLGDKKE---RIKEEDLNQLHYFKLVVKETLRLHPTTPLLLPRQTMSHIKIQG--YDVPA 
CYP71B23   297 ISDIFLA-GVNTSATTILWAMTELIRNPRVMKKVQDEVRTVLGEKRD---RITEQDLNQLNYFKLVIKETFRLHPAAPLLLPREAMAKIKIQG--YDIPE 
CYP71B16   298 LTNIIIA-GIDTGALTMIWAMTELARNPELMKNVQGEIRDSFGNNKE---RITKEDLNKVPFLNMVIKETFRLHPVAPLLLPRETMTHIKVQG--YDIPP 
CYP71B17   298 LTNIIIA-GIDTGALTMIWTMTELARNPEIMKKVQGEIRDRLGNNRE---RITKEDLDKVPFLNLVIKETFRLHPVAPLLLPRETMAHVKVQG--YDIPP 
CYP71B18   298 LTNIFLG-GIDTGALTMIWAMTELARNPEVMKKVQGEIRDRLGRNKE---RITEEDINKVPYLNLVIKETFRLHHPVPLLLPRETMAHIKVQG--YDIPP 
CYP71B19   298 LANIFLA-GIDTGAITMIWAVTELVKNPKLIKKVQGDIREQLGSNKE---RITEEDIEKVPYLKMVIKETFRLHPAAPLILPRETMAHIKVQG--YDIPP 
CYP71B20   298 LANIFLA-GIDTGALTMIWAMTELVKNPKLIKKVQGEIREQLGSNKA---RITEEDIDKVPYLKMVIKETFRLHPAAPLILPRETMAHIKVQG--YDIPP 
CYP71B2    298 VMDVFLA-GIDTSAVTMIWAMTELIRNPRVMKKAQESIRTTLGLKKE---RITEEDLGKVEYLNHILKETFRLHPALPFVVPRETMSHIKIQG--YDIPP 
CYP71B27   297 LMNIFLA-GIDTGAITMIWAMTELVKKPLVMKRAQENIRGVLGLKRD---RITEEDLCKFDCLKHIVKETLRLHPPVPFLVPRETISHIKIQG--YDIPP 
CYP71B21   295 MSDVFLA-GVNAGAITMIWALTELTRHPRVMKKLQQEIRELLGDNKE---KITEQDLEKVHYLKLVIQETFRLHPPAPLLLPRETMSDVKIQG--YNIPK 
CYP71B22   295 MSDVFLA-GVNAGAITMIWAMTELARHPRVMKKLQQEIREILGDNKE---KITEQDLEKVHYLKLVIEETFRLHPPAPLLLPRETMSDLKIQG--YNIPK 
CYP71B38   295 MSDIFLA-GVNGGANTMIWTLTELSRHPRVMKKLQEEIRAMLGPNKE---RITEEDLEKVEYLKLVMVETFRLHPPAPLLLPRLTMSDIKIQG--YNIPK 
CYP71B5    293 MSDVFLA-GVNAGSITMIWTMTELSRHPRVMRKLQEEIRAALGPNKE---KITEEDLEKVEYLKMVIEEAFRLHPPAPLLLPRLTMSDINIQG--YSIPK 
CYP71B31   295 MSDVVLA-GVNAGTVTMIWTMTELTRHPRVMKKLQEEIRATLGPNKE---RITEEDLEKVEYLNLVIKESFRLHPPAPLLLPRETMSDIEIQG--YHIPK 
CYP71B8    297 MTDIVLG-GVNAGTITMIWTMTELTRHPRVMKKLREEIRATLGPNKE---RITEEDLEKVEYLKLVIKETFRLHPPGPFLLPRQVMSDIEIQG--YHIPK 
CYP71B32   296 MSDVVLA-GVNAGTITMVWIVTELIRHPRVMRKLQEEIRATLGSNKE---RITXEDLQKVEYLNMVIKETFRLHPPSPLLLPRETMSDIEIQG--YHIPK 
CYP71B24   295 IQDIYLA-GVDTSAITMIWAMAELVKNPRVMKKVQDEIRTCIGIKQNE--KIEEDDVDKLQYLKLVVKETLRLHPAAPLLLPRETMSQIKIQG--YNIPS 
CYP71B3    298 IQNIYLA-GVDTSAITMIWAMAELVKNPRVMKKAQEEIRTCIGIKQKE--RIEEEDVDKLQYLKLVIKETLRLHPPAPLLLPRETMADIKIQG--YDIPR 
CYP71B25   299 TQDIFLA-GIDTSAITMIWAMAELVNNPRVMKKVQDEIRSCIGIKKE---RIEEEDVGKLQYLKLVIKETLRLHPAAPLLLPRETMADIKIQG--YDIPR 
CYP71B4    299 LSNIYHA-GIDTSAITLIWAMAELVRNPRVMKKAQDEIRTCIGIKQEG--RIMEEDLDKLQYLKLVVKETLRLHPAAPLLLPRETMADIKIQG--YDIPQ 
CYP83A1    294 ILDIVVA-GTDTAAAAVVWGMTYLMKYPQVLKKAQAEVREYMKEKGST--FVTEDDVKNLPYFRALVKETLRIEPVIPLLIPRACIQDTKIAG--YDIPA 
CYP83B1    293 ILDIVVP-GTDTAAAVVVWAMTYLIKYPEAMKKAQDEVRSVIGDKG----YVSEEDIPNLPYLKAVIKESLRLEPVIPILLHRETIADAKIGG--YDIPA 
CYP84A1    313 IMDVMFG-GTETVASAIEWALTELLRSPEDLKRVQQELAEVVGLDRR----VEESDIEKLTYLKCTLKETLRMHPPIPLLLH-ETAEDTSIDG--FFIPK 
CYP84A4    301 IMDVMFG-GTETVALAIEWVLTEILRSPENMKRVQDELTSVVGLDRWR---VEDTHLEKLTFLKCILKETLRLHPPFPLLLH-ETVKDTEISG--YFIPK 
CYP706A1   316 LMDMVLG-GVDTSVNASEFAMAEIVSRPEVLNKIRLELDQVVGKDN----IVEESHLPKLPYLQAVMKETLRLHPTLPLLVPHRNSETSVVAG--YTVPK 
CYP706A2   318 LMDMVLG-GVDTSVNASEFAMAEIVSRPEVLNKIRLELDQVVGKDN----IVEESHLPKLPYLQAVMKETLRLHPTLPLLVPHRNSETSVVAG--YTVPK 
CYP706A3   312 LMDMVLG-GTDTSLHVIEFAMAELLHNPDIMKRAQQEVDKVVGKEK----VVEESHISKLPYILAIMKETLRLHTVAPLLVPRRPSQTTVVGG--FTIPK 
CYP706A7   311 LMDMVLG-GTDTSLNTIEFAMAELINKLEIMKRAQQELDKVVGKNN----IVEEKHITKLPYILSIMKETLRLHPALPLLIPRCPSETTVIGG--YTIPN 
CYP706A5   312 LMDMVVG-GTESSTNTIEFVMAELISNPELMRRAQQELDEVVGKDN----IVEESHITSLPYILAVLKETLRLYPTIPLLVPHRPSETALVGG--YTIPK 
CYP706A6   310 LVDLVVG-GTDTSTNTIEFAMAELIRKPELMKRAQQELDEVVGKDN----IIEESHITRLPFISAIMKETLRLYPTIPLLVPHRPSETALVGG--YTIPK 
CYP706A4   308 LTDMVVG-GTDTSTNTIEFAMAELMSNPELIKRAQEELDEVVGKDN----IVEESHITRLPYILAIMKETLRLHPTLPLLVPHRPAENTVVGG--YTIPK 
CYP79B2    330 IKELVMA-APDNPSNAVEWAMAEMVNKPEILRKAMEEIDRVVGKER----LVQESDIPKLNYVKAILREAFRLHPVAAFNLPHVALSDTTVAG--YHIPK 
CYP79B3    332 IKELVMA-APDNPSNAVEWAIAEMINKPEILHKAMEEIDRVVGKER----FVQESDIPKLNYVKAIIREAFRLHPVAAFNLPHVALSDTTVAG--YHIPK 
CYP79A2    314 VTELMLA-TVDNPSNAAEWGMAEMINEPSIMQKAVEEIDRVVGKDR----LVIESDLPNLNYVKACVKEAFRLHPVAPFNLPHMSTTDTVVDG--YFIPK 
CYP79C1    331 S-DLDVV-GIDNAVNVIEWTLAEMLNQREILEKAVEEIDMVVGKER----LVQESDVPNLNYVKACCRETLRLHPTNPFLVPHMARHDTTLAG--YFIPK 
CYP79C2    314 CKEINLA-TIDNTMNNVEWTIAEMLNHPEILEKATNELDIIVGKDR----LVQESDISQLNYIKACSKESFRLHPANVFMPHHVAREDTTLAG--YFVPK 
CYP79F1    323 CVEFCIA-AIDNPANNMEWTLGEMLKNPEILRKALKELDEVVGRDR----LVQESDIPNLNYLKACCRETFRIHPSAHYVPSHLARQDTTLGG--YFIPK 
CYP79F2    322 CVEFCIA-AIDNPANNMEWTLGEMLKNPEILRKALKELDEVVGKDR----LVQESDIRNLNYLKACCRETFRIHPSAHYVPPHVARQDTTLGG--YFIPK 
CYP703A2   301 IQDMIAA-ATDTSAVTNEWAMAEAIKQPRVMRKIQEELDNVVGSNR----MVDESDLVHLNYLRCVVRETFRMHPAGPFLIPHESVRATTING--YYIPA 
CYP98A8    286 VWNMLTA-GADTTAVVIEWAMAEMIKCPTVQEKAQQELDSVVGSER----LMTESDIPILPYLQCVVKEALRLHPSTPLMLPHKASETVWVGG--YKVPK 
CYP98A9    280 VWNMLTA-GADTTAITIEWAMAEMIRCPTVKEKVQDELDSVVGSGR----LMSDADIPKLPFLQCVLKEALRLHPPTPLMLPHKASESVQVGG--YKVPK 
CYP98A3    293 LWDMITA-GMDTTAITAEWAMAEMIKNPRVQQKVQEEFDRVVGLDR----ILTEADFSRLPYLQCVVKESFRLHPPTPLMLPHRSNADVKIGG--YDIPK 
CYP78A10   333 LWEMIFR-GTDTVAILLEWILARMVLHPDIQAKAQAEIDCIVGDSG---RQVTDSDLPKLPYVRAIVKETLRMHPPGPLLSWARLSIHDTQIG-THFIPA 
CYP78A5    312 LWEMIFR-GTDTVAILVEWVLARMVLHQDIQDKLYREIASATSNNI---RSLSDSDIPKLPYLQAIVKETLRLHPPGPLLSWARLAIHDVHVG-PNLVPA 
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CYP78A6    324 LWEMIFR-GTDTVAVLIEWILARMVLHPDMQSTVQNELDQVVGKS----RALDESDLASLPYLTAVVKEVLRLHPPGPLLSWARLAITDTIVD-GRLVPA 
CYP78A9    324 LWEMIFR-GTDTVAVLIEWILARMVLHPDIQSTVHNELDQIVGRS----RAVEESDVVSLVYLTAVVKEVLRLHPPGPLLSWARLAITDTIID-GRRVPA 
CYP78A8    326 LWEMIFR-GTDTVAVLVEWVLARIVMHPKVQLTVHDELDRVVGRS----RTVDESDLPSLTYLTAMIKEVLRLHPPGPLLSWARLSITDTSVD-GYHVPA 
CYP78A7    331 LWEMIFR-GTDTTALLTEWTMAELVLNPNVQTKLRDEILTAVGDGAD--GDVADADLAKLPYLNAVVKETLRLHPPGPLLSWARLSTSDVQLSNGMVIPK 
CYP77A4    308 CSEFLNG-GTDTTGTAIEWGIAQLIANPEIQSRLYDEIKSTVGDDRR----VDEKDVDKMVFLQAFVKELLRKHPPTYFSLTHAVMETTTLAG--YDIPA 
CYP77A6    310 CSEFLNG-GTDTTGTAIEWGIAQLIVNPEIQSRLYDEIKSTVGD-RE----VEEKDVDKMVFLQAVVKEILRKHPPTYFTLTHSVTEPTTVAG--YDVPV 
CYP77A7    310 CSEFLNA-GTDTTGAAIEWGIAELIANPEIQSRLYDEIKSTVG-DRA----VDERDVDKMVLLQAVVKEILRRHPPTYFTLSHGVTEPTTLSG--YNIPV 
CYP77A9    305 CSEFLNA-GTDTTGTAIEWGIAELISNPKIQSRLYDEIKSTVGDDRT----VEEKDLNKMVFLQAFVKELLRRHPPTYFTLTHGVTEPTNLAG--YDIPV 
CYP77B1    305 CSEIVSA-GTDTSATTLEWALFHLVTDQNIQEKLYEEVVGVVGKNGV----VEEDDVAKMPYLEAIVKETLRRHPPGHFLLSHAAVKDTELGG--YDIPA 
CYP89A4    306 CSEFLNG-GTDTTATALQWIMANLVKNPEIQKRLYEEIKSVVGEEA---KEVEEEDAQKMPYLKAVVMEGLRRHPPGHFVLPHSVTEDTVLGG--YKVPK 
CYP89A5    306 CSEFLNG-GTDTTATALQWIMANLVKNPDIQKRLYEEIKSVVGEEA---NEVEEEDAQKMPYLEAVVMEGLRRHPPGHFVLPHSVTEDTVLGG--YKVPK 
CYP89A6    307 CSEFLNA-GTDTTATALQWIMANLVKNPEIQRRLYEEIKSIVGEEA---KEVEEQDAQKMPYLKAVVMEGLRRHPPGHFVLPHSVTEDTVLGG--YKVPK 
CYP89A7    305 CSEFLIA-GSDTTATVLQWIMANLVKNQEIQERLYEEITNVVGEEA---KVVEEKDTQKMPYLKAVVMEALRRHPPGNTVLPHSVTEDTVLGG--YKVPK 
CYP89A2    301 CSEFLTA-GTDTTATALQWIMANLVKYPEIQERLHEEIKSVVGRSK---GGGEE-DVEKMPYLKALVLEGLRRHPPGHFLLPHSVTEDTVLGG--YKVPK 
CYP89A3    299 CSEFLNA-GTDTTATTLQWIMANLVRNQEIQKRLYEEIKSVIGEEEE--KEIEEEEMKKMPYLKAVVLEGLRLHPPGHLLLPHRVSEDTELGG--YRVPK 
CYP89A9    300 CSEFLNA-ATDPTATSMQWIMAIMVKYPEIQRKVYEEMKTVFAGEEEEREEIREEDLGKLSYLKAVILECLRRHPPGHYLSYHKVTHDTVLGG--FLIPR 
CYP73A5    300 VENINVA-AIETTLWSIEWGIAELVNHPEIQSKLRNELDTVLGPG----VQVTEPDLHKLPYLQAVVKETLRLRMAIPLLVPHMNLHDAKLAG--YDIPA 
CYP701A3   309 LVWETIIETADTTLVTTEWAIYELAKHPSVQDRLCKEIQNVCGGEK-----FKEEQLSQVPYLNGVFHETLRKYSPAPLVPIRYAHEDTQIGG--YHVPA 
consensus  401 ....... ...... .......... .. .........  ...        . . ..  .... ....*..*..........     .  . .  . ..  
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CYP76C2    399 DTQVFVNVWAIGRDPNVWE-NSSRFKPERFLG----KDIDLR----------GRDYELTPFGAGRRICPGLPLAVKTVPLMLASLLYSFDWKLPNGVGS- 
CYP76C4    398 DTQVLVNVWAIGRDPSVWE-NPSQFEPERFMG----KDIDVK----------GRDYELTPFGGGRRICPGLPLAVKTVSLMLASLLYSFDWKLPNGVVS- 
CYP76C1    398 DTQVLVNVWAIGRDPSVWD-NPSQFEPERFLG----KDMDVR----------GRDYELTPFGAGRRICPGMPLAMKTVSLMLASLLYSFDWKLPKGVLS- 
CYP76C5    399 DSHVLVNVWAIGRDPNVWE-NPTQFEPERFLG----KDIDVK----------GTNYELTPFGAGRRICPGLPLALKTVHLMLASLLYTFEWKLPNGVGS- 
CYP76C6    398 DSQVLVNVWAIGRDPLVWE-NPTHFEPERFLG----KEIDVK----------GTDYELTPFGAGRRICPGLPLAMKTVHLMLASLLYTFEWKLPNGVGS- 
CYP76C3    391 NTQVVVNVWAIGRDASVWE-NPMKFEPERFLL----RETDVK----------GRDFELIPFGSGRRMCPGISMALKTMHMVLASLLYSFDWKLQNGVVP- 
CYP76C7    387 NTQVLVNVWAIGRDPNVWK-NPTQFEPERFLG----RGIDVK----------GNHFELIPFGAGRRICPGMPLAFRIMHLVLASLLYGFDWEYQNGVVP- 
CYP76G1    402 ETQVLVNVWAIGRDPKTWI-DPIMFKPERFISD--PDARDFK----------GQDYEFLPFGSGRRMCPALPLASRVLPLAIGSMVRSFDWALENGLNA- 
CYP75B1    389 GSTLLTNIWAIARDPDQWS-DPLAFKPERFLPGGEKSGVDVK----------GSDFELIPFGAGRRICAGLSLGLRTIQFLTATLVQGFDWELAGGVTP- 
CYP705A1   394 NTTLIVNSYAMMRDPDSWQ-DPDEFKPERFLAS--L---------SREEDKKEKILNFLPFGSGRRMCPGSNLGYIFVGTAIGMMVQCFDWEINGDKINM 
CYP705A24  395 GTSLVVNAYAVMRDPDIWE-DPNEFKPERFLDASRL---------GQEEEKKEKTLKFLPFGAGRRGCPGLYLGYTLVETTIGVMVQCFDWEIEGDKVNM 
CYP705A12  382 KTTLVVNLYAVNRDPDSWE-DPDMFKPERFLVSSIS---------GDEEKIREQAVKYVTFGGGRRTCPAVKLAHIFMETAIGAMVQCFDWRIKGEKVYM 
CYP705A13  398 NTTLVVNAYAVMRDPDSWE-DPDEFKPERFLASSRG---------KEEE--REQELKYIPFGSGRRGCPGVNLGYIFVGTAIGMMVHCFDWRTNGDKVNM 
CYP705A15  398 KTTLMINAYAVMRDSDSWE-DPDEFKPERFLASSRS---------EQEKERREQAIKYIAFGSGRRSCPGENLAYIFLGTAIGVMVQGFEWRIKEEKVNM 
CYP705A4   388 NTSVVVNVYAVMRDPDAWE-DPLVFKPERFLASSRA---------EQEEERREKEIKYLPFGSGRRSCPGENLAYVIMGTAIGVMVQGFEWRTTEEKINM 
CYP705A16  399 STTLVVNGYAVMRDPNVWE-EPEEFKPERFLASSRL---------REEEEIREQALKYIAFGSGRRGCPGTNIAYIFVGTAIGMMVQCFDWKIKGDKVDM 
CYP705A19  397 STTLVVNGYAVMRDPNVWE-DPEEFKPERFLASSRL---------MQEDEIREQALKYIAFGSGRRGCPGANVAYIFVGTAIGMMVQCFDWRINGEKVDM 
CYP705A28  399 KTLLVVNTYAIMRDPNFWE-DPEEFKPERFITSSRS---------EQEDEMREEVLKYIPFSAGRRGCPGSNLAYVSLGIAIGVMVQCFDWRIKGEKVNM 
CYP705A30  398 KTLLVVNTYAIMRDPNFWE-DPEEFKPERFIASSRS---------EQEDEVREEVLKYIPFSAGRRGCPGSNLAYISLGIVIGVMVQCFDWRIEGEKVNM 
CYP705A32  401 KTLLVVNVYAIMRDPKLWE-DPEEFKPERFIASSRS---------GQEDEIREEVLKYMPFSTGRRGCPGSNLAYVSVGTAIGVMAQCFDWRIKGEKVNM 
CYP705A2   391 KTILVVNSYAIMRDPDFWE-DPDEFKPERFLSISRS---------GQEDEIRDKFLKYIPFASGRRGCPGTNLAYASVGTAVGVMVQCFDWKIEGENVNM 
CYP705A5   394 KTRLFVNVYAIMRDPDFWE-DPEEFKPERFLASSRL---------GEEDEKREDMLKYIPFGSGRRACPGSHLAYTVVGSVIGMMVQHFDWIIKGEKINM 
CYP705A23  397 NTPLVVNAYAMMRDPGSWE-DPNEFKPERFLGSGK-------------EDEREHGLKYIPFGSGRRGCPGINLAYILVGTAIGVMVQCFDWKIKGNKVNM 
CYP705A20  394 KTTLVVNAYAVMRDPTTWE-DPDEFKPERFLR----------------QEEERRALKHIAFGSGRRGCPGSNLATIFIGTAIGTMVQCFDLSIKGDKVKM 
CYP705A21  396 KTTLIGNAYVMMRDPSVWE-DPEEFKPERFLSSSRS---------TQEEERREQALKYIPFGSGRRGCPGSSLGYIFVGTAVGMMVQCFDWSIKGDKVQM 
CYP705A18  399 KTTLVINAYAVMRDPDSWE-DPDEFKPERFLSYSRS---------GQEDEK-EQTLKYLSFGGGRRGCPGVNLGYIFVGTAIGMMVQCFDWKIEGDKVNM 
CYP705A6   397 KTTLVINAYAVMRDPDSWE-DPDEFKPERFLRSSSS---------GQE----EKPFKYLPFGGGRRGCPGGNLAYIFVGTAIGVMVQCFDWKIKGDKVNM 
CYP705A33  397 KTFLIINAYAWMRDPDSWE-DPNEFKPERFLGSSRL---------GQVDER-EEAQKYIPFGGGRRGCPGANLASIFVGTAIGVMVQCFDWGIKGDKINM 
CYP705A3   397 KTTLIVNVYAIMRDSDSWE-DPEKFKPERFLTSSRS---------GEED---EKELKFLPFGSGRRGCPGANLGSIFVGTAIGVMVQCFDWKIKEDKVNM 
CYP705A22  397 KTTLLINAYVVMRDPNVWE-DPEEFKPERFLASSRS---------GQEDERREQALKFLPFGSGRRGCPGSNLAYMIVGSAIGMMVQCFDWRIEGEKVNM 
CYP705A8   395 KTKLVVNGYAIMRDPDNWE-DPLEFKPERFLASSRS---------SQKDAIKEEVLKYLSFGSGRRGCPGVNLAYVSVETAIGVMVQCFDWKIDGHKINM 
CYP705A9   373 KTTLVVNGYAMMRDPEYWE-DPQEFKPERFLASSRS---------SQNDEIRDELLKYLPFGNGRRACPGANLAYISVGTAIGVMVQCFDWEIKGDKINM 
CYP705A25  401 NTTMMVNAYAVLRDPDSWE-YPEEFQPERFMTSPLK---------GKEDEKAQLALNFIPFGSGRRGCLGKNLGYIFMGVAIGTMVQGFDWRINGDKVNM 
CYP705A27  400 NTTMLINTYAMMIDPDSWE-NPDKFQPERFMVSPSK---------GKDDEREQLALNFIPFGSGRRACPGEKLGYLFTGVAIGTMVQCFDWIIDGDKVNV 
CYP712A1   396 KTRVLVNVYAIMRDSELWA-DADRFIPERFLESSEE------KIGEHQMQFKGQNFRYLPFGSGRRGCPGASLAMNVMHIGVGSLVQRFDWKS-VDGQKV 
CYP712A2   395 GTKIFINAYGIMRDPTTYK-DPDKFMPERFLVVEQDTERKMGYYQQYMLELKGQDVNYLAFGSGRRGCLGASHASLVLSLTIGSLVQCFNWTVKGDEDKI 
CYP93D1    390 KTRVIVNVWAIGRDSNQWE-DPLEFRPERFEGSEWK----------------VMSEKMMSFGAGRRSCPGEKMVFRFVPIILAAIIQCFELKVKGSVDMD 
CYP81D6    402 GSMLLVNIWSMHRDPSIWE-DPEMFKPERFKNEKL-------------------NQKLLSFGMGRRACPGYGLAHRVVSLTLGSMVQCFEWQRIGQEYVD 
CYP81D7    387 GSMLLVNVWSMHRDPSIWE-APEMFKPERFKNEKL-------------------NQKLLSFGFGRRACPGVGLAHRLMSLALGSMVQCFEWQRIGEEYVD 
CYP81D11   395 GTIILVNAWAIHRDPKLWE-EPEKFKPERFEKKGE-------------------DKKLMPFGIGRRSCPGSGLAQRLVTLALGSLVQCFEWERVEEKYLD 
CYP81D2    387 GTMLLTNAWAIHRDPLLWD-DPTSFKPERFEKEGE-------------------AKKLMPFGLGRRACPGSGLAQRLVTLSLGSLIQCFEWERIGEEEVD 
CYP81D3    382 GTMLLT-AWAIHRDPKIWD-DPTSFKPERFEKEGE-------------------AQKLLGFGLGRRACPGSGLAQRLASLTIGSLIQCFEWERIGEEEVD 
CYP81D8    386 GTILLTNVWAIHRDPQLWD-DPMSFKPERFEKEGE-------------------AQKLMPFGLGRRACPGSGLAHRLINLTLGSLIQCLEWEKIG-EEVD 
CYP81D4    384 GTMVLTNAWAMHRDPEVWE-DPEIFKPERFEKEGE-------------------AEKLISFGMGRRACPGAGLAHRLINQALGSLVQCFEWERVGEDFVD 
CYP81D5    383 RTLLLTNVWAMHRDPGLWE-EPERFKPERFEKEGE-------------------ARKLMPFGMGRRACPGAELGKRLVSLALGCLIQSFEWERVGAELVD 
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CYP81D1    393 GTTLLVNAWAIHRDPNTWD-DPDSFKPERFEKEEE-------------------AQKLLAFGLGRRACPGSGLAQRIVGLALGSLIQCFEWERVGNVEVD 
CYP81F3    382 GTMVMVNAWAIHRDPELWN-EPEKFKPERFNGGEGG-----------GRGE--DVHKLMPFGNGRRSCPGAGLGQKIVTLALGSLIQCFDWQKVNGEAID 
CYP81F4    384 DTMVMVNAWAIHRDPDLWT-EPERFNPERFNGGE-------------GEKD--DVRMLIAFGSGRRICPGVGLAHKIVTLALGSLIQCFDWKKVNEKEID 
CYP81F2    382 GTIVLVNAWAIHRDPRLWD-EPEKFMPERFEDQE-------------------ASKKLMVFGNGRRTCPGATLGQRMVLLALGSLIQCFDWEKVNGEDVD 
CYP81F1    387 DTIVMVNAWAIHRDPEIWE-EPEKFNPDRYNDGCG-------------SDY--YVYKLMPFGNGRRTCPGAGLGQRIVTLALGTLIQCFEWENVKGEEMD 
CYP81H1    395 DTIVLVNLWAIHRDPSVWD-DPTSFKPERFEGSDQ-------------FGH--YNGKMMPFGLGRRACPGLSLANRVVGLLLGSMIQCFEWESGSGGQVD 
CYP81G1    398 RTWLFINAWAIQRDPNVWD-DPETFKPERFESETHR-------------------GKFLPFGIGRRACPGMGLAQLVLSLALGSLIQCFDWERDNDVAVD 
CYP81K1    386 NIMLLVNAWAVHRDGELWE-EANVFKPERFEGFVG--------------DR--DGFRFLPFGVGRRACPAAGLGMRVVSLAVGALVQCFEWEKVEAGDID 
CYP81K2    385 NTVLLVNAWAVHRDGELWE-EADVFKPERFEEFVG--------------DR--DGFRFLPFGVGRRACPAAGLAMRVVSLAVGALVQCFEWEKVEKEDID 
CYP82C3    396 GTRLIVNVWKIQRDPKVYM-EPNEFRPERFITGEAK-----------DFDVRGQNFELMPFGSGRRSCPGPSLAMQMLHLGLARFLHSFEVKTVLDRPVD 
CYP82C4    408 GTRLIVNVWKIQRDPKVYM-EPNEFRPERFITGEAK-----------EFDVRGQNFELMPFGSGRRSCPGSSLAMQVLHLGLARFLHSFDVKTVMDMPVD 
CYP82C2    407 GTRMLVNVWKIQRDPRVYM-EPNEFRPERFITGEAK-----------EFDVRGQNFELMPFGSGRRSCPGSSLAMQVLHLGLARFLQSFDVKTVMDMPVD 
CYP82F1    404 GTQLMVSAWKIHRDPNVWS-NPEQFEPERFLT-SNR-----------ELDVGGQSYKFFPFGLGRRSCPAIPLGMRMVHYLLVRFLHSFDLARPSSQDVD 
CYP82G1    389 GTRLLVNIWKLHRDPKIWP-DPKTFKPERFMEDKSQ-----------CEKS---NFEYIPFGSGRRSCPGVNLGLRVVHFVLARLLQGFELHKVSDEPLD 
CYP71A12   386 GTEVIINAWAIQRDPAIWGPDAEEFKPERHLD--STLDYH------------GKDLNFIPFGSGRRICPGINLALGLVEVTVANLVGRFDWRAEAGPNG- 
CYP71A13   386 GTEVIINAWAIQRDTAIWGPDAEEFKPERHLD--SGLDYH------------GKNLNYIPFGSGRRICPGINLALGLAEVTVANLVGRFDWRVEAGPNG- 
CYP71A18   386 GTEVLINAWSIHRDPAIWGPDAEEFKPERHLD--STLDYH------------GQDLKYIPFGSGRRICPGINLAMGLVEVTLANLVGRFDWSVDPGPNG- 
CYP71A14   387 GTQVIINAWAIQRDTMTWGIDAEEFRPERHLD--SLVDFR------------GTNFEFIPFGSGRRICPGIGFAMALVEVTLANLVNRFNWRMEVQHSG- 
CYP71A15   386 GTQVITNAWAIQRDIVTWGIDAEEFRPERHLD--SPLDFR------------GTNFEYIPFGSGRRICPGIGFAMALVEVTLANLVNRFNWRMDARLSG- 
CYP71A19   380 GTQVIINAWAIQRDTTTWGIDAEEFRPERHLD--SILDFQ------------GQDFKFIPFGSGKRICPGIGFTSALIGVTLANIVKRFNWRMDVEPQR- 
CYP71A20   385 GTQVIVNAWAIQRDTTTWGTDAEEFKPERHLD--TNLDFQ------------GQDFKFIPFGSGKRICPGIGFTSALIGVTLANIVKRFNWRMDVEPQR- 
CYP71A27   385 GTHVIINAWALQRNPAIWGLDANEYRPERHFW--YEFGFQ------------RTDSKFVPFGAGRRLCPGIGFSLVLSKLALANLVKRFNWRLKVGPVGD 
CYP71A16   386 GTQVIINAWAIQRDTATWGSDAQEFRPERHFD--STWDFV------------GRNFKYIPFGAGRRLCPGIGLGSVMASVTLANLVKRFDWRVEDGPSGY 
CYP71A28   382 -------AWAIHRDTEKWGPYAEEFKPERHLD--LPLNFQ------------GQDFNFIPFGSGRRLCPDIDFATMLIEVGLANFVYRFNWRVETRPLG- 
CYP71A21   379 GTQVMINAWAIGREAATWGPDAEKFRPERHLD--SSVDFR------------GHNFELVPFGAGRRICPAISFAVVLIEVALANFVHRYDWKLP-EDSKE 
CYP71A22   379 GTQVMINAWAIGREAATWGPDAEKFRPERHLN--SSVDFR------------GHNFELIPFGAGRRICPAISFAVILIEVTLANLVHRYDWRLP-EEYIE 
CYP71A24   378 GTHVMINAWAIGREAATWGPDAEEFRPERHLN--SYVDYR------------GQDTELVPFGAGRRICPAISFAVVLDEVVLANLVHQFDWTLP-EESTE 
CYP71A26   378 GTQVLINAWAIGREAATWGPDVEEFRPERHLD--SSVDYR------------GQAFELIPFGSGRRICPAISFAVVLNEVVLANLVHRFDWRLS-VESTE 
CYP71A25   378 GTQVMMNAWAIGREVATWGPDAEEFKPERHLD--TSVDFR------------GQNFELLPFGAGRRICPAVSFAVVLNEVVLANLVHGFDWKLP-EESKE 
CYP71A23   376 GTQVIVNLWAVGREAATWGPDANEFRPERHLE--SPSDFR------------GQDFELIPFGAGRRMCPGISFAVVLNEVVLANLVHGFDWQS-----ID 
CYP71B36   388 KTRLYVNVWAIGRDPDTWK-DPEEFLPERFVN--SSIDAK------------GQHFELLPFGSGRRMCPAMYMGTTMVEFGLANMLYHFDWKIPVGMVA- 
CYP71B37   388 KTRLYVNVWGIGRDPDTWK-DPEEFLPERFVN--SNIDAK------------GQNFELLPFGSGRRMCPAMYMGTTMVEFGLANLLYHFDWKLPEGMVV- 
CYP71B9    386 KTLLYVNVWAIGRDPDSWK-DADMFYPERFMD--NNIDAK------------GQNFELLPFGSGRRICPGMYMGTTMVEFGLANMLYQFDWEVPDGMVV- 
CYP71B10   391 KTRLHVNVWAIGRDPEIWK-DPEEFLPERFMD--CDIDVK------------GQDYELLPFGSGRRICPAVYMGITTVEFGLANLLYHFDWKLPEGVAV- 
CYP71B26   388 KTRLHVNVWAIGRDPDTWK-DPEMFLPERFND--SNIDAK------------GQNFELLSFGSGRRICPGLYMGTTMVEFGLANMLYHFDWKLPEGMVV- 
CYP71B33   388 KTQIHVNVWAIGRDPNTWK-DPEEFLPERFID--SNIDTK------------GQNFELLPFGGGRRMCPAMYMGTTMVEFGLANLLYHFDWKLPEGMKV- 
CYP71B34   388 KTRLHVNVWAIGRDPDTWK-DPEVFLPERFTD--NNIDAK------------GQHFELLPFGGGRRMCPAVYMGTTMVEFGLANLLYHFDWKLPEGMKV- 
CYP71B35   387 KTRLHVNVWAIGRDPDTWK-DPEVFLPERFMD--NNIDAK------------GQHFELLPFGGGRRICPAIYMGTTMVEFGLANLLYHFDWKLPEGVEV- 
CYP71B11   384 KTWIHVNIWAIHRNPNVWK-DPEAFIPERFMD--NQIDYK------------GLNFEFLPFGSGRRMCPGIGMGMALVHLTLINLLYRFDWKLPEGMEV- 
CYP71B12   384 KTWIHVNIWAIHRNPNVWK-DPEAFIPERFMD--SQIDYK------------GLNFELLPFGSGRRICPGIGMGMALVHLTLINLLYRFDWKLPEGMKV- 
CYP71B14   384 KTWIYVNIWAVQRNPNVWK-DPEVFIPERFMH--SEIDYK------------GVDFELLPFGSGRRMCPGMGLGMALVHLTLINLLYRFDWKLPEGMNI- 
CYP71B13   384 KTWIHVNIWAIHRNPNVWK-DPEAFIPERFMD--NQIDYK------------GLNFELLPFGSGRRICPGIGMGMALIHLTLINLLYRFDWKLPEGMEV- 
CYP71B6    394 GTRIHVNAWAIGRNPDVWK-DPDEFIPERFVD--SNVETK------------GTSFELLPFGSGRRGCPAMYVGLSTVEYTLANLLYHFDWKA-----T- 
CYP71B28   388 KTQIMINAYAIARDPKLWT-NPDEFNPDRFLD--SSIDYR------------GLNFELLPFGSGRRICPGMTMGIAIVELGLLNLLYFFDWGLPE----- 
CYP71B29   388 KTQIMINVYAIARDPKLWT-NPDEFNPDRFLD--SSIDYK------------GLNFELLPFGSGRRICPGMTMGITLVEFALLNLLYFFDWGLPE----- 
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CYP71B7    394 KTQMMINIYSIARDPKLWT-NPDEFNPDRFLD--SSIDYR------------GLNFELLPFGSGRRICPGMTLGITTVELGLLNLLYFFDWVVPVGKNV- 
CYP71B15   388 KTQILVNVYAMGRDPKLWE-NADEFNPDRFLD--SSVDFK------------GKNYEFIPFGSGRRICPGMTMGTILVEMALLNLLYFFDWGLAK----- 
CYP71B23   391 KTQIMVNVYAIGRDPDLWE-NPEEFKPERFVD--SSVDYR------------GLNFELLPFGSGRRICPGMTMGIATVELGLLNLLYFFDWGLPEGRTV- 
CYP71B16   392 KRRILVNTWAIGRDPTLWI-NPEEFNPERFIN--NPVDYR------------GQHFELLPFGSGRRICPGMGLGITIVELGLLNLLYFFDWRAPDGMTH- 
CYP71B17   392 KRRILVNAWAIGRDPKLWT-DPEEFKPERFID--SPVDYR------------GQHFELLPFGSGRRICPGMAMGMATLELGLLNLLYFFDWKLPDGMSH- 
CYP71B18   392 KRRILVNAWAIGRDPKLWT-NPEEFNPERFIN--SPVDYR------------GQHFELLPFGSGRRICPGISMGMATVELGLLNLLYFFDWKLPDGMTH- 
CYP71B19   392 KRRILVNVSAIGRDPKLWT-NPKEFDPERFMD--SFVDYR------------GQHYELLPFGSGRRICPGMPMGIAAVELGLLNLLYFFDWKLPDGMTH- 
CYP71B20   392 KRRILVNVSAIGRDPKLWT-NPEEFDPERFMD--SSVDYR------------GQHYELLPFGSGRRICPGMPMGIAAVELGLLNLLYFFDWKLPDGMTH- 
CYP71B2    392 KTQIQLNVWTIGRDPKRWN-DPEEFNPERFAN--SSVDFR------------GQHFDLLPFGSGRRICPGMPMAIASVELALMNLLYYFDWSMPDGTKG- 
CYP71B27   391 KTQIQVNVWTIGRDPKRWT-DPEEFRPERFAN--TCVDFR------------GQHFDFLPFGSGRRICPAISMAIATVELGLMNLLDFFDWRLPDGMKV- 
CYP71B21   389 NTMIEINTYAIGRDPNCWT-NPNEFIPERFVD--SPIDYK------------GQHFELLPFGGGRRICPGMATGMTIVELGLLNVLYFFDWSLPYGMAI- 
CYP71B22   389 NTMIEINTYSIGRDPNCWE-NPNDFNPERFID--SPVEYK------------GQHYELLPFGAGRRICPGMATGITIVELGLLNVLYFFDWSLPDGMKI- 
CYP71B38   389 NTMIQINTYAIGRDPKYWK-QPGEFIPERFLD--SPIDYK------------GQHFELLPFGAGRRICPGMATGITMVELGLLNLLYFFDWSLPNGMTI- 
CYP71B5    387 NTMIQINTYTIGRDPKNWT-KPDEFIPERFVD--NPIEYK------------GQHFELLPFGAGRRVCPGMATGITIVELGLLSLLYFFDWSLPNGMTT- 
CYP71B31   389 NAHVKINTYAIGRDPKRWT-NPEEFNPERFLN--TSINYK------------GQHYELLPFGAGRRNCPGMTLGITILELGLLNILYYFDWSLPSGMTI- 
CYP71B8    391 NAHIKISTYAIGRDPKCWT-NPEEFNPERFAN--TSINYK------------GQHYELLPFGAGRRSCPGMTLGITILELGLLNILYYFDWSLPNGMTI- 
CYP71B32   390 NALIRINTYTIGRDLKCWS-NPE-----RFLN--TSINYK------------GQDYKLLPFGAGRRSCPGMNLGITILELGLLNILYFFDWSFPNGMTI- 
CYP71B24   390 KTILLVNVWSIGRDPKHWK-NPEEFNPERFID--CPIDYK------------GNSFEMLPFGSGRRICPGIAFAIATVELGLLNLLYHFDWRLPE--ED- 
CYP71B3    393 KTILLVNAWSIGRNPELWE-NPEEFNPERFID--CPMDYK------------GNSFEMLPFGSGRKICPGIAFGIATVELGLLNLLYYFDWRLAE--ED- 
CYP71B25   393 KTLLLVSAWSLGRDPKYWK-NPEEFNPERFID--CPVDYK------------GHSFEFLPFGSGRRFCPGMASAIATIELTLLNLLYFFDWKLPE--EM- 
CYP71B4    394 KRALLVNAWSIGRDPESWK-NPEEFNPERFID--CPVDYK------------GHSCELLPFGSGRRICPGIAMAIATIELGLLNLLYFFDWNMPE--KK- 
CYP83A1    389 GTTVNVNAWAVSRDEKEWGPNPDEFRPERFL--EKEVDFK------------GTDYEFIPFGSGRRMCPGMRLGAAMLEVPYANLLLSFNFKLPNGMKP- 
CYP83B1    386 KTIIQVNAWAVSRDTAAWGDNPNEFIPERFMNEHKGVDFK------------GQDFELLPFGSGRRMCPAMHLGIAMVEIPFANLLYKFDWSLPKGIKP- 
CYP84A1    405 KSRVMINAFAIGRDPTSWT-DPDTFRPSRFLEP-GVPDFK------------GSNFEFIPFGSGRRSCPGMQLGLYALDLAVAHILHCFTWKLPDGMKP- 
CYP84A4    394 GSRVMVNTYALGRDPNSWS-DPESFNPGRFLNP-IAPDLK------------GNNFEFVPFGSGRRSCPGMQLGLYAFELAVAHLLHCFTWSLPDGMNP- 
CYP706A1   409 DSKIFINVWAIHRDPKNWD-EPNEFKPERFLENS-LDFNG-------------GDFKYLPFGSGRRICAAINMAERLVLFNIASLLHSFDWKAPQG---- 
CYP706A2   411 DSKIFINVWAIHRDPKNWD-EPNEFKPERFLENS-LDFNG-------------GDFKYLPFGSGRRICAAINMAERLVLFNIASLLHSFDWKAPQG---- 
CYP706A3   405 DSKIFINAWAIHRNPNVWE-NPLKFDPDRFLDMS-YDFKG-------------NDFNYLPFGSGRRICVGMAMGERVVLYNLATFLHSFDWKIPQG---- 
CYP706A7   404 DSKVFINVWAIHRNPNVWE-NPLEFNPDRFLDKG-YDFSG-------------NDYSYFPFGSGRRICAGMAMAEKVVLYNLATLLHSFDWRIGEG---- 
CYP706A5   405 NTKIFINVWSIQRDPNVWE-YPTEFRPERFLDKKSCDFTG-------------TDYSYLPFGSGRRICAGIALAERMILYTLATLLHSFDWTIPDG---- 
CYP706A6   403 NTKIFINVWSIQRDPNVWE-YPTEFRPERFLDKKSCDFTG-------------TDYSYLPFGSGRRICAGIALAERMILYTLATLLHSFDWKIPEG---- 
CYP706A4   401 DTKIFVNVWSIQRDPNVWE-NPTEFRPERFLDNNSCDFTG-------------ANYSYFPFGSGRRICAGVALAERMVLYTLATLLHSFDWKIPEG---- 
CYP79B2    423 GSQVLLSRYGLGRNPKVWA-DPLCFKPERHLNEC------------SEVTLTENDLRFISFSTGKRGCAAPALGTALTTMMLARLLQGFTWKLPENETR- 
CYP79B3    425 GSQVLLSRYGLGRNPKVWS-DPLSFKPERHLNEC------------SEVTLTENDLRFISFSTGKRGCAAPALGTAITTMMLARLLQGFKWKLAGSETR- 
CYP79A2    407 GSHVLISRMGIGRNPSVWD-KPHKFDPERHLSTN------------TCVDLNESDLNIISFSAGRRGCMGVDIGSAMTYMLLARLIQGFTWLPVPGKNK- 
CYP79C1    423 GSHILVSRPGVGRNPKTWD-EPLIYRPERHITG-------------NEVVLTEPDLRLVSFGTGRRGCVGAKLGTSMIVTLLGRLLQGFDWTIPPGTTDR 
CYP79C2    407 GSQILVSRLGLGRNPKIWD-EPNAFKPERYLDGHVEKS--------LGVTLMEPDMRFVTFGTGRRSCPGTKIGTSMTIMLLARLIQGFEWTLPIGKSS- 
CYP79F1    416 GSHIHVCRPGLGRNPKIWK-DPLVYKPERHLQGD-GIT--------KEVTLVETEMRFVSFSTGRRGCIGVKVGTIMMVMLLARFLQGFNWKLHQDFGP- 
CYP79F2    415 GSHIHVCRPGLGRNPKIWK-DPLAYEPERHLQGD-GIT--------KEVTLVETEMRFVSFSTGRRGCVGVKVGTIMMAMMLARFLQGFNWKLHRDFGP- 
CYP703A2   394 KTRVFINTHGLGRNTKIWD-DVEDFRPERHWPVEGSGR--------VEISHG-PDFKILPFSAGKRKCPGAPLGVTMVLMALARLFHCFEWSSPGNIDT- 
CYP98A8    379 GATVYVNVQAIGRDPANWI-NPYEFRPERFLQEETDVKGR--------------DFRVLPFGSGRRMCPAAQLSMNLMTLVMGNLLHCFSWSSP---VPG 
CYP98A9    373 GATVYVNVQAIARDPANWS-NPDEFRPERFLVEETDVKGQ--------------DFRVLPFGSGRRVCPAAQLSLNMMTLALGSLLHCFSWTSS---TPR 
CYP98A3    386 GSNVHVNVWAVARDPAVWK-NPFEFRPERFLEEDVDMKGH--------------DFRLLPFGAGRRVCPGAQLGINLVTSMMSHLLHHFVWTPPQG-TKP 
CYP78A10   428 GTTAMVNMWAITHDEKVWP-EAHEYKPERFLGAQESNNFP----------IMGSDLRLAPFGAGRRVCPGKSMGLATVELWLAQLLGSYKWVS-CGEVD- 
CYP78A5    407 GTIAMVNMWSITHNAKIWT-DPEAFMPERFISEDVS--------------IMGSDLRLAPFGSGRRVCPGKAMGLATVHLWIGQLIQNFEWVKGSCDVE- 
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CYP78A6    418 GTTAMVNMWAVSHDPHVWV-DPLEFKPERFVAKEGEVEFS----------VLGSDLRLAPFGSGRRICPGKNLGFTTVMFWTAMMLHEFEWG-PSDGNGV 
CYP78A9    418 GTTAMVNMWAIAHDPHVWE-NPLEFKPERFVAKEGEVEFS----------VLGSDLRLAPFGSGRRVCPGKNLGLTTVTFWTATLLHEFEWLTPSDEKTV 
CYP78A8    420 GTTAMVNMWAIARDPHVWE-DPLEFKPERFVAKEGEAEFS----------VFGSDLRLAPFGSGKRVCPGKNLGLTTVSFWVATLLHEFEWLPSVEANPP 
CYP78A7    428 GTTAMVNMWAITHDQTVWS-DPLKFDPERFTG---NADMD----------IRGGDLRLAPFGAGRRVCPGKNMGLATVTRWVAELVRRFEWGQ-DQTEPV 
CYP77A4    401 GVNVEVYLPGISEDPRIWN-NPKKFDPDRFMLGKE--DADITG---------ISGVKMIPFGVGRRICPGLAMATIHVHLMLARMVQEFEWCAHPPGSEI 
CYP77A6    402 GINVEFYLPGINEDPKLWS-DPKKFNPDRFISGKE--EADITG---------VTGVKMMPFGIGRRICPGLAMATVHVHLMLAKMVQEFEWSAYPPESEI 
CYP77A7    402 GVNIEFYLPGISEDPKIWS-EPKKFDPDRFLSGRE--DADITG---------VAGVKMMPFGVGRRICPGMGMATVHVHLMIARMVQEFEWLAYPPQSEM 
CYP77A9    398 GANVEFYLPGISEDPKIWS-KPEKFDPDRFITGGE--DADLTG---------VAGVKMMPFGIGRRICPGLGMAVVHVELMLSRMVQEFEWSSYPPESQV 
CYP77B1    398 GAYVEIYTAWVTENPDIWS-DPGKFRPERFLTGGDGVDADWTG---------TRGVTMLPFGAGRRICPAWSLGILHINLMLARMIHSFKWIPVP-DSPP 
CYP89A4    400 KGTINFMVAEIGRDPMVWE-EPMAFKPERFMG--EEEAVDITG---------SRGIKMMPFGAGRRICPGIGLAMLHLEYYVANMVREFEWKEVQ-GHEV 
CYP89A5    400 NGTINFMVAEIGRDPKVWE-EPMAFKPERFM----EEAVDITG---------SRGIKMMPFGAGRRICPGIGLAMLHLEYYVANMVREFDWKEVQ-GHEV 
CYP89A6    401 KGTINFMVAEIGRDPKVWE-EPMAFKPERFM----EEAVDITG---------SRGIKMMPFGAGRRICPGIGLAMLHLEYYVANMVREFEWQEVQ-GHEV 
CYP89A7    399 KGTINFLVAEIGRDPKVWE-EPMAFKPERFMG--EEEAVDITG---------SRGIKMMPFGAGRRICPGIGLAMLHLEYYVANMVREFQWKEVE-GHEV 
CYP89A2    394 NGTINFMVAEIGRDPVEWE-EPMAFKPERFMG--EEEAVDLTG---------SRGIKMMPFGAGRRICPGIGLAMLHLEYYVANMVREFQWKEVE-GHEV 
CYP89A3    394 KGTFNINVAMIGRDPTVWE-EPMEFKPERFIG--EDKEVDVTG---------SRGIKMMPFGAGRRICPGIGSAMLHLEYFVVNLVKEFEWKEVE-GYEV 
CYP89A9    397 QGTINFMVGEMGRDPKIWE-DPLTFKPERFLENGEACDFDMTG---------TREIKMMPFGAGRRMCPGYALSLLHLEYYVANLVWKFEWKCVE-GEEV 
CYP73A5    393 ESKILVNAWWLANNPNSWK-KPEEFRPERFFEEESHVEAN------------GNDFRYVPFGVGRRSCPGIILALPILGITIGRMVQNFELLPPPGQSKV 
CYP701A3   402 GSEIAINIYGCNMDKKRWE-RPEDWWPERFLDDGKYETSD--------------LHKTMAFGAGKRVCAGALQASLMAGIAIGRLVQEFEWKLRDGEEE- 
consensus  501  . .... ... ... ..  ........*..                     .  .....*..*...*... ... .. .... ..  .....        
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CYP76C2    483 EDLDMDETFGLTLHKTNPLHAVPVKKRGRN------------------- 
CYP76C4    482 EDLDMDETFGITLHRTNTLYAIPVKKQTIN------------------- 
CYP76C1    482 EDLDMDETFGLTLHKTNPLHAVPVKKRANIN------------------ 
CYP76C5    483 EDLDMGETFGLTVHKTNPLLACL-------------------------- 
CYP76C6    482 EDLDMEETFGLTVHKTNPLLAVPLKKRAIN------------------- 
CYP76C3    475 GNIDMSETFGLTLHKAKSLCAVPVKKPTISSSY---------------- 
CYP76C7    471 ENVDMNEAFGATLHKAEPLCIVPIKKRV--------------------- 
CYP76G1    488 EEMDMGERIGITLKKAVPLEAIPIPYRGT-------------------- 
CYP75B1    477 EKLNMEESYGLTLQRAVPLVVHPKPRLAPNVYGLGSG------------ 
CYP705A1   482 EEATGG-FLITMAH---PLTCTPIPLPRTQNSLISHL------------ 
CYP705A24  485 QEGSGLRFFLDLAH---PLKCTPIPRIINHEPSNTQIPNS--------- 
CYP705A12  472 E-EAVSGLSLKMAH---PLKCTPVVRFDPFSF----------------- 
CYP705A13  486 E-ETVAGITLNMAH---PLRCTPVSRMQLQKSQFVSS------------ 
CYP705A15  488 E-EANVGLSLTMAY---PLKVTPVPRTLVPLTQNPLNRSS--------- 
CYP705A4   478 D-EAVVGLSLTMAH---PLKIIPVARTSNSLTSSLQKCL---------- 
CYP705A16  489 K-EAIGGLNLTLAH---PLKCTPVARSPKPF------------------ 
CYP705A19  487 K-EAIGGLNLTLAH---PLKCTPVARFPKPF------------------ 
CYP705A28  489 S-ETAGTIMLAMAQ---PLKCTPVPRTLNLLPSSLHIPSS--------- 
CYP705A30  488 N-EAAETTALSMAQ---PLKCTPVSRTKNPLPSSLHIPSS--------- 
CYP705A32  491 N-EAAGTLVLTMAQ---PLMCTPGPRTLNPLPSSLHVPIS--------- 
CYP705A2   481 N-EAAGTMVLTMAH---PLKCTPVPRTLNLLPP---------------- 
CYP705A5   484 K-EGG-TMTLTMAH---PLKCTPVPRNLNT------------------- 
CYP705A23  483 E-EARGSLVLTMAH---PLKCIPVARTQIPSC----------------- 
CYP705A20  477 D-EVG-GLNLTMAH---PLECILVPRTQPFISNQQIPSL---------- 
CYP705A21  486 D-EAG-GLNLSMAH---SLKCTPVPRNRPLLADQ--------------- 
CYP705A18  488 E-ETYGGMNLTMVN---PLKCTPVPRTQPFSFTSNLEILSS-------- 
CYP705A6   483 E-ETFEGMNLSMVH---PLKCTPVLRSQPFF------------------ 
CYP705A33  486 E-ETFEGLTLTMVH---PIKCTPIPRTLPFVTSNLQSPSS--------- 
CYP705A3   484 E-ETFEGMTLKMVH---PLTCTPFFEPNLYLLLLISKFPCLILSFGAC- 
CYP705A22  487 K-EAVKGTILTMAH---PLKLTPVTRQPPLTWI---------------- 
CYP705A8   485 N-EVAGKGTLSMAH---PLKCTLVPRSVTPLTSK--------------- 
CYP705A9   463 D-EAPGKITLTMAH---PLNCTLVPRTLIPVTSTVQIPSS--------- 
CYP705A25  491 E--ETGEMTLTMAH---PLKCIPVARINPASFDP--------------- 
CYP705A27  490 E--EAGEMTLTMAH---PLKCTPVTRVNPLASFESEDPKWLMEEFDMYC 
CYP712A1   488 DLSQGSGFSAEMAR---PLVCNPVDHFNTF------------------- 
CYP712A2   494 KIKLPTGFSASGTAGGSSLMCSPELCFDPFGYQTK-------------- 
CYP93D1    473 E---GTGSSLPRAT---PLVCVPVAKEATQSFSLLEPNVNF-------- 
CYP81D6    482 NSEDKTVVLMRPTT---PLLAMCKARPIVHEILDAFA------------ 
CYP81D7    467 TREE-PMAMMRPAT---PLLAMCKARPIVHKFLDAFA------------ 
CYP81D11   475 MRESEKGTTMRKAT---SLQAMCKARPIVHKVLDASCP----------- 
CYP81D2    467 MTEGPG-LTMPKAR---PLEAMCRARDFVGKILPDSS------------ 
CYP81D3    461 MTEGGGGVIMPKAI---PLVAMCKARPVVGKILNESA------------ 
CYP81D8    465 MSEGKG-VTMPKAK---PLEAMCRARPSVVKIFNESV------------ 
CYP81D4    464 MTEDKG-ATLPKAI---PLRAMCKARSIVDKLI---------------- 
CYP81D5    463 MTEGEG-ITMPKAT---PLRAMCKARAIVGKTI---------------- 
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CYP81D1    473 MKEGVG-NTVPKAI---PLKAICKARPFLHKIIS--------------- 
CYP81F3    468 MTETPG-MAMRKKI---PLSALCQSRPIMSKLQAHLKG----------- 
CYP81F4    468 MSEGPG-MAMRMMV---PLRALCKTRPIMNKLPAYTKV----------- 
CYP81F2    462 MTENPG-MAMRKLV---QLRAVCHKRPIMTNLLA--------------- 
CYP81F1    471 MSESTG-LGMRKMD---PLRAMCRPRPIMSKLLL--------------- 
CYP81H1    479 MTEGPG-LSLPKAE---PLVVTCRTREMASELLFFGSEPSNKNV----- 
CYP81G1    478 MSEGKG-LTMPKSV---PLVAKCKSLPILDKLVL--------------- 
CYP81K1    469 MRPVFG-VAMAKAE---PLVALPKPWSEMVPILSQL------------- 
CYP81K2    468 MRPAFS-VAMDRAE---PLIALLKPCPEMVPILSQL------------- 
CYP82C3    484 MSESPG-LTITKAT---PLEVLINPRLKRELFV---------------- 
CYP82C4    496 MSENPG-LTIPKAT---PLEVLISPRIKEELFV---------------- 
CYP82C2    495 MTESPG-LTIPKAT---PLEILISPRLKEGLY----------------- 
CYP82F1    491 MTESNG-LVNHKAT---PLEVNIIPRLHKSLYEVDHIGTDN-------- 
CYP82G1    474 MAEGPG-LALPKIN---PVEVVVMPRLDPKLYSLL-------------- 
CYP71A12   471 DQPDLTEAFGLDVCRKFPLIAFPSSVI---------------------- 
CYP71A13   471 DQPDLTEAIGIDVCRKFPLIAFPSSVV---------------------- 
CYP71A18   471 DQPDLAEDFGLDVCRKNPLIAFPSSVA---------------------- 
CYP71A14   472 DEYDLAESTGLDVCRKFPLIVFPSPA----------------------- 
CYP71A15   471 DEYDLAEATGIDVCRKFPLIVFPSNA----------------------- 
CYP71A19   465 VQHDLTEATGLVVFRKFPLIAIPSSA----------------------- 
CYP71A20   470 VQHDLTEATGLVVFRKFPLIAIPSSA----------------------- 
CYP71A27   471 DKPDLAEASGIDVCRKFPLIVFPSIAHTH-------------------- 
CYP71A16   472 DKPDLVEGAGIDVCRKFPLVVFPSSA----------------------- 
CYP71A28   460 -DDDGLKQTGMEVCHKFPLIAFPSLASFTI------------------- 
CYP71A21   464 NQTNVAESTGMVIHRLFPLYAIASSTT---------------------- 
CYP71A22   464 DQTNVAESTGMVIHRLFPLYAIVSSTT---------------------- 
CYP71A24   463 YQTDVAESTGMAVHRMFPLFAMTT------------------------- 
CYP71A26   463 DQTEVAESTGIAIHRMFPLYAIASNTT---------------------- 
CYP71A25   463 DKTDVAESSGFSVHREFPLYAVASPYLT--------------------- 
CYP71A23   457 DETDVAESIGSVIRRMHPLYVIPSSTT---------------------- 
CYP71B36   472 EDIDLEESPGLNASKKNELVLVPLKYLDH-------------------- 
CYP71B37   472 EDIDMEESPGLNASKKNELVLVPRKYLNL-------------------- 
CYP71B9    470 EDIDMEESPGLAVGKKNELLLVPVKYLGH-------------------- 
CYP71B10   475 EDIYMDEASGLTSHKKHDLLLVPVKSLV--------------------- 
CYP71B26   472 EDIDMEEAPGLTVSKKSELVLVPVKYLDH-------------------- 
CYP71B33   472 EDMDMEEAPGLTVNKKNDLLLVPVKYLDN-------------------- 
CYP71B34   472 DDIDMEEAPGLTVNKKNELILVPTKFLDP-------------------- 
CYP71B35   471 KDIDVEEAPGLTVNKKNELLLVPEMRRSCG------------------- 
CYP71B11   468 EDVDLEESYGLVCPKKVPLQLIPVLTQWS-------------------- 
CYP71B12   468 ADVDLEESYGLVCPKKIPLQLIPVL------------------------ 
CYP71B14   468 EDVDLEESYGLVCPKKVPLQLIPVLTQWT-------------------- 
CYP71B13   468 EDVDLEESYGLVCPKKVPLELIPVLTQWT-------------------- 
CYP71B6    473 EEVSVEEAPGLTSHRKHPLHLVPVNVINRKL------------------ 
CYP71B28   468 ----KEEAKEIITGNEVALDLVQVFLH---------------------- 
CYP71B29   468 ----KEEADKIITGNGVAVGLVQVLLH---------------------- 



© 2001 Søren Bak and Suzanne Paquette 

27 of 28 

CYP71B7    478 KDINLEETGSIIISKKTTLELVPLVHH---------------------- 
CYP71B15   468 ----QEEAKEIINGEENFLAFFQVLHH---------------------- 
CYP71B23   475 KDIDLEEEGAIIIGKKVSLELVPTRRQ---------------------- 
CYP71B16   476 KDIDTEEAGILTVVKKVPLKLVPVRVQ---------------------- 
CYP71B17   476 KDIDTEEAGTLTVVKKVHLKLVPVRVP---------------------- 
CYP71B18   476 KDIDTEEVGTLTIVKKVPLKLLPVRFQ---------------------- 
CYP71B19   476 KDIDTEEAGTLTIVKKVPLKLVPVRVQ---------------------- 
CYP71B20   476 KDIDTEEAGTLTIVKKVPLQLVPVRVQ---------------------- 
CYP71B2    476 EDIDMEEAGNISIVKKIPLQLVPVQRY---------------------- 
CYP71B27   475 EDIDIEEAGNVTVVKKLLIYLVPLQRH---------------------- 
CYP71B21   473 ADINMEEAGAFVIAKKVPLELVPVLHY---------------------- 
CYP71B22   473 EDIDMEEAGAFVVAKKVPLELIPTPHQW--------------------- 
CYP71B38   473 EDIDMEEDEGFAIAKKVPLVLIQTSHRW--------------------- 
CYP71B5    471 KDIDMEEDGAFVIAKKVSLELVPTLHRW--------------------- 
CYP71B31   473 KDIDMEEDGALNIAKKVPLQLVPTLP----------------------- 
CYP71B8    475 KDIDMEEDGALTIAKKVPLELIPTLPASLCIK----------------- 
CYP71B32   469 EDIDMEENGALNKTLELIPTLPSALVNKSIR------------------ 
CYP71B24   472 KDLDMEEAGDVTIIKKVPLKLVPVLHH---------------------- 
CYP71B3    475 KDIDMEEAGDATIVKKVPLELVPIIHH---------------------- 
CYP71B25   475 KDMNMEESGDVTIVKKVPLELLPVLYH---------------------- 
CYP71B4    476 KDMDMEEAGDLTVDKKVPLELLPVIRISL-------------------- 
CYP83A1    474 DDINMDVMTGLAMHKSQHLKLVPEKVNKY-------------------- 
CYP83B1    473 EDIKMDVMTGLAMHKKEHLVLAPTKHI---------------------- 
CYP84A1    490 SELDMNDVFGLTAPKATRLFAVPTTRLICAL------------------ 
CYP84A4    479 GDVDTVEGPGLTVPKAIPLVAVPTTRLLCPIVVS--------------- 
CYP706A1   490 QKFEVEEKFGLVLKLKSPLVAIPVPRLSDPKLYTA-------------- 
CYP706A2   492 QKFEVEEKFGLVLKLKSPLVAIPVPRLSDPKLYTA-------------- 
CYP706A3   486 ERVEVEEKFGIVLELKNPLVATPVLRLSDPNLYL--------------- 
CYP706A7   485 EKVELEEKFGILLKLKNPLVATPVLRLSDPNLFL--------------- 
CYP706A5   487 HVLDLEEKFGIVLKLKTPLVALPIPRLSNSNFYF--------------- 
CYP706A6   485 HILDLKEKFGIVLKLKSPLVALPVPRLSNSNLYL--------------- 
CYP706A4   483 HVLDLKEKFGIVLKLKIPLVALPIPRFSDSNLYL--------------- 
CYP79B2    509 VELMESSHDMFLAKPLVMVGDLRLPEHLYPTVK---------------- 
CYP79B3    511 VELMESSHDMFLSKPLVLVGELRLSEDLYPMVK---------------- 
CYP79A2    493 IDISESKNDLFMAKPLYAVATPRLAPHVYPT------------------ 
CYP79C1    509 VELVESKENLFMANPLMACVKPRLDPNMYPKLWTGPA------------ 
CYP79C2    497 VELISAESNLFMAKPLLACAKPRLAPSLYPKIQI--------------- 
CYP79F1    505 LSLEEDDASLLMAKPLHLSVEPRLAPNLYPKFRP--------------- 
CYP79F2    504 LSLEEDDASLLMAKPLLLSVEPRLASNLYPKFRP--------------- 
CYP703A2   483 --VEVYGMTMPKAKPLRAIAKPRLAAHLYT------------------- 
CYP98A8    461 ERIDMSENPGLLCNMRTPLQALALPRAAARAIPLPLD------------ 
CYP98A9    455 EHIDMTEKPGLVCYMKAPLQALASSRLPQELYL---------------- 
CYP98A3    470 EEIDMSENPGLVTYMRTPVQAVATPRLPSDLYKRVPYDM---------- 
CYP78A10   515 -LSETLKLSLEMKNTLVCKAIPRG------------------------- 
CYP78A5    491 -LAEVLKLSMEMKNPLKCKCKAVPRNVGFA------------------- 
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CYP78A6    506 DLSEKLRLSCEMANPLPAKLRRRRS------------------------ 
CYP78A9    507 DLSEKLRLSCEMANPLAAKLRPRRSFSV--------------------- 
CYP78A8    509 DLSEVLRLSCEMACPLIVNVSSRRKIM---------------------- 
CYP78A7    513 DLGEVLKLSCEMEHPLRAVVTEIF------------------------- 
CYP77A4    489 DFAGKLEFT-VVMKNPLRAMVKPRI------------------------ 
CYP77A6    490 DFAGKLEFT-VVMKKPLRAMVKPRV------------------------ 
CYP77A7    490 DFAGKLVFA-VVMKKPLRAMVRPRVQ----------------------- 
CYP77A9    486 DFTGKLVFA-VVMKNPLRARVKARV------------------------ 
CYP77B1    487 DPTETYAFT-VVMKNSLKAQIRSRT------------------------ 
CYP89A4    487 DLTEKFEFT-VVMKHSLKALAVLRRSH---------------------- 
CYP89A5    485 DLTEKLEFT-VVMKHPLKALAVPRRSH---------------------- 
CYP89A6    486 DLTEKLEFT-VVMKHPLKALAVPRRSH---------------------- 
CYP89A7    486 DLTEKVEFT-VIMKHPLKAIAVPRRSH---------------------- 
CYP89A2    481 DLTEKLEFT-VVMKHPLKALAVPRRCH---------------------- 
CYP89A3    481 DLSEKWEFT-VVMKYPLKALAVTRRKEKTHIVMA--------------- 
CYP89A9    486 DLSEKQQFITMVMKNPFKANIYPRRK----------------------- 
CYP73A5    480 DTSEKGGQFSLHILNHSIIVMKPRNC----------------------- 
CYP701A3   486 ----NVDTYGLTSQKLYPLMAIINPRRS--------------------- 
consensus  601    .  .   ...    ..  ..                           
 


