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Pp_CPRc   -------------------------MTTTTGMALS---------------------------FMPPFFSIFEVWACLLLVGTVAFFVWRQQ--------- 
Pp_CPRd   --------------------------MATSAMALS---------------------------FMPPFFSIFEVWACLLLVGTIVFFFWRPY--------- 
Pp_CPRa   --------------------------MTSVKMALS---------------------------FMPPAFSIFEVWASVLLVTAVAFFIWRQQ--------- 
Pp_CPRb   --------------------------MALIAVSIS---------------------------VMPPFFSIFEIWACVLLFATVGFFLYRQQ--------- 
Ca_CPR1   --MESSS-ELVR------------SIESAIGVSLG-----------------------------SDAVLMLLTTSFAVIVG-LVVFFLKRS-SD------ 
Ph_CPR1   --MESSSSELFK------------SIESAFGVSLS-----------------------------TDTLIVLLTTSFALIVG-LIVFLLKRS-SD------ 
Ce_CPR1   --METKL-ELVR------------SIESALGVSLGED--------------------------GDKVVILVLTTSLAVIVG-LVVFLWKRS-SD------ 
Op_CPR1   --MDTKL-ELIR------------SIESALGVSLGDD--------------------------VN-QILLVLTTSLAVIVG-LLMFLWKRS-GD------ 
Gm_CPR1   ---MASNSELVRT-----------VVESVLGVS------------------------------VSDSVMVIAATSVALVIG-LLVFVWRKS-SD------ 
Vr_CPR1   ---MASNSDLVR------------AVESFLGVSLGDS--------------------------VSDSLLLIATTSAAVVVG-LLVFLWKKS-SD------ 
Vs_CPR1   --MTSSNSDLVR------------TIESALGISLGDS--------------------------VSDSVVIIATTSAAVIIG-LLVFLWRKS-PD------ 
Pt_CPR1   --MSSGGSNLAR------------FVQSVLGISFGDS--------------------------LSDSVVVIITTSFAALVG-LVVLVLKRS-SD------ 
Rc_CPR1   --MSFSGSDLVR------------YIESVLGVELGGSP-------------------------MSDSVVVIITTSFAVIIG-LLVFLWKRS-SD------ 
Gh_CPR1   --MSSS-SDLVG------------FVESVLGVSLEGS--------------------------VTDSMIVIATTSLAVILG-LLVFFWKKSGSE------ 
At_ATR1   MTSALYASDLFK------------QLKSIMGTDSLSD----------------------------DVVLVIATTSLALVAG-FVVLLWKKTTAD------ 
Ha_CPR1   --MSSSGSEWVE---------------WALGVG-------------------------------TDSVLVVITTSLVAVIGVVALFLWKRS-SD------ 
Pso_CPR1  ----MGSNNLAN------------SIESMLGISIGSEY-------------------------ISDPIFIMVTTVASMLIG-FGFFACMKS--------- 
Am_CPR2   ---MAGESL-------------ATS----LP----------------------------ATLLENRDLLMLLTTSIAVLIGCAVVLVWRRSS-------- 
Pc_CPR2a  ---MGGESL-------------ATS----LP----------------------------ATLLENRDLLMLLTTSIAVLIGCAVVLVWRRSS-------- 
Pc_CPR2b  ---MQSESM-------------EVSPVDLLASIL-----------------KIDSVESMTLLLENRDVLMLLTTSFAVLIGLGLVMMWRRSTTM------ 
Aa_CPR2   --MQSTTSV-------------KLSPFDLMTALLN---G----KVSFDTSNTSDTNIPLAVFMENRELLMILTTSVAVLIGCVVVLVWRRSS-S------ 
Ht_CPR2b  ---------------------------------------------------------------------------------------------------- 
Sr_CPR2   ---MQSDSV-------------KVSPFDLVSAAMN---GKAMEKLNASESEDPTTLPALKMLVENRELLTLFTTSFAVLIGCLVFLMWRRSS-S------ 
Ht_CPR2a  ---------------------------------------------------------------------------------------------------- 
Cro_CPR2  ---MDSSSE-------------KLSPFELMSAILK---GAKLDGSNSSDSGVAVSPAVMAMLLENKELVMILTTSVAVLIGCVVVLIWRRSS-------- 
Cb_CPR2   ---MESTIE-------------KLSPLDLMTAILK---GVKLDNSNGSAG--VEHPAVVAMLMENKDLMMMLTTSVAVLLGLVVYLVWRRGA-------- 
Ph_CPR2   ---MDSTAE-------------KLSAFDFMSAILNKG-GKIFDQLNTSSGDSTSPDSVATLLMDNKELMMILTTSVAVLIGCAVVLIMRRSS-------- 
Gh_CPR2   --MDSSSSSSSS----------GPSPLDLMSALVKAK----MDPSNASSDS---AAQVTTVLFENREFVMILTTSIAVLIGCVVILIWRRSASQ------ 
Rc_CPR2   --MQPSSSSAGSI--------MKVSPFDLISAVIKGN----LDPSNVSSESS--AVEVATMLYENREFVMILTTSIAVLIGCVVVLVWRRSGSQ------ 
Pt_CPR2b  --MESSSSS------------IKVSPLDLMQAIIKGK----VDPANVSSESGGSVAEVATLILENREFVMILTTSIAVLIGCVVVLIWRRSSGY------ 
Pt_CPR2a  --MQSSSSS------------MKVSPLELMQAIIKGK----VDPTNVSSESGGSAAEMATLIRENREFVIILTTSIAVLIGYVVVLIWRRSSGY------ 
Vv_CPR2   --MQSSSVK--------------VSPFDLMSAIIKGS----MDQSNVSSESG----GAAAMVLENREFIMILTTSIAVLIGCVVVLIWRRS-GQ------ 
Lj_CPR2   --MEESSSM-------------KISPLDLMSAMIKGT----LDPSNVSSTSG-----AGSVFLENREFVMVLTTSIAVLIGCVVVFIWRRSTGN------ 
Psa_CPR2  --MQDSSTM-------------KFSPLDLMTAIIKGK----FNPSNDSSQAP-----A-SIIFENREFVMILTTSIAVLIGCVVVLIWRRSNSN------ 
At_ATR2   --MSSSSSS-------------STSMIDLMAAIIKGEPVIVSDPANASAYES-VAAELSSMLIENRQFAMIVTTSIAVLIGCIVMLVWRRSGSG------ 
Ec_CPR2   ---MEQTAV-------------KVSLFDLFSSILNGK----LDPSNFSSDSS------AAILIENREILMILTTAIAVFIGCGFLYVWRRSS-------- 
Os_CPR2a  ---MDSGGGGGGGGG----AALRPSALDLVAALLTGRGR-------------PEEEGWPPSLAENRHLLVLLTTSLAVLVGCGVALLVRRSSIS------ 
Sb_CPR2a  ---MDSAS------A----AALKPSALDLLAALLTGRED-------------PEGG---AHWAENRHLLLLLTTSLAVLVGCGVALLVRRSSAP------ 
Ta_CPR2a  ---MDSAA-----------AGMRDSALDLLAALLTGRAP-------------PAAA----DGDQNRRLLALLATSLAVLVGCGVALLFRRSSS------- 
Sb_CPR2b  ---MDSATT--------------SGAMELVAALLRGRVP-------------PELMGG--DGAEGR---ALVATLAAAVLGAALFVLWRRAAAGKKRKRE 
Zm_CPR2b1 ---MDSAT---------------SGAMELVAALLRGRVP-------------PELGG---DGAEGR---ALVATLAAAVLGAALFVLWRRAAAGKKRKRE 
Zm_CPR2b2 ---MDSAT---------------SGAMELVAALLRGRVP-------------PELGG---EGAEGR---AVVATLAAAVLGAALFVLRRRAAAGNKRKTE 
Os_CPR2b  ---MESSA----------------GPMELVAALLRGLTPR-AEQLLQLSSGGGEAAAG--GAAEAR---AAVATVAAALLGCAFLVLWRRVSAGRKRKRE 
Sb_CPR2c  -----------------------MAALEAARSWAGSVIP-------------PELAA----AAGGDPLAALAATAAALVAGLLILAVWFRSGGG------ 
Zm_CPR2c  -----------------------MAALEAVRSWAVSVIP-------------PELAA----AAGGDPLAALAATAAALVAGLLILAVWFRSGGG------ 
Os_CPR2c  ----------------------MALALEAARSWAASVLP-------------PELAA----AAGGDPLAALAATAAALVAGVVILAVWFRSGGG------ 
Ta_CPR2c  -----------------------MTSHARVRKLGS-------------------------------------SRAAALLAGLLVLAFWLRSGGS------ 
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Tch_CPR   --MQANSNTVEGASQ--GKSLLDISRLDHIFALLLNGKGG----------DLGAMTGSALILTENSQNLMILTTALAVLVACVFFFVWRRGGSD------ 
Tcu_CPR   --MQANSNTVEGASQ--GKSLLDISRLDHIFALLLNGKGG----------DLGAMTGSALILTENSQNLMILTTALAVLVACVFFFVWRRGGSD------ 
Pm_CPR    --MQSNSNTVESGTQGLGKSLLEISRLDHVFSLFVNGKG-----------DLGGMMESAVVLRENSELLMVLTTSLAVLIACVLLFVWRRGGSA------ 
Sm_CPRb   ---------------------MESSSVDLVLAILGIKG-----------------------MASATIPPYLFLLGLALIFASAALFLWRRADSS------ 
Sm_CPRc   ---------------------MESSSLDFVLALLGVKG-----------------------MASTNISPLTLLLSALLLVAGALFLWWKAADAG------ 
Sm_CPRa   ---------------------------------------------------------------------------------------------------- 
Cre_CPR   -----------------------------------------------------------------MDLNVALIACVFLVIAALALLSIRRKSSG------ 
consensus      .                  .  ...  ..                                 .............. ... .....          
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Pp_CPRc   -----GAKPVKPVVVVAKPVAPIEDEVEENSSVKRVTVFFGTQTGTAEGFAKAIVEEAKSRYEG-SAVFKVLDLDDYAADDEQYAARLKKEKFALFMVAT 
Pp_CPRd   -----APKP----VVVVKPAMVVEEDVEEDSRVKRVMVFFGTQTGTAEGFAKAIAEEAKSRYEG-TAVFKVMDPDDYGADNERYAARLKKEKFALFMVAT 
Pp_CPRa   -----GEKKAVETKPVVAKPVQLDEEFE-DSSVKRVTVFFGTQTGTAEGFAKAIAEEAKSRYDSSSVVFKVVDLDDYGADDEQYEARLKKESLALFMVAT 
Pp_CPRb   -----GSKGAEP-QPLQAKKVEEIEELPEDTIQNHVSVFFGTQTGTAEGFAKALAEEAQSRYGD-SVEFKVLDLEEYGADDDQYAAKLKRERIAFFAVAT 
Ca_CPR1   ---RSKEVKPVVFPK--SLNVEPEEEIEVEPGKVKVTVFFGTQTGTAEGFAKALSEEIKARYE--KAVVKVVDMDDYAADDDLYEEKLKKETIAFFMVAT 
Ph_CPR1   ---RSKEVKPVVFTK--SLNTEPEEETELEPGKVKVTVFFGTQTGTAEGFAKSIAEEIKARYE--KAVVKVVDMDDYAADDDLYEEKLKKETLAFFMVAT 
Ce_CPR1   ---RSRETKSVVVPKLVTALQEEEEEVDLDPSKVKVTVFFGTQTGTAEGFAKALAEEIKTRYE--KAVVKVVDLDDYAADDDQYEEKLKKETLAFFMVAT 
Op_CPR1   ---RGKEIKPVGCSQGCALLVEEEKE-EVDPTKVKVTVFFGTQTGTAEGFAKALSEEIKARYE--KAVFKVFDLDDYAADDDQYEEKLKKETLAFFMLAT 
Gm_CPR1   ---RSKEQKPLAVPKLLVKEDEEDE-VDAGSGKTRVAIFFGTQTGTAEGFAKALAEEIKARYE--KAAVKVADLDDYAMDDDQYEEKLKKESLAFFMLAT 
Vr_CPR1   ---RSKEVKPVVVPRDLMME-EEEE-VDVAAGKTKVTIFFGTQTGTAEGFAKALAEEIKARYE--KAAVKVVDLDDYAADDDLYEEKLKKESLVFFMLAT 
Vs_CPR1   ---RSRELRPVIVPKFTVKH-EDDE-VEVDRGKTKVTVFYGTQTGTAEGFAKALAEEIKARYE--KAVVKVVDMDDYAIDDDQYEEKLKKETLVFFMLAT 
Pt_CPR1   ---RSKDVKPLVVPKSLSIKDEEDE-SEALGGKTKVTIFYGTQTGTAEGFAKALAEEVKARYE--KAAVKVFDLDDYAMEDDQYEEKLKKETLALFMVAT 
Rc_CPR1   ---RSKEVTPLVVPKSLSVKDEEDE-AETLAGKTKVTIFYGTQTGTAEGFAKALAEEIKARYE--KAAVKVVDLDDYAMDDDQYEEKLKKETLTFFMVAT 
Gh_CPR1   ---RSRDVKPLVAPKPVSLKDEEDDDAVIAAGKTKVTIFYGTQTGTAEGFAKALAEEIKARYE--KAAVKVVDLDDYAMDDEQYEEKLKKETLAFFMVAT 
At_ATR1   ---RSGELKPLMIPKSLMAKDEDDD-LDLGSGKTRVSIFFGTQTGTAEGFAKALSEEIKARYE--KAAVKVIDLDDYAADDDQYEEKLKKETLAFFCVAT 
Ha_CPR1   ---RGKDPKTLVVPPKPLSLKEEEE-EDEAEGKTKVCIFYGTQTGTAEGFAKALAEEIKVRYE--KAVVKVVDLDDYALDDDQYEEKLKKETLAFFMVAT 
Pso_CPR1  ---SSSQSKPIETYKP--IIDKEEEEIEVDPGKIKLTIFFGTQTGTAEGFAKALAEEIKAKYK--KAVVKVVDLDDYAAEDDQYEEKLKKESLVFFMVAT 
Am_CPR2   -----LRSVKSVEPPKLIVPKVEIE-DEVDDGKKKVTVFFGTQTGTAEGFAKAFAEEAKARYE--KAKFRVIDLDDYAAEDEEYEEKFKKESFAFFFLAT 
Pc_CPR2a  -----LRSVKSVEPPKLIVPKVEIE-DEVDDGKKKVTVFFGTQTGTAEGFAKAFAEEAKARYE--KAKFRVVDLDDYAAEDEEYEAKFKKESFAFFFLAT 
Pc_CPR2b  -----TKSAKKLEPAKIVIPKFEME-EEVDDGKKKVTIFYGTQTGTAEGFAKALAEEAKARYQ--DAIFKTIDLDDYAGDDDEYETKLKKESMVFFFLAT 
Aa_CPR2   -----A-AKKAAESPVIVVPKKVTE-DEVDDGRKKVTVFFGTQTGTAEGFAKALVEEAKARYE--KAVFKVIDLDDYAAEDDEYEEKLKKESLAFFFLAT 
Ht_CPR2b  ------------------------------------------QTGTAEGFAKALVEEAKARYE--KAVFKVIDLDDYAADDDEYEEKLKKESLAFFFLAT 
Sr_CPR2   -----KKLVQDPVPQVIVVKKKEKE-SEVDDGKKKVSIFYGTQTGTAEGFAKALVEEAKVRYE--KTSFKVIDLDDYAADDDEYEEKLKKESLAFFFLAT 
Ht_CPR2a  -----------------------------------------------------LFEEAKARYE--KAVFKVVDLDDYAADDEEYAEKFKKETFAFFFLAT 
Cro_CPR2  -----GSGKKVVEPPKLIVPKSVVEPEEIDEGKKKFTIFFGTQTGTAEGFAKALAEEAKARYE--KAVIKVIDIDDYAADDEEYEEKFRKETLAFFILAT 
Cb_CPR2   -----GSAKKVVEPQKLVVPKGPVEVEEVDDGKKKVTIFFGTQTGTAEGFAKALAEEAKARYP--QANFKVVDMDDYAADDEEYEEKMKKETFAFFFLAT 
Ph_CPR2   -----TSAKKVVDPPKLVVPKSVMETEEIDDGKKKVTIFFGTQTGTAEGFAKALAEEAKARYD--KAVFKVIDMDDYAADDEEYEEKLKKETLAFFFLAT 
Gh_CPR2   -----KPKQIQLP-LKPSIIKEP-E-LEVDDGKKKVTILFGTQTGTAEGFAKALVEEAKARYE--KATFNIVDLDDYAADDEEYEEKMKKDNLAFFFLAT 
Rc_CPR2   -----KSKSVAIEPLKPLVVKEP-E-PEPDDGQKRVTIFFGTQTGTAEGFAKALSEEAKARYE--KATFKVVDLDDYAADDDEYETKLKKESLALFFVAT 
Pt_CPR2b  -----QRPKVPVP-PKPLIVKDL-E-PEVDDGKKKVTIFFGTQTGTAEGFAKALAEEAKARYD--KATFKTVDMDDYAGDDDEYEEKLKKEDLVIFFLAT 
Pt_CPR2a  -----QKPKVPVP-PKPLIVKDL-E-PEVDDGKKKVTIFFGTQTGTAEGFAKALAEEAKARYE--KAIFKTVDLDDYAEDDDEYEEKLKKESLAIFFLAT 
Vv_CPR2   -----KQSKTPEP-PKPLIVKDL-E-VEVDDGKQKVTIFFGTQTGTAEGFAKALAEEAKARYE--KAIFKVVDLDDYAGDDDEYEEKLKKETLAFFFLAT 
Lj_CPR2   -----KAKSIEPP--KRVVEKLSDE-AEVDDGTRKVTIFFGTQTGTAEGFAKAIAEEAKVRYE--KAKFKIVDMDDYAQDDDEYEEKLKKETLALFFLAT 
Psa_CPR2  -----KSKQIEVP--KLVIKKLP-E-LDVDDGKKKVTVFFGTQTGTAEGFAKAIAEEAKARYE--KAKFRVVDMDDYAADDDEYLEKLKRETMALFFLAT 
At_ATR2   -----NSKRVEPL--KPLVIKPR-E-EEIDDGRKKVTIFFGTQTGTAEGFAKALGEEAKARYE--KTRFKIVDLDDYAADDDEYEEKLKKEDVAFFFLAT 
Ec_CPR2   -----NKSSKIVETQKLIVEKEPEP--EVDDGKKKVTIFFGTQTGTAEGFAKALAEEAKARYE--KAIFKVIDLDDYGADDDEFEEKLKKETIALFFLAT 
Os_CPR2a  --APAARAQEPQPRAPAPAKRKQEAEPDPDDGRQRVAVFFGTQTGTAEGFAKALAEEAKSRYD--KAVFKVLDLDEYAADDEEYEQKLKKEIIALFFVAT 
Sb_CPR2a  --RAAAAAASQAPPRSLAAKPKD--EPDPDDGRPRVTVFFGTQTGTAEGFAKALAEEAKARYD--KAVFKVVDLEDYAAEDEEYEEKLKKESIALFFLAT 
Ta_CPR2a  --GAAPLAHKSAAAKPLAAKKDQ--EPDPDDGRQRVALFFGTQTGTAEGFAKALAEEAKARYD--KAVFKVLDLDDYAAEDEEYEEKLKKENIAFFFLAT 
Sb_CPR2b  AAAAAVAEATEVKARAAKG---GEDEKAADDGRKKVTVFFGTQTGTAEGFAKALAEEAKARYD--KAIFKVVDLDDYAAEDEEYEEKLKKEKLALFFVAT 
Zm_CPR2b1 -AAVAAAEATQAKARGGKA---AEEEKPADDGRKKVTVFFGTQTGTAEGFAKALAEEAKSRYD--KASFKVVDLDDYAAEDEEYEEKLKEEKLALFFVAT 
Zm_CPR2b2 --GAAATEATRAKARGVKVSAEEEEEKPADDGRKKVTVFFGTQTGTAEGFAKALAEEAKARYD--KAIFKVVDLDDYAAEDEEYEEKLKKEKLALFFVAT 
Os_CPR2b  EAERSAAAVAGVGKGGKNASAAAGEEAGGADGRKRVTVFFGTQTGTAEGFAKALAEEAKSRYD--KAIFKVVDLDEYAMEDEEYEERLKKEKISLFFVAT 
Sb_CPR2c  ----APSKPVAAPVRPPPVK--VDADADVDDGRKRVTIFFGTQTGTAEGFAKSMAEEARARYE--KAVFKVVDLDDYAQEDEEYEEKLKKETVVLFFLAT 
Zm_CPR2c  ----APSKPVATPLRPPPVK--VDADADVDDGRKRVTIFFGTQTGTAEGFAKSMADEARVRYE--KAVFKVVDLDDYAQEDEEYEEKLKKETVALFFLAT 
Os_CPR2c  ----APPKAAAPPPRPPPVK--IEADADADDGRKRVTVFFGTQTGTAEGFAKAMAEEARARYE--KAVFKVVDLDDYAAEDEEYEEKLRKETIVLLFLAT 
Ta_CPR2c  ----APPKPPPASFRPPPVK--VDAD-DADDGRKRVTIFFGTQTGTAEGFAKAMAEEAKARYE--KVLFKVVDLDDYAAEDDEYEEKLKKETFALFFLAT 
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Tch_CPR   -------TQKPAVKPTPLVK-EEDEEEEDDSAKKKVTIFFGTRTGTAEGFAKALAEEAKARYE--KAVFKVVDLDNYAADDEQYEEKLKKEKLAFFMLAT 
Tcu_CPR   -------TQKPAVRPTPLVK-EEDEEEEDDSAKKKVTIFFGTQTGTAEGFAKALAEEAKARYE--KAVFKVVDLDNYAADDEQYEEKLKKEKLAFFMLAT 
Pm_CPR    -------PSKLPEKPTPLGRVEEEEEEEDDSGKKKVTVFFGTQTGTAEGFAKALVEEAKARYD--KAVFKVVDLDDYAADDEQYEEKLKKEKLAFFMLAT 
Sm_CPRb   -----KRESEPVKVVKPVVEIEEE-GDELDGFSNKVTVFFGTQTGTAEGFAKALAEEAKSRYE--KVLFKIVDLDNYAADDETYQLKLKKENFAIFMLAT 
Sm_CPRc   -----KRVAEPPTVVTPIVEAEEEEADDLAGYTSKVTVFFGTQTGTAEGFAKALVEEAKSRYD--RVLFKAVDLDNYAADDDHYRLRLKKEKLAIFMLAT 
Sm_CPRa   ------------MFKKPTIEVEPE-DDDPD--KKKVSVFFGTQTGTAEGFAKAIVEEAKTRYDNSKVVLKLVDLDEYAPEDDMYEQKLRKETLVIFVLAT 
Cre_CPR   ------NATAVSTAPPITRTSISAE----DPSKPCVRILYGTQTGTAERFSKQLANELRGKYG-DSTAVDVRDVETYKP------ERLGSEKLVVMCMAT 
consensus                   .  . ..  .............................*....*.  .......*...*.....................** 
          101......110.......120.......130.......140.......150.......160.......170.......180.......190........ 
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Pp_CPRc   YGDGEPTDNAARFYHWFIEN-GEELEL----HLSELRFGVFGLGNRQYEHFNKVAKKIDTAFAKHGAKRIVEVGLGDDDQSIEDDFAAWKEKLWPELDV- 
Pp_CPRd   YGDGEPTDNASRFHNWFIEN-EEELEL----GLNELNFGVFGLGNRQYEHYNKVAKEIDKALAKQGAKRILECGLGDDDQCIEDDFTAWKEKLWPELDA- 
Pp_CPRa   YGDGEPTDNAARFYKWFVES-GEDQQI----GLDGLKYAVFGLGNRQYEHFNKVAKKVDEALTQQGAQRIVEVGLGDDDQSIEDDFTAWKEKLWPELDG- 
Pp_CPRb   YGDGEPTDNAARFHKWLVDS-SEDNDF----KLKGMKFGVFGLGNRQYEHFNKVAVQIDEALEKYGGERLVQVGLGDDNDCIEDDFAAWKLKLWPALDE- 
Ca_CPR1   YGDGEPTDNAARFYKWFTEG-QERGV-----WLQHLTYGVFGLGNRQYEHFNKIGKVIDEQLSEQGAKRLVPVGLGDDDQCIEDDFSAWREQLWPELDQ- 
Ph_CPR1   YGDGEPTDNAARFYKWFTEG-QERGV-----WLQHLTYGVFGLGNRQYEHFNKIAKVIDEQLSEQGGKRLVPVGLGDDDQCIEDDFSAWREQLWPELDQ- 
Ce_CPR1   YGDGEPTDNAARFYKWFSEV-KEREP-----WLQQLTYGVFGLGNRQYEHFNKIGKVIDDQLIEQGAKKIVPLGLGDDDQCIEDDFSAWRDQLWPELDK- 
Op_CPR1   YGDGEPTDNAARFYKWFTEG-KEREP-----WLQQLTYGVFGLGNRQYEHFNKIGNVIHEQLSEQGAKRIVPVGLGDDDQCIEDDFAAWREQLWPELDQ- 
Gm_CPR1   YGDGEPTDNAARFYKWFTEGKDERGI-----WLQQLTYGVFGLGNRQYEHFNKIGKIVDEELSEQGAKRLVPLGLGDDDQSIEDDFVAWKESLWSELDQ- 
Vr_CPR1   YGDGEPIDNAARFYKWFTEGKDERGI-----WLQKLTYGVFGLGNRQYEHFNKIGKVVDEELAEQGAKRLVAVGLGDDDQSIEDDFSAWKESLWSELDQ- 
Vs_CPR1   YGDGEPTDNAARFYKWFTEGKEERGT-----WLQQLTYGVFALGNRQYEHFNKIGKIVDEDLTEQGAKRLVPVGLGDDDQSIEDDFNAWKETLWPELDQ- 
Pt_CPR1   YGDGEPTDNAARFYKWFTEG-NERGI-----WLQQLSYGVFGLGNRQYEHFNKIAKVLDDLLYEQGGKRLVPVGLGDDDQCIEDDFSAWKEFLWPELDQ- 
Rc_CPR1   YGDGEPTDNAARFYKWFTEE-HERGV-----WLQQLTYGIFGLGNRQYEHFNKIAKVLDEQLNEQGAKRLIPVGLGDDDQCIEDDFTAWRELLWPELDN- 
Gh_CPR1   YGDGEPTDNAARFYKWFTEG-NERLP-----WLQQLTYGVFGLGNRQYEHFNKIAKVLDEQLSEQGAKRLIEVGLGDDDQCIEDDFTAWRELLWPELDQ- 
At_ATR1   YGDGEPTDNAARFYKWFTEE-NERDI-----KLQQLAYGVFALGNRQYEHFNKIGIVLDEELCKKGAKRLIEVGLGDDDQSIEDDFNAWKESLWSELDK- 
Ha_CPR1   YGDGEPTDNAARFYKWFTEE-HERGV-----WLQQLKFGVFGLGNRQYEHFNKIAKVLDEQFCEQGAKRLIPVGLGDDDQCIEDDFTAWRELLWPELDP- 
Pso_CPR1  YGDGEPTDNAARFYKWFTQE-HERGE-----WLQQLTYGVFGLGNRQYEHFNKIAVDVDEQLGKQGAKRIVQVGLGDDDQCIEDDFTAWRELLWTELDQ- 
Am_CPR2   YGDGEPTDNAARFYKWFSEG-EEKGE-----WLNKLQYGVFGLGNRQYEHFNKIAKVVDDGLADQGAKRIVEVGMGDDDQCIEDDFTAWRESVWPELDK- 
Pc_CPR2a  YGDGEPTDNAARFYKWFSEG-EEKGD-----WLNKLQYGVFGLGNRQYEHFNKIAKVVDDGLADQGAKRIVEVGMGDDDQCIEDDFTAWRELVWPELDK- 
Pc_CPR2b  YGDGEPTDNAARFYKWFCEG-KERGE-----WLNNLQYGVFGLGNRQYEHFNKIAVVVDDGLVEQGAKRLVPVGMGDDDQCIEDDFTAWRELVWPELDQ- 
Aa_CPR2   YGDGEPTDNAARFYKWFTEG-EEKGE-----WLEKLQYAVFGLGNRQYEHFNKIAKVVDEKLVEQGAKRLVPVGMGDDDQCIEDDFTAWKELVWPELDQ- 
Ht_CPR2b  YGDGEPTDNAVRFYKWFTEG-EPKGE-----WLNKLQYGVFGLGNRQYEHFNKIAKVVDDGLVEQGAKRLVPVGLGDDDQCIEDDFTAWKELVWPELDQ- 
Sr_CPR2   YGDGEPTDNAANFYKWFTEG-DDKGE-----WLKKLQYGVFGLGNRQYEHFNKIAIVVDDKLTEMGAKRLVPVGLGDDDQCIEDDFTAWKELVWPELDQ- 
Ht_CPR2a  YGDGEPTDNAARFYKWFTEG-DDKGV-----WLEKLHYGVFGLGNKQYEHFNKIALVVDEGLTEQGAKRFVPVGLGDDDQSIEDDFSAWKELVWPELDQ- 
Cro_CPR2  YGDGEPTDNAARFYKWFVEG-NDRGD-----WLKNLQYGVFGLGNRQYEHFNKIAKVVDEKVAEQGGKRIVPLVLGDDDQCIEDDFAAWRENVWPELDN- 
Cb_CPR2   YGDGEPTDNAARFYKWFSEG-KDRGD-----MFKNLHYGVFGLGNRQYEHFNKIAIVVDDLLFEQGGKRLVPVGLGDDDQCIEDDFSARRDNVWPELDN- 
Ph_CPR2   YGDGEPTDNAARFYKWFVEG-KERGD-----YFKNLQYGVFGLGNRQYEHFNKIANVVDELLAEQGGQRLVPVGLGDDDQCIEDDFAAWRDLVWPELDK- 
Gh_CPR2   YGDGEPTDNAARFYKWFTEG-KERGE-----WLQNMKYGIFGLGNKQYEHFNKVAKVVDELLTEQGAKRIVPLGLGDDDQCIEDDFTAWRELVWPELDQ- 
Rc_CPR2   YGDGEPTDNAARFYKWFTEG-KERGE-----WLQDLKFGVFGLGNKQYEHFNKIAKVLDELLEEQGAKRLVPVGLGDDDQCIEDDFTAWKESLWPELDQ- 
Pt_CPR2b  YGDGEPTDNAARFYKWFTEG-NERGE-----WLKDLPYAVFGLGNRQYEHFNKIAIVVDKIFADQGGKRLAPVGLGDDDQCMEDDFAAWRELLWPEMDQ- 
Pt_CPR2a  YGDGEPTDNAARFYKWFTDG-NERGE-----WLKELPYAVFGLGNRQYEHFNKIAIVVDKILGNQGGKQLVPVGLGDDDQCMEDDFAAWRELLWPELDQ- 
Vv_CPR2   YGDGEPTDNAARFYKWFAEG-KERGE-----WLQNLKYGVFGLGNRQYEHFNKVAKVVDDIITEQGGKRIVPVGLGDDDQCIEDDFAAWRELLWPELDQ- 
Lj_CPR2   YGDGEPTDNAARFYKWFLEG-DEKEEG----WLRNLEYAVFGLGNRQYEHFNKVAIEVDDKLADFGGKRLVKVGLGDDDQCIEDDFTAWKEELWPALDE- 
Psa_CPR2  YGDGEPTDNAARFYKWFTEE-YEGEED----SFKNLSYGVFGLGNRQYEHFNKVAKVVDDKLLEQGGKRLVPVGLGDDDQCIEDDFTAWKEELWPALDQ- 
At_ATR2   YGDGEPTDNAARFYKWFTEG-NDRGE-----WLKNLKYGVFGLGNRQYEHFNKVAKVVDDILVEQGAQRLVQVGLGDDDQCIEDDFTAWREALWPELDT- 
Ec_CPR2   YGDGEPTDNAARFYKWFTEG-KEREM-----WLQNLQFGVFGLGNRQYEHFNKVAKEVDEILTEQGGKRIVPVGLGDDDQCIEDDFTAWRELVWPELDQ- 
Os_CPR2a  YGDGEPTDNAARFYKWFGEG-NERGE-----WLSNLRFGVFGLGNRQYEHFNKVGKVVDQLLAEQGGKRIVPLGLGDDDQCIEDDFNAWKELLWPELDK- 
Sb_CPR2a  YGDGEPTDNAARFYKWFAEG-NERGE-----WLNNLRFGVFGLGNRQYEHFNKVGKVVDQLLAEQGGKRIVPVGLGDDDQCIEDDFNAWKELLWPELDK- 
Ta_CPR2a  YGDGEPTDNAARFYKWFSEG-NERGE-----WLSNLKFGVFALGNRQYEHFNKVGKEVDQLLAEQGGKRIVPVGLGDDDQCIEDDFNAWKELLWPELDK- 
Sb_CPR2b  YGDGEPTDNAARFYKWFTEG-NERGV-----WLNDFEYAVFGLGNRQYEHFNKVAKVVDEILTEQGGKRLVPVGLGDDDQCIEDDFNAWKEALWPELDR- 
Zm_CPR2b1 YGDGEPTDNAARFYKWFTEG-NERGV-----WLNDFEYAVFGLGNRQYEHFNKVAKVVDEILTEQGGKRLVPVGLGDDDQCIEDDFNAWKEALWPELDR- 
Zm_CPR2b2 YGDGEPTDNAARFYKWFTEG-NERGI-----WLHDFEYAVFGLGNRQYEHFNKVAKVVDEILTEQGGKRLVPVGLGDDDQCIEDDFNTWKETLWPELDR- 
Os_CPR2b  YGDGEPTDNAARFYKWFTEG-NERGV-----WLNDFQYAIFGLGNRQYEHFNKVAKVVDELLVEQGGKRLVPVGLGDDDQCIEDDFNAWKETLWPELDQ- 
Sb_CPR2c  YGDGEPTDNAARFYKWFTEG-KEKEV-----WLKALKYGIFGLGNRQYEHFNKVAKVVDELLEEQGGKRLVPVGLGDDDQCIEDDFTAWKELVWPELDQ- 
Zm_CPR2c  YGDGEPTDNAARFYKWFTEG-KEKEV-----WLKDLKYGIFGLGNRQYEHFNKVAKVVDELLEEQGGKRLVPVGLGDDDQCIEDDFTAWKELVWPELDQ- 
Os_CPR2c  YGDGEPTDNAARFYKWFTEG-KEKEV-----WLKDLKYAVFGLGNRQYEHFNKVAKVVDELLEEQGGKRLVPVGLGDDDQCIEDDFTAWKEQVWPELDQ- 
Ta_CPR2c  YGDGEPTDNAARFYKWFTEG-KEKEV-----WLKDFNYAVFGLGNRQYEHFNKVAKEVDELLLEQGGNRLVPCGLGDDDQCIEDDFTAWKELVWPELDQ- 
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Tch_CPR   YGDGEPTDNAARFYKWFLEG-KEREP-----WLSDLTYGVFGLGNRQYEHFNKVAKAVDEVLIEQGAKRLVPVGLGDDDQCIEDDFTAWREQVWPELDQ- 
Tcu_CPR   YGDGEPTDNAARFYKWFLEG-KEREP-----WLSDLTYGVFGLGNRQYEHFNKVAKAVDEVLIEQGAKRLVPVGLGDDDQCIEDDFTAWREQVWPELDQ- 
Pm_CPR    YGDGEPTDNAARFYKWFSETEKERGP-----WLSNLPYGVFGLGNRQYEHFNKVACTVDEALNEQGGKRLVPVGLGDDDQCIEDDFTAWREQVWPELDQ- 
Sm_CPRb   YGDGEPTDNAARFYKFLTEGGEERGS-----WLSEMTYGIFGLGNRQYEHFNKVAMVVDEELEKQGAKRLVPCGAGDDDQCIEDDFTAWREQLWPELDT- 
Sm_CPRc   YGDGEPTDNAARFYKFLTEGGDERGL-----WLNEMTYAVFGLGNRQYEYFNKVGKDVDEELEKQGAKRLVPCGVGDDDQCIEDDFSAWREQLWPELDA- 
Sm_CPRa   YGDGEPTDNAARFYKWFVEG-EEKEP-----WLGNLSYAVFGLGNRQYEHFNKVAVEVDEALEKQGAKRLLKCGLGDDDQCIEDDFTAWREQLWPELDV- 
Cre_CPR   YGDGEPTDNAAVFYSWLLKEAEAVENGDKEPFLQGVSYAVFGLGNKQYEHFNSVGKKVFKAMKACGATALCRRGDGDDDGVIDDDFEKWCTELYEALDKS 
consensus ******.***..*.......  ...      ... . ...*.***.***..*........ . ..*.........***.....***..... .....*.  
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Pp_CPRc   --LLKDPEDSQATTPKTAYLAAVAEYRTVIYEPGTKLHVE---EYSGKKIGQAAYDAVHPC--KAEVAFVKELHSPESGRSCTHLEFDIANTGLSYETGD 
Pp_CPRd   --LLKDPEDTTASTPKTPYHAAVAEYRTVTYEAGTKLHVE---EYAAKKTGQAGYDTLHPC--KSEVAFVKELHTSESDRSCTHSEFDIANTGLSYETGD 
Pp_CPRa   --LLTT--EDAPTTPHAPYQAAVAEYRLVTYEPGTKLYVE---EYAAKKNGQAVYDALHPC--RADVAFVKELHKPLSDRSCTHLEFGIANTGLSYETGD 
Pp_CPRb   --ILGT----GQTTPTATYTAAVAEYRLVTYEAGTEVHEE---SYEARKNGQGVFDVSHPC--KAEVAVVKELHTALSDRSCTHFEFDIANTGITYETGD 
Ca_CPR1   --ILRDEDDASSASTP--YTAAILEYRLVIHDTTMS-LED---KHASMANGNTTYDIHHPC--KVNVAVQRELHTPESDRSCIHLEFDISGTGIFYETGD 
Ph_CPR1   --ILRDEDDANSAATP--YTAAIPEYRLVIHDTAAN-PED---KHASMVNGTTAYDIHHPC--KVNVAVQRELHTPESDRSCIHLEFDISGTGISYETGD 
Ce_CPR1   --ILLDEDSSAAVATP--YTAAIHEYRVVIHDSSADSYEH---KQLNMMNGNTSYDIQHPC--LVNVAVQRELHTPESDRSCIHLEFDIAGTGIKYETGD 
Op_CPR1   --ILRDEDDATSAATP--YTAAILEYRVVIHNSEAASYED---KQFSMANGNSSYDIHHPC--IVNVAVQRELHKPESDRSCIHLEFDISGTGINYETGD 
Gm_CPR1   --LLRDEDDVNTVSTP--YKAAIPEYRVVIHDSTVTSCND---NHLNVANGNAVFDIHHPC--RVNIAAQRELHKPESDRSCIHLEFDISGTGIIYETGD 
Vr_CPR1   --LLRDEDDANTVSTP--YTAAILEYRVVIHDPTAASTYD---NHSTVANGNTEFDIHHPC--RVNVAVQKELHKPESDRSCIHLEFDISGTSITYDTGD 
Vs_CPR1   --LLRDEDDVNTASTP--YTAAISEYRVVIHDPTVSPSYE---NHFNVANGGAVFDIHHPC--RVNVAVRRELHKPQSDRSCIHLEFDLSGTGVTYETGD 
Pt_CPR1   --LLRDEDDVNAPSTP--YTAAIPEYRLVIHDPSIISVED---KFSNLANGNVSFDIHHPC--RVNVAVQKELHKAESDRSCIHLEFDITGTGITYETGD 
Rc_CPR1   --LLRDEDDVNGASTP--YTAAIPEYRVVIHDASATSCED---K-SVLENGNTSIDIHHPC--RVNVAVQKELHKPESDRSCIHLEFDISGTGIIYETGD 
Gh_CPR1   --LLRDEDDENATSTP--YTAAIPEYRVVVHDPAVMHVEE---NYSNKANGNATYDLHHPC--RVNVAVQRELHKPESDRSCIHLEFDISGTGITYETGD 
At_ATR1   --LLKDEDD-KSVATP--YTAVIPEYRVVTHDPRFTTQKS---MESNVANGNTTIDIHHPC--RVDVAVQKELHTHESDRSCIHLEFDISRTGITYETGD 
Ha_CPR1   --LLRDEDNANAASTP--YTAAILEYRVVIHDPTTLSVED---KFANLANGNATFDAQHPC--RVNVAVQRELHKPESDRSCIHLELDISGTGIRYEAGD 
Pso_CPR1  --LLKDEDAAPSVATP--YIATVPEYRVVIHETTVAALDD---KHINTANGDVAFDILHPC--RTIVAQQRELHKPKSDRSCIHLEFDISGSSLTYETGD 
Am_CPR2   --LLLD-EDDTSAATP--YTAAVLEYRVVVYDQP-DTAT--LDQSLSTQNGHTVHDAQHPC--RSNVAVKKELHKPASDRSCIHLEFDISHTGLAYETGD 
Pc_CPR2a  --LLLD-EDDTSAATP--YTAAVLEYRVVVYDQL-DTAT--LDRSLSTQNGHTVHDAQHPC--RSSVAAKKELHKPASDRSCIHLEFDISHTGLAYETGD 
Pc_CPR2b  --LLLD-EESKAAATP--YTAAVLEYRVQFYNQT-DTSSP-LVRSMSKLNGHAVYDAQHPC--RANVAVRRELHTPASDRSCTHLEFDISSTGLAYETGD 
Aa_CPR2   --LLRD-EDDTSVATP--YTAAVAEYRVVFHDKP-ETYD----QDQ-LTNGHAVHDAQHPC--RSNVAVKKELHSPLSDRSCTHLEFDISNTGLSYETGD 
Ht_CPR2b  --LLRD-DDDTSVATP--YTAAVAEYRVVFHEKP-DMYD----ENS-QTNGHAVHDAQHPC--RANVAVKKELHSSESDRSCTHLEFDISHTGLSYETGD 
Sr_CPR2   --LLRD-EDDTSVTTP--YTAAVLEYRVVYHDKPADSYA----EDQTHTNGHVVHDAQHPS--RSNVAFKKELHTSQSDRSCTHLEFDISHTGLSYETGD 
Ht_CPR2a  --LLLD-EDDKTAATP--YTAAIPEYRVVFHDKP-DTFS----ENHSQTNGHTVHDAQHPC--RSNVAVKKELHTPESDRSCTHLEFDISHTGLSYETGD 
Cro_CPR2  --LLRD-EDDTTVSTT--YTAAIPEYRVVFPDKSDSLISEANGHANGYANGNTVYDAQHPC--RSNVAVRKELHTPASDRSCTHLDFDIAGTGLSYGTGD 
Cb_CPR2   --LLRD-EDYPPVSTP--YTAAVLEYRVVFHDQSDELPSE-NTLANGRANGHASYDAQHPC--KVNVAVKKELHTPLSDRSCTHLEFDISGTGLEYETGD 
Ph_CPR2   --LLMDGDDATTVATP--YTAAVLEYRVVIHEKSN--LDNELSNANGHANGHAVIDAQHPC--SANVAVRKELHTPASDRSCTHLEFDISGTGLVYETGD 
Gh_CPR2   --LLRDEDD-ATVSTP--YTAAVLEYRVVFYDPADAPLED---KNWSNANGHATYDAQHPC--RSNVAVRKELHAPESDRSCTHLEFDIAGTGLSYETGD 
Rc_CPR2   --VLRGEDDAATVSTP--YTAAVLEYRIVFYDPEDAPIED---KRWSNTNGHAVYDAQHPC--RANVAVRKELHTPASDRSCTHLEFDIAGTGLSYETGD 
Pt_CPR2b  --LLLDGDDPTAVSTP--YAATVSEYRVVFHSPEDAPLED---DNWSNANGHAVYDAQHPC--RANVAVRRELHTPASDRSCTHLEFEISGTGLAYGTGD 
Pt_CPR2a  --LLLDGDDPTGVSTP--YTAAVAEYRVVLHDPEDAPLED---DNWSNANGHAIYDAQHPC--RANVTVRRELHTPASDRSCTHLEFDISGTGLVYGTGD 
Vv_CPR2   --LLRDEDDATTVSTP--YTAAVLEYRVVFHDPEGASLQD---KSWGSANGHTVHDAQHPC--RANVAVRKELHTPASDRSCTHLEFDISGTGLTYETGD 
Lj_CPR2   --LLRGDDD-TTVSTP--YTAAVLEYRVVIHDPLDASVDE---KKWHNVNGHAIVDAQHPV--RSNVAVRKELHTPVSDRSCTHLEFDISGTGVAYETGD 
Psa_CPR2  --LLRDEDD-TPVATP--YTAAVSEYRVVIHDPLDATVDE---KKRHNVNGHAVVDAQHPV--RANVAVRRELHTPASDRSCTHLEFDISGTGVVYETGD 
At_ATR2   --ILREEGD-TAVATP--YTAAVLEYRVSIHDSEDAKFND---INMANGNGYTVFDAQHPY--KANVAVKRELHTPESDRSCIHLEFDIAGSGLTYETGD 
Ec_CPR2   --LLLDESDKTSVSTP--YTAIVPEYRVVFHDATDASLQD---KNWSNANGYTVYDVQHPC--RANVVVKKELHTPVSDRSCIHLEFDISGTGLTYETGD 
Os_CPR2a  --LLRVEDDKSAAPTP--YTAAIPEYRVVLVKPEEAMHIN---KSFSLSNGHAVYDIQHPC--RANVAVRRELHTPASDRSCIHLEFDISGTGLTYETGD 
Sb_CPR2a  --LLRQEDDSSTAPTP--YTVAIPEYRVVFVKPEDAMHIN---KSFTLSNGHAVYDIQHPC--RANVAVRRELHTPASDRSCIHLEFDITGTGLKYETGD 
Ta_CPR2a  --LLRVEDNSSTAQSP--YTAAIPQYRVVLTKPEDATHIN---KSFSLSNGHVVYDSQHPC--RANVAVRRELHTPASDRSCIHLEFDIAGTSLTYETGD 
Sb_CPR2b  --LLRDENDASTGTT---YTAAIPEYRVEFIKPEEAAHLE---RNFSLANGHAVHDAQHPC--QANVAVRRELHTPASDRSCTHLEFDIAGTGLTYETGD 
Zm_CPR2b1 --LLRDENDASPGPT---YTAAIPEYRVEFIKPEEAAHLE---RNFSLANGHAVHDAQHPC--QANVVVRQELHTPASDRSCTHLEFDIAATGLTYETGD 
Zm_CPR2b2 --LLGDGNDISTGTT---YTAAIPEYRVEFMGPEEAAHLE---RNSSLANGHAVHDAQHPCKFRADVAVRRELHTPASDRSCTHLEFDIAGTGLTYETGD 
Os_CPR2b  --LLRDENDVSTGTT---YTAAIPEYRVEFVKPDEAAHLE---RNFSLANGYAVHDAQHPC--RANVAVRRELHTPASDRSCTHLEFDIAGTGLTYETGD 
Sb_CPR2c  --LLRDEDDTTGASTP--YTAAIPEYRVVFIDKSDLSFQD---RSWTLANGTGVIDIQHPC--RANVAVRKELHKPASDRSCIHLEFDISGTGLVYETGD 
Zm_CPR2c  --LLRDEDDTNGASTP--YTAAIPEYRVVFIDKSDLSFQD---RSWSLANGTGVIDIHHPC--RANVAVRKELHKPASDRSCIHLEFDISGTSLVYETGD 
Os_CPR2c  --LLRDEDDTTGASTP--YTAAIPEYRIVFIDKSDVSFQD---KSWSLANGSGVIDIHHPV--RSNVAVRKELHKPASDRSCIHLEFDISGTGLVYETGD 
Ta_CPR2c  --LLRDEDDTTGATTP--YTAAIPEYRVVFIDKSDLEFED---KSWTLANGNGVIDAQHPC--RANVAVRKELHKPASDRSCIHLEFDISGTGLVYETGD 
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Tch_CPR   --LLRDEDDEPTSATP--YTAAIPEYRVEIYDSVVSVYEE---THALKQNGQAVYDIHHPC--RSNVAVRRELHTPLSDRSCIHLEFDISDTGLIYETGD 
Tcu_CPR   --LLRDEDDEPTSATP--YTAAIPEYRVEIYDSVVSVYEE---THALKQNGQAVYDIHHPC--RSNVAVRRELHTPLSDRSCIHLEFDISDTGLIYETGD 
Pm_CPR    --LLRDEDDQPSSATP--YTAAIPQYRVEIHDPPVPLYEE---TYAT-QNGQAFIDIHHPC--RANVAVQRELHTPLSDRSCIHLEFDISGTGLTYETGD 
Sm_CPRb   --LLRNEDDVVLASTP--YTAAVSEYRVVFHENPVKLLEGSF-SATMENGGSVVVDMNHPC--RAIVAVQRELHTPLSDRSCTHLEFDVAGTGLSYETGD 
Sm_CPRc   --LLRNEDDVAIPSTTT-YTAAVSEYRVVIHEKLAKLVEGSF-LP-VENGGPVVIDMNHPC--RAIVAARKELHTPLSDRSCTHLEFDIAATGISYETGD 
Sm_CPRa   --LLRSED--ETGSATP-YMAAIPEYRVVIHEGGTKAYEK------VARNGESLCDISHPI--RSPVAVRRELHTPLSDRSCTHLEFDISYTGLTYLTGD 
Cre_CPR   SDLVGKRADQNGVHAAP--PARVAAYEVEVLRGSGGEAPA-------FPSGTG-KDVHSPF--WAKITTVRELHTPASDRSCVHVEVDVSGSGITYEAGD 
consensus   ....... .. ...  ..... .*......       .   .    ..* ...* ..*.  ........***.. *.***.*...........*..** 
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Pp_CPRc   HVGVYVENSRDDVEEAAKYLGMPLDTIFSLHVDAEEGQLLAGS--LPPPFPGPLLLETALRRYTDLLNPPRKAVLMALAAFASDPEEAERLTYLASLKGK 
Pp_CPRd   HVGVYVENNQEDVEEAARHLGMPLDTIFSLHVDAEEGQLLAGS--LPPPFPGPLLLETALRRYADLLNPPRKAVLNVLAVFASDPEEVERLKYMASLQGK 
Pp_CPRa   HVGVYVENSQEDVEEAAKHLGYPLDTIFSLHVDAEEGQLLSGS--LPPPFPGPLLLETALRRYADLLSPPRKSVLSVLAAFASDPEEAERLKHLASLLGK 
Pp_CPRb   HVGVFVENSSEDVEEAARLLGVDRDMIFSLHVDAK----AASN--LPQPFPGPLTVDTALRRYADLLNPPRKAILSILAAYAQDPEEAERLKFLASVDGK 
Ca_CPR1   HVGVFAENSEETVEEAARLLGQSLDLTFSIHADKEDGTALGGS--LPPPFPGPCTLRAALARYADLLNPPRKATLVALAAHATEPSEAEKLKFLASPQGK 
Ph_CPR1   HVGVYAENCEETVEEAARLLGQSLDLVFSILTDKEDGTALGGS--LPPPFPGPCTLRAAIARYADLLNPPRKATLIALAAHAAEPSEAERLKFLASPQGK 
Ce_CPR1   HVGVYAENCEENVEEAARLLGQSLDLTFSIHADKEDGTPLGGS--LAPPFPGPCTLRTALARYADLLTPPKKTALIALAAHSSEPSEAERLKFLSSQQGK 
Op_CPR1   HVGVYAENCDGTVEQAAKVLGQPLDLVFSIHADKEDGTSLGGS--LPPPFPGPCSLRTALARYADLLNYPRKAALVALAAHASEPSEAERLKFLSSPQGK 
Gm_CPR1   HVGVFAENGDETVEEAGKLLGQDLDLVFSIHTNNEDGTPLGSS--LPPPFPGPCTLRFALAHYADLLNPPRKASLVALAAHTSEPSEADRLTFLSSPQGK 
Vr_CPR1   HVGVYAENCNETVEETGKLLGQNLDLFFSLHTDKDDGTSLGGS--LLPPFPGPCSLRTALARYADLLNPPRKAALLALATHASEPS-DERLKFLSSPQGK 
Vs_CPR1   HVGVYAENCDETVEEAGKLLGQSLDLLFSLHTDKEDGTSLGGS--LLPPFPGPCTVRTALACYADLLNPPRKAAIVALAAHASEPSEAERLKFLSSPQGK 
Pt_CPR1   HLGVYAENSDETVEEAGKLLDKPLDLLFSIHADNEDGTAIGSS--LPPPFPGPCTLHTALACYADLLSPPKKAALLALAAHASEPSEADRLKFLSSPQGK 
Rc_CPR1   HVGVYAENFEENVEEAGKLLGQPLDLLFSIHADNEDGAPLGSS--LAPPFPGPCTLRTALSHYADLLNPPRKAALIALAAHASEPSEAERLKYLSSPEGK 
Gh_CPR1   HVGVYADNCVETVEEAARLLGQPLDLLFSIHTDNEDGTSAGSS--LPPPFASPCTLRMALARYADLLNPPRKAALIALAAHATEPSEAEKLKFLSSPQGK 
At_ATR1   HVGVYAENHVEIVEEAGKLLGHSLDLVFSIHADKEDGSPLESA--VPPPFPGPCTLGTGLARYADLLNPPRKSALVALAAYATEPSEAEKLKHLTSPDGK 
Ha_CPR1   HVGVYTENCAENVEEAGRLLGQPLDLVFSVYTEKEDGTPLGGS--LPPPFPGPCTLQTSLARYADLLNPPRKAALLALAAHASEPSEAERLKFLASPQGK 
Pso_CPR1  HVGVYAENCDETVEEAGKLLGQPLDLLFSIHTDKEDGSPQGSS--LPPPFPGPCTLRSALARYADLLNPPRKASLIALSAHASVPSEAERLRFLSSPLGK 
Am_CPR2   HVGVYCENLVEIVEEAEKLLGMPPNTYFSVHTDNEDGTPLTGG-SLPPPFP-PCTVRSALAKYADLLSSPKKSALLALAAHASDPTEADRLRFLASPAGK 
Pc_CPR2a  HVGVYCENLVEIVEEAEKLLGMQPNTYFSVHIDDEDGTPLTGG-SLPPPFP-PCTVRSALAKYADLLSSPKKSALLALAAHASDPTEADRLRLLASPAGK 
Pc_CPR2b  HVGVYTENLIEIVEEAERLIDISPDTYFSIHTENEDGTPLSGG-SLPPPFP-PCSFRTALTRYADLLSTPKKSALVALAAHASDPSEAERLRFLASPVGK 
Aa_CPR2   HVGVYVENLSEVVDEAEKLIGLPPHTYFSVHADNEDGTPLGGA-SLPPPFP-PCTLRKALASYADVLSSPKKSALLALAAHATDSTEADRLKFLASPAGK 
Ht_CPR2b  HVGVYCENLSEVVDEAERLIGLPPDTYFSIHTDKEDGTPLGGA-SLAPPFP-PCTLRKALASYADVLSSPKKSALLALAAHATDPAEADRLKFLASPDGK 
Sr_CPR2   HVGVYSENLSEVVDEALKLLGLSPDTYFSVHADKEDGTPIGGA-SLPPPFP-PCTLRDALTRYADVLSSPKKVALLALAAHASDPSEADRLKFLASPAGK 
Ht_CPR2a  HVGVYCENLIEVVEEAEKLIGLPADTYFSLHIDNEDGTPLGGP-TLQPPFP-PCTLRKALTNYADLLSSPKKSTLLALAAHASDATEADRLQFLASREGK 
Cro_CPR2  HVGVYCDNLSETVEEAERLLNLPPETYFSLHADKEDGTPLAGS-SLPPPFP-PCTLRTALTRYADLLNTPKKSALLALAAYASDPNEADRLKYLASPAGK 
Cb_CPR2   HVGVYCENLIETVEEAERLLGLSPQTFFSVHTDKEDGTPLGGS-ALPPPFP-PCTLRTALTRYADLLSAPKKAALIALAAYASDPVEAERLTHLVSPAGK 
Ph_CPR2   HVGVCCENLIETVEEAESLLNISPDTFFSIHIDKEDGTPLGGS-SLPSPFP-PCTLRTALTKYADLLSSPKKSALLALAACASDPKEADRLRYLASPAGK 
Gh_CPR2   HVGVYCENLDEVVDEALSLLGLSPDTYFSVHTDKEDGTPLGGS-SLPSSFP-PCTLRTALARYADLLSSPKKAALLALAAHASDPTEADRLRHLASPAGK 
Rc_CPR2   HVGVYCENLDETVEEALQLLGLSPDTYFSIHADKEDGTALSGS-SLPAPFP-PCTLRTALTRYADLLSSPKKSALLALAAHATDPTEADRLRHLASPAGK 
Pt_CPR2b  HVGVYCENLSETVEEALQLLGLSPDTYFSIHNDNEDGTPLSGG-ALPPPFP-PSTLKTALARYADLLSLPKKSALMALAAHATDPTEADRLRHLASPAGK 
Pt_CPR2a  HVGVYCENLSEIVEEALQLLGLSPDIYFTIHTDNEDGTPLSGS-ALPPPFP-SSTLRTALTRYADLLSSPKKSALMALAAHATNPTEADRLRHLASPAGK 
Vv_CPR2   HVGVYCENLPETVEEAERLLGFSPDVYFSIHTEREDGTPLSGS-SLSPPFP-PCTLRTALTRYADVLSSPKKSALVALAAHASDPSEADRLKYLASPSGK 
Lj_CPR2   HVGVYCENLSETVEEAVRLLGLSPDTYFSVHTDDEDGKPLSGS-SLPPTFP-PCTLRTAIARYADVLSSPKKSVLLALAAHASNPSEADRLRHLASPAGK 
Psa_CPR2  HVGVYCENLSDTVEEAERILGLSPDTYLSIHTDDEEGKPLGGS-SLPPPFP-PCTLRTALTKYADLLSSPKKSALVALAAHASDPSEADRLRHLASPAGK 
At_ATR2   HVGVLCDNLSETVDEALRLLDMSPDTYFSLHAEKEDGTPIS-S-SLPPPFP-PCNLRTALTRYACLLSSPKKSALVALAAHASDPTEAERLKHLASPAGK 
Ec_CPR2   HVGVYSENCVEVVEEAERLLGYSSDTVFSIHVDKEDGSPISGS-ALAPPFPTPCTLRTALTRYADLLNSPKKAALHALAAYASDPKEAERLRYLASPAGK 
Os_CPR2a  HVGVYAENCTETVEEVENLLGYSPDTLFSIHADQEDGTPLFGG-SLPPPFPSPCTVRTALARYADLLSFPKKSALIALASHASDPKDAERLRHLASPAGK 
Sb_CPR2a  HVGVYAENCIETVEEAEKLLGYSPDTLFSIHADQEDGTPHCGG-SLPPPFPSPCTVRTALTRHADLLNSPKKSALLALAAHASDSKEAERLRHLASPAGK 
Ta_CPR2a  HVGVYAENSIETVEEAEKLLDYSPDTYFSIYADQEDGTPLFGG-SLPPPFPSPCTVRVALARYADLLNSPKKSVLLALAAHASDPKEAERLRHLASPAGK 
Sb_CPR2b  HVGVYTENCPEVVEEAERLLGYSPDTFFTIHADKEDGTPLSGS-SLAPPFPSPITVRNALARYADLLNSPKKTSLVALATYASDPAEADRLRFLASAAGK 
Zm_CPR2b1 HVGVYTENCPEVVEEAERLLGYSPDTFFTIHADKEDGTSLSGS-SLAPPFPSPITVRNALARYADLLNSPKKASLVALASYASDPAEADRLRFLASAAGK 
Zm_CPR2b2 HVGVCTENCPEVVEEAERLLGYSPDTSFTIHADRDDGS--------PPPFPSPTTLRNALARYADLLNSPKKASLVALATYASDPAEADRLTFLASAAGK 
Os_CPR2b  HVGVYTENCLEVVEEAERLLGYSPEAFFTIHADKEDGTPLGGG-SLAPPFPSPITVRNALARYADLLNSPKKSALVALATYASDSTEADRLRFLASPAGK 
Sb_CPR2c  HVGVYAENSVETVEEAERLLDLSPDTFFSIHADAEDGSPRKGGGSLAPPFPSPCTLRTALLRYADLLNPPKKAALLALASHASDPAEAERLRFLASPAGK 
Zm_CPR2c  HVGVYAENSVETVEEAESLLDLSPDTVFSIHADAEDGSPRKGGSSLAPPFPSPCTLRTALLRYADLLNPPKKAALLALASHASDPAEAERLRFLASPAGK 
Os_CPR2c  HVGVYSENAIETVEQAEKLLDLSPDTFFSVHADAEDGSPRKGGGSLAPPFPSPCTLRTALLRYADLLNSPKKAALVALAAHASDLAEAERLRFLASPAGK 
Ta_CPR2c  HVGVYSENSIETVEQAETLLDLSPDTVFSIHADAEDGSPRKGGGSLAPPFPSPCTLRTALLRYADLLNAPKKAALTALAAHASDPTEAERLRFLASPAGK 
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Tch_CPR   HVGVHTENSIETVEEAAKLLGYQLDTIFSVHGDKEDGTPLGGS-SLPPPFPGPCTLRTALARYADLLNPPRKAAFLALAAHASDPAEAERLKFLSSPAGK 
Tcu_CPR   HVGVHTENSIETVEEAAKLLGYQLDTIFSVHGDKEDGTPLGGS-SLPPPFPGPCTLRTALARYADLLNPPRKAAFLALAAHASDPAEAERLKFLSSPAGK 
Pm_CPR    HVGVYAENLSDTVEEAAKLLGYPLDTIISVHSDKEDGTPLGGS-SLLPPFPGPCTLQTALARYADLLNPPRKAALVALASHASDPAEAERLKFLSSPAGK 
Sm_CPRb   HVGVYAENCHDVVEEAAQLLGHSLDTVFSLHIESEDGSSLAGN--LLPPFPTPCTLRTALARYADLQTPPRKAVLGVLAAYASDPAQAERLKHLASPQGK 
Sm_CPRc   HVGVYAENCHDVVEEAANLLDYTLDTVFSLHTDTEDGTPLPGS--LLPPFPTPCTLRTALARYADLQTPPRKAVLAVLAAYTSETSHADRLKHLASLQGK 
Sm_CPRa   HVGVFAENQDDVVEEAAKVLGYSLDTIFTLHGDNEDGSPLSG---VPPPFMGPITMKAALQQHTDLQNPPRKAVLSVLAAYASDPEEQERLKHLQSPQGK 
Cre_CPR   HIAIYARNGEAVVSQVAELLGFDLEARIKLALPADADAASG----LPPPFPGPVTVRTALSYFADVLSSPHREALNALASFAADREEAARLALLGSPAGK 
consensus *.... .*  ..*... .... .... .... . ......... .....*. ................ *.......*............*....*..** 
          401......410.......420.......430.......440.......450.......460.......470.......480.......490........ 
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Pp_CPRc   EEYSKWVVQSQRSLIEVLAAFSSVKLPLGVFFASVAPRLQPRFYSISSSPKLSPSRIHVTCALVHGPSPTGRIHRGVCSTWMKNAQSNEACSADGCS-WA 
Pp_CPRd   ADYSKWVVQSQRSLIEVLSAFPSVKLPLGVFFGSVAPRLQPRFYSISSSPKVSPSRIHVTCALVYGPSPTGRIHRGVCSTWMKNAQSKESHSADECS-WA 
Pp_CPRa   EEYTKWVVASQRSLIEVIAAFPSVKLPLGVLFACVAPRLQPRFYSISSSPKFSPTRIHVTCALVYGPSPTGRIHRGVCSTWMKNARSKDTYGADDCS-WA 
Pp_CPRb   DEYAQWVVASQRSLLEILAAFPSAKVPLGVFFAGVAPRLMPRFYSISSSPAIHPTRIHVTCALVYGKSPTGRIHRGVCSTWMKNANSIEKSGPKNCS-SA 
Ca_CPR1   DEYSQWVVASQRSLVEVMAEFPSAKPPLGVFFAAVAPRLQPRYYSISSSPRFAPARVHVTCALVYGPTPTGRIHKGVCSTWMKNAVPLEK--SHNCS-SA 
Ph_CPR1   DDYSTWIVASQRSLLEVMAEFPSAKPPLGVFFAAVAPRLQPRYYSISSSPRFAPTRVHVTCALVNGPTPTGRIHKGVCSTWMKNAVPLEK--SHNCS-SA 
Ce_CPR1   DDYSQWIVGSQRSLLEVMAEFPSAKPPLGVFFAAIAPRLQPRYYSISSSPRFVPNRVHVTCALVYGPTPTGRIHRGVCSTWMKNAVPSER--SHDSS-QA 
Op_CPR1   DEYAQGIVGNQKSLLEVMAEFPSAKPPLGVFFAAMAPRLPPRYYSISSSPRFAPNRVHVTCALVYGPTPTGRIHKGICSTWMKNAVPSER--SHECS-KA 
Gm_CPR1   DEYSKWLVGSQRSLLEVMAEFPSAKPPLGVFFAAVAPHLQPRYYSISSSPRFSPQKVHVTCALVCGPTPTGRIHKGVCSTWMKNGIPLEK--SRDCS-WA 
Vr_CPR1   DEYSKWVVGSQRSLVEVMAEFPSAKPPLGVFFAAIAPRLQPRYYSISSSPRFAPQRVHVTCALVYGPTPTGRIHKGVCSTWMKNAIPSEK--SQDCS-SA 
Vs_CPR1   DEYSKWVVGSQRSLLEVMADFPSAKPPLGVFFAAIAPRLQPRYYSISSSPRPAPQRVHVTCALVEGPTPTGRIHKGVCSTWMKSATPLEK--SHDCS-RA 
Pt_CPR1   NEYSHWVMASQRSLLEVMAEFPSSKPPLGIFFAAVAPRLQPRYYSISSSPRYTPNRVHVTCALVYGPTPTGRIHKGVCSTWMKNAVPLEK--SYECS-WA 
Rc_CPR1   DEYSQWIVGSQRSLLEVMAEFPSARPPLGVFFAAIAPRLQPRYYSISSSPRFALSRVHVTCALVYGPTPTGRIHKGVCSTWMKNAVPLEK--SHDSS-WA 
Gh_CPR1   DEYSQWVVASQRSLLEVMAEFPSAKPPLGVFFAAVAPRLQPRYYSISSSPRFVPARVHVTCALVYGPTPTGRIHRGVCSTWMKNAVPLEK--SNDCS-WA 
At_ATR1   DEYSQWIVASQRSLLEVMAAFPSAKPPLGVFFAAIAPRLQPRYYSISSSPRLAPSRVHVTSALVYGPTPTGRIHKGVCSTWMKNAVPAEK--SHECS-GA 
Ha_CPR1   DEYAQWVVTSQRSLLEVMAEFPSAIPPLGIFFAAVAPRLQPRYYSISSSPRYAPHRVHVTCALVYGPTPTGRIHKGVCSNWMKNAVSLER--SSDCS-WA 
Pso_CPR1  NEYSKWVVGSQRSLLEIMAEFPSAKPPLGVFFAAVAPRLPPRYYSISSSPKFAPSRIHVTCALVYGQSPTGRVHRGVCSTWMKHAVPQD-------S-WA 
Am_CPR2   DEYAQWIVASHRSLLEVLAEFPSAKPPLGVFFASVAPRLQPRYYSVSSSPRMVPSRIHVTCALVYEKTPTGRIHKGVCSTWMKNAVSLEE--SHDCS-WA 
Pc_CPR2a  DEYAQWVVASHRSLLEVLAEFPSAKPPLGVFFASVAPRLQPRYYSISSSPRMVPSRIHVTCALVYEKTPTGRIHKGVCSTWMKNAVSLEE--SHDCS-WA 
Pc_CPR2b  DEYAQWLVASQRSLLEVLAAFPSAKPPLGVFFASVAPRLQPRYYSISSSPRMAPSRIHVTCALVHETTPAGRIHKGLCSTWMKNAVSLED--AHVSS-WA 
Aa_CPR2   DEYAQWIVASHRSLLEVMEAFPSAKPPLGVFFASVAPRLQPRYYSISSSPRFAPNRIHVTSALVYEQTPSGRVHKGVCSTWMKNAVPMTE--SQDCS-WA 
Ht_CPR2b  DEYSQWIVASQRSLLEVMEAFPSAKPPLGVFFASVAPRLQPRYYSISSSPRMAPNRIHVTCALVYEKTPAGGIHKGVCSTWMKKRVPMTE--CLDCS-WA 
Sr_CPR2   DEYAQWIVANQRSLLEVMQSFPSAKPPLGVFFAAVAPRLQPRYYSISSSPKMSPNRIHVTCALVYETTPAGRIHRGLCSTWMKNAVPLTE--SPDCS-QA 
Ht_CPR2a  DEYAEWIVANQRSLLEVMEAFPSAKPPLGVFFAAIAPRLQPRYYSISSSPKMVPNRIHVTCALVYEKTPGGRIHKGICSTWMKNAVPLTE--NQDCS-SA 
Cro_CPR2  DEYAQSLVANQRSLLEVMAEFPSAKPPLGVFFAAIAPRLQPRFYSISSSPRMAPSRIHVTCALVYEKTPGGRIHKGVCSTWMKNAIPLEE--SRDCS-WA 
Cb_CPR2   EEYAQYVVAGQRSLLEVMADFPSAKPPLGVFFAGIAPRLQPRFYSISSSPKIAPSRIHVTCALVYEKTPTGRIHKGVCSTWMKNAVPLEE--SPNCS-SA 
Ph_CPR2   EEYAQWIVASQRSLLEVMAEFPSAKPSVGIFFASVAPRLQPRFYSISSSPRMAPSRIHVTCALVHDKLPTGRVHKGVCSTWMKNAVPLEE--SHSCS-TA 
Gh_CPR2   DEYAQWIVANQRSLLEVMAEFPSAKPPLGVFFAAVAPRLQPRYYSISSSPRLAPSRIHVTCALVYEKTPTGRIHKGVCSTWMKNAVSSGK--SDDCG-WA 
Rc_CPR2   DEYTQWIVAAQRSLLEVMAEFPSAKPPLGVFFASVAPRLQPRFYSISSSPRMAPSRIHVTCALVLDKTPTGRVHKGVCSTWMKNSVPMEK--SHECS-WA 
Pt_CPR2b  DEYAQLLVANQRSLLEVMAEFPSAKPPLGVFFASVAPRLQPRYYSISSSPRMAPSRIHVTCALVLEKTLGGRIHKGVCSTWMKNAVPLEK--SHDCS-WA 
Pt_CPR2a  DEYAQWIVANHRSLLEVMAEFPSAKPPLGVFFASVAPRLLPRYYSISSSPSMAPSRIHVTCALVLEKTPAGRIHKGVCSTWMKNAVPLEK--SHDCS-WA 
Vv_CPR2   DEYAQWVVASQRSLLEIMAEFPSAKPPLGVFFAAVAPRLQPRYYSISSSPKMVPSRIHVTCALVCDKMPTGRIHKGICSTWMKYAVPLEE--SQDCS-WA 
Lj_CPR2   DEYSEWVIASQRSLLEVMAEFPSAKPPIGVFFAAIAPRLQPRFYSISSSPRMAPSRIHVTCALVNDKMPTGRIHRGVCSTWMKNSVPLEK--SQDCS-WA 
Psa_CPR2  DEYAEWVISSQRSLLEVMAEFSSAKPPIGVFFAAVAPRLQPRYYSISSSPRMAPSRIHVTCALVHDKMPTGRIHKGVCSTWMKNSVPLEK--NQDCS-WA 
At_ATR2   DEYSKWVVESQRSLLEVMAEFPSAKPPLGVFFAGVAPRLQPRFYSISSSPKIAETRIHVTCALVYEKMPTGRIHKGVCSTWMKNAVPYEK--SENCS-SA 
Ec_CPR2   DEYAQWIVASQRSLLVVMAEFPSAKAPIGVFFAAVAPRLLPRYYSISSSNRMVPSRIHVTCALVHEKTPAGRVHKGVCSTWMKNSVSLEE--NHDCSSWA 
Os_CPR2a  KEYSQWIVSSQRSLLEVMTEFPSAKPPLGVFFAAIAPRLQPRYYSISSSPRMTPTRIHVTCALVYGQTPTGRIHKGVCSTWMKNSIPLEE--SQECS-WA 
Sb_CPR2a  KEYSQWIVTSQRSLLEVMSEFPSAKPPLGVFFAAICPRLQPRYYSISSSPRIAPTRIHVTCALVYGPTPTGRIHKGVCSTWMKHSTPLEE--SQECS-WA 
Ta_CPR2a  KEYSQWIIASQRSLLEVISEFPSAKPPLGVFFAAIAPRLQPRYYSISSSPRMAPTRIHVTCSLVHGQTPTGRIHKGVCSTWMKNSTPLEE--SQECS-WA 
Sb_CPR2b  DEYAQWVVASQRSLLEVMAEFPSAKPPLGVFFAAVAPRLQPRYYSISSSPSMAATRIHVTCALVHETTPAGRVHKGVCSTWIKNAVPSEE--SKDCS-WA 
Zm_CPR2b1 DEYAQWVVASQRSLLEVMAEFPSAKPPLGVFFAAVAPRLQPRYYSISSSPSMAPTRIHVTCALVRETTPAGRVHKGVCSTWIKNAVPSEE--SKECS-WA 
Zm_CPR2b2 DEYAQWVVASQRSLLEVMAEFPSAKPPLGVFFAAVAPRLQPRYYSISSSPSMAPTRIHVTCALVHETTPAGRVHKGVCSTWIKNAVPSEG--SEDCSSWA 
Os_CPR2b  DEYAQWVVASQRSLLEVMAEFPSAKPPLGVFFAAVAPRLQPRYYSISSSPSMAPTRIHVTCALVHEKTPAGRVHKGVCSTWIKNAIPSEE--TKDCS-WA 
Sb_CPR2c  DEYSQWITASQRSLIEVMAAFPSAKPPLGVFFAAIAPRLQPRYYSISSSPMMAPSRIHVTCALVYGPSPTGRIHQGVCSTWMKNTIPLEY--SEESS-WA 
Zm_CPR2c  DEYSQWITASQRSLLEVMAAFPSAKPPLGVFFAAIAPRLQPRYYSISSSPKMAPSRIHVTCALVYGPSPTGRIHQGVCSTWMKNTIPLEY--SEECS-WA 
Os_CPR2c  DEYSQWVVASQRSLLEVMAAFPSAKPPLGVFFAAVAPRLQPRYYSISSSPKMAPSRIHVTCALVYGPTPTGRIHQGVCSTWMKNAIPSEY--SEECS-WA 
Ta_CPR2c  DEYAQWIVASQRSLLEVMAAFPSAKPPLGVFFAAIAPRLQPRFYSISSSPKLAPSRIHVTCALVYGPTPTERIHQGVCSTWMKNTLPLEY--SEECS-WA 
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Tch_CPR   DEYSQWVTASQRSLLEIMAEFPSAKPPLGVFFAAIAPRLQPRYYSISSSPRFAPSRIHVTCALVYGPSPTGRIHKGVCSNWMKNSLPSEE--THDCS-WA 
Tcu_CPR   DEYSQWVTASQRSLLEIMAEFPSAKPPLGVFFAAIAPRLQPRYYSISSSPRFAPSRIHVTCALVYGPSPTGRIHKGVCSNWMKNSLPSEE--THDCS-WA 
Pm_CPR    DEYSQWITVSQRSLLEVMAEFPSAKPPLGVFFAAVAPRLQPRYYSISSSPRYASNRIHVTCALVYGPSPTGRIHKGVCSNWMKNSVPSEK--SQYCS-WA 
Sm_CPRb   DEYSQYIATSQRTLLEVMEDFPSVKVPLGVFFASVSPRLLPRYYSISSSPKYVASRIHVTCSLVYGPSLTGRIFKGVCSTWMKNARSAEE--AGDECSWA 
Sm_CPRc   EDYSQYISSCQRTLLEVLADFSSVKLPLGVFFASVAPRLMPRYYSISSSPKFAPTRIHVTCALVHGPSPTGRLFRGVCSTWMKNARSAEE--AGDDCSWA 
Sm_CPRa   DEYSQYIAASQRSLIEVLQDFPSVKLPIGVFFAAVGARLQPRYYSISSSPRFSPSRIHVTSALVYGKSPTGRLHRGVCSTWMKHAKSSEE--TGNDCSWS 
Cre_CPR   AEYADFIGKPHRSLLEVLQAFPSAKPTIGAFFGCIAPRLQPRFYSISSSPKQHPNSVHVTCAVVRDTMPTGRVHEGVASTWLQRHGNGAA---------V 
consensus ..*..........*......*.*.....*..*......*.**.**.***........***...*.. ........*..*.*........   . ... .. 
          501......510.......520.......530.......540.......550.......560.......570.......580.......590........ 
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Pp_CPRc   PIFVRQSNFRLPADSSTPVVMVGPGTGLAPFRGFLQERAALQESGSMLGPAKLFFGCRSRTQDFIYEDELKSYVEKG-VMELTVAFSREGSKKEYVQDKM 
Pp_CPRd   PIFVRQSNFRLPLNSNTPVVMVGPGTGLAPFRGFLQERAALQESGFTLGPAKLFFGCRTRAHDFIYDNELKSFVEKG-VTELTVAFSREGPKKEYVQDKM 
Pp_CPRa   PIFVRQSNFKLPADSTIPIVMVGPGTGLAPFRGFLQERAMLQESGSTLGPAKFFFGCRTRTQDFIYEEELNAFVEKG-ITELTVAFSREGPRKEYVQDKM 
Pp_CPRb   PIFVRKSSFRLPADPATPIVMVGPGTGLAPFRGFLQERDALQKSGATLGPAKLFFGCRSSDKDFIYEDELNDYVKNG-ITEIVVAFSRQNSQKEYVQDKM 
Ca_CPR1   PIFIRPSNFKLPSDPSIPIVMVGPGTGLAPFRGFLQERAALKEDGAQLGPALLFFGCRNRRMDFIYEEELKSFVDQGVISELIIAFSREGPQKEYVQHKM 
Ph_CPR1   PIFIRPSNFKLPADPSIPIVMVGPGTGLAPFRGFLQERAALKEDGAQLGPALLFFGCRNRRMDFIYEEELQSFVDQGVISELIIAFSREGPQKEYVQHKM 
Ce_CPR1   PVFIRTSNFKLPADPSIPIVMIGPGTGLAPFRGFLQERFVLKEEGAQLGPALLFFGCRNRRMDFIYESELKKYEDEGVVSELIVAFSREGPQKEYVQHKM 
Op_CPR1   PIFIRSSNFKLPADPSTPIIMVGPGTGLAPFRGFLQERLALKELGAQLGPALLFFGCRNRRMDFIYEDELSGFVNQGVISELIVAFSREGPQKEYVQHKM 
Gm_CPR1   PIFIRTSNFKLPADHSIPIIMVGPGTGLAPFRGFLQERLALKEDAVQLGPALLFFGCRNRQMDFIYEDELKNFMEQGALSELIVTFSREGPEKEYVQHKM 
Vr_CPR1   PIFIRPSNFKLPVDHSIPIIMVGPGTGLAPFRGFLQERYALKEDGVQLGPALLFFGCRNRQMDFIYEDELKSFVEQGSLSELIVAFSREGAEKEYVQHKM 
Vs_CPR1   PIFIRPSNFKLPADHSIPIIMVGPGTGLAPFRGFLQERLALKEDGVQLGPALLFFGCRNRQMDFIYEDELNNFVQQGAISELIVAFSREGPEKEYVQHKM 
Pt_CPR1   PIFTRTSNFKLPADPSTPIIMVGPGTGLAPFRGFLQERIALKEDGVKLGPALLFFGCRNRRMDFIYEDELNNFVEQGVISELIVAFSREGPQKEYVQHKM 
Rc_CPR1   PVFIRTSNFKLPTDPSIPIIMVGPGTGLAPFRGFLQERMALKEDGAQLGPALLFFGCRNRRMDFIYEDELNYFVEQGVISELIVAFSREGPQKEYVQHKM 
Gh_CPR1   PIFIRQSNFKLPADPSVPIIMVGPGTGLAPFRGFLQERLVLKEDGAELGSSLLFFGCRNRRMDFIYEDELNNFVEQGALSELVVAFSREGPQKEYVQHKM 
At_ATR1   PIFIRASNFKLPSNPSTPIVMVGPGTGLAPFRGFLQERMALKEDGEELGSSLLFFGCRNRQMDFIYEDELNNFVDQGVISELIMAFSREGAQKEYVQHKM 
Ha_CPR1   PIYIRPSNFKLPANPSTSITMVGPGTGFAPFRGFLQERMALKEDGVQLGPALLFFGCRNRQMDYIYEEELNNFVEQGALSELIVAFSREGPQKDYVQHKM 
Pso_CPR1  PIFVRTSNFKLPADPSTPIIMVGPGTGLAPFRGFLQERMALKENGAQLGPAVLFFGCRNRNMDFIYEDELNNFVERGVISELVIAFSREGEKKEYVQHKM 
Am_CPR2   PIFVRQSNFKLPSDTKVPIIMIGPGTGLAPFRGFLQERQALKDAGAELGTAVLYFGCRNRNLDFIYEDELNKFVESGSISELIVAFSREGPTKEYVQHKM 
Pc_CPR2a  PIFVRQSNFKLPSDTKVPIIMIGPGTGLAPFRGFLQERQALKDAGAELGTAVLYFGCRNRNLDFIYEDELNKFVESGSISELIVAFSREGPTKEYVQHKM 
Pc_CPR2b  PIFVRQSNFRLPTDSKVPIIMIGPGTGLAPFRGFMQERLALKESGAELGSAVLYFGCRNRKLDFIYEDELNHFVETGAISEMVVAFSREGPAKEYVQHKM 
Aa_CPR2   PIYVRTSNFRLPSDPKVPVIMIGPGTGLAPFRGFLQERLAQKEAGTELGTAILFFGCRNRKVDFIYEDELNNFVETGALSELVTAFSREGATKEYVQHKM 
Ht_CPR2b  PIYVRTSNFRLPSDPKVPVIMIGPGTGLAPFRGFHQERLALKEAGTELGSSILFFGCRNRKVDFIYEDELNNFVETGALSELIVAFSREGPTKEYVQHKM 
Sr_CPR2   SIFVRTSNFRLPVDPKVPVIMIGPGTGLAPFRGFLQERLALKESGTELGSSIFFFGCRNRKVDFIYEDELNNFVETGALSELIVAFSREGTAKEYVQHKM 
Ht_CPR2a  PIFVRTSNFRLPADPKVPVIMIGPGTGLAPFRGFLQERLALKESGTELGQSILFFGCRNRKVDFIYENELNNFVENGALSELDMAFSREGASKEYVQHKM 
Cro_CPR2  PIFVRQSNFKLPADPKVPVIMIGPGTGLAPFRGFLQERLALKEEGAELGTAVFFFGCRNRKMDYIYEDELNHFLEIGALSELLVAFSREGPTKQYVQHKM 
Cb_CPR2   PVFVRTSNFRLPADPKVPVIMIGPGTGLAPFRGFLQERLALKESGAELGPAVLFFGCRNSKMDFIYQDELDNFVQAGVVSELVLAFSREGPAKEYVQHKM 
Ph_CPR2   PIFVRQSNFKLPADNKVPIIMIGPGTGLAPFRGFLQERLALKQEGAELGPAVLFFGCRNSKMDYIYQEELNNFLEAGALSELVVAFSREGPNKQYVQHKM 
Gh_CPR2   PIFVRQSNFKLPSDTKVPIIMIGPGTGLAPFRGFLQERLALKEAGAELGPSVLFFGCRNRKMDFIYEDELNNFVNSGALSELVVAFSREGPTKEYVQHKM 
Rc_CPR2   PIFVRQSNFKLPADTKVPIIMIGPGTGLAPFRGFLQERLALKEAGVELGPSVLFFGCRNSKMDYIYEDELNNYVESDALSELIVAFSREGPTKQYVQHKM 
Pt_CPR2b  PVFVRQSNFKLPADAKVPIIMIGPGTGLAPFRGFLQERLALKEAGSELGSSVLFFGCRNRKMDFIYEDELNNFVESGALSELVVAFSREGPTKEYVQHKM 
Pt_CPR2a  PIFVRQSNFKLPADTKVPIIMIGPGTGLAPFRGFLQERLAQKEAGAELGSSVLFFGCRNRQMDFIYEDELNNFVESGALSELSVAFSREGPTKEYVQHKM 
Vv_CPR2   PIFVRQSNFKLPADASVPIIMIGPGTGLAPFRGFLQERFALKEAGAELGSSILFFGCRNRKMDYIYEDELNGFVESGALSELIVAFSREGPTKEYVQHKM 
Lj_CPR2   PIFVRQSNFKLPADNKVPIIMIGPGTGLAPFRGFLQERLALKEDGAELGPSVLFFGCRNRQMDYIYEDELNHFVNSGALSELIVAFSREGPTKEYVQHKM 
Psa_CPR2  PIFVRQSNFRLPADNKVPVIMIGPGTGLAPFRGFLQERLALKEDGAELGPSVLFFGCRNRQVDYIYEDELNHFVNGGALSELIVAFSRDGPTKEYVQHKM 
At_ATR2   PIFVRQSNFKLPSDSKVPIIMIGPGTGLAPFRGFLQERLALVESGVELGPSVLFFGCRNRRMDFIYEEELQRFVESGALAELSVAFSREGPTKEYVQHKM 
Ec_CPR2   PIFVRQSNFKLPADSTVPIIMIGPGTGLAPFRGFMQERLALKNSGVELGPAILFFGCRNRQMDYIYEEELNNFVKEGAISEVVVAFSREGATKEYVQHKM 
Os_CPR2a  PIFVRQSNFKLPTDPTVPIIMIGPGTGLAPFRGFLQERLALKETGVELGHAVLFFGCRNRKMDFIYEDELNNFVETGALSELIVAFSREGPSKEYVQHKM 
Sb_CPR2a  PIFVRQSNFKLPADPTVPIIMIGPGTGLAPFRGFLQERLGLKEAGVELGHAILFFGCRNRKMDFIYEDELNNFVDGGVLSELIIAFSREGPTKEYVQHKM 
Ta_CPR2a  PIFVRQSNFKLPADPTVPIIMVGPGTGLAPFRGFLQERLALKETGVELGRAILFFGCRNRQMDFIYEDELNNFAESGALSELVVAFSREGPTKEYVQHKM 
Sb_CPR2b  PIFVRQSNFKLPADPSVPIIMIGPGTGLAPFRGFLQERLAQKESGAELGPSVFFFGCRNSKMDFIYEDELNNFLEQGALSELVLAFSRQGPTKEYVQHKM 
Zm_CPR2b1 PIFVRQSNFKLPADPSVPIIMIGPGTGLAPYRGFLQERLAQKESGAELGRSVFFFGCRNSKMDFIYEGELNNFLEQGALSELVLAFSRQGLAKEYVQHKM 
Zm_CPR2b2 PIFVRKSNFKLPADPSVPIIMIGPGTGLAPFRGFLQERLAWKESGAELGRSVFFFGCRNSKMDFIYEDELSNFLEQGALFELVLAFSRQGPTKEYVQHKM 
Os_CPR2b  PVFVRQSNFKLPADPSVPVIMIGPGTGLAPFRGFLQERLSQKQSGAELGRSVFFFGCRNSKMDFIYEDELNTFLEEGALSELVLAFSREGPTKEYVQHKM 
Sb_CPR2c  PIFVRQSNFKLPADPSTPIIMIGPGTGLAPFRGFLQERLALKQSGTELGTSILFFGCRNRNMDYIYEDELQTFLEEGALSELIIAFSREGPTKEYVQHKM 
Zm_CPR2c  PIFVRQSNFKLPADPSTPIIMIGPGTGLAPFRGFLQERLALKQSGAELGTSILFFGCRNRNMDYIYEDELQTFLEEGALSELIVAFSREGPTKEYVQHKM 
Os_CPR2c  PIYVRQSNFKLPADPTTPIIMIGPGTGLAPFRGFLQERLALKQSGVELGNSVLFFGCRNRNMDYIYEDELQNFIQEGALSELIVAFSREGPAKEYVQHKM 
Ta_CPR2c  PIFVRQSNFRLPADPSTPIIMIGPGTGLAPFRGFLQERLALKESGAELGSSVLFFGCRNREMDYIYEEELQNFLQEGALSELIVAYSREGPTKEYVQHKM 
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Tch_CPR   PVFVRQSNFKLPADSTTPIVMVGPGTGFAPFRGFLQERAKLQEAGEKLGPAVLFFGCRNRQMDYIYEDELKGYVEKGVLTDLIVAFSREGATKEYVQHKM 
Tcu_CPR   PVFVRQSNFKLPADSTTPIVMVGPGTGFAPFRGFLQERAKLQEAGEKLGPAVLFFGCRNRQMDYIYEDELKGYVEKGILTNLIVAFSREGATKEYVQHKM 
Pm_CPR    PVFVRQSNFKLPSDPSVPIVMVGPGTGLAPFRGFLQERAAIQKSGEKLGPAVLFFGCRNRQMDYIYEDELKSYVENGVLTELVLAFSREGATKEYVQHKI 
Sm_CPRb   PIFVRQSNFKLPANSTTPIVMIGPGTGLAPFRGFLQERAALQASGETLGPAVLFFGCRNRKQDFIYEEELKEYVKKETLSSLYVAFSREGSTKEYVQNKM 
Sm_CPRc   PIFVRQSNFKLPADPKIPIVMIGPGTGLAPFRGFLQERAALQDSGEQLGPSVLFFGCRNRNQDFIYERELNEYVSRGTLANLYVAFSREGSTKEYVQHKM 
Sm_CPRa   RIFVRQSTFKLPSKSTVPIVMIGPGTGLAPFRGFLQERAALQESGEQLGTAILYFGCRNRKQDYIYEEELARYRETGVITDLYVAFSREGPTKEYVQDIM 
Cre_CPR   PVFVRHSHFRLPKAASTPVVMVGPGTGLAPFRGFLQERAALKNSGAELGPAHLFFGCRSRGTDYIYQQELEGYVADGVLSNLHVAFSRDQSSKDYVQHHI 
consensus ....*.*.*.**........*.*****.**.***.***..... . .**.....****....*.**..**. ... ..........**....*.***... 
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Pp_CPRc   LEQAGEVWSLIKGGGYLYVCGDAKGMARDVHRMLHTIVQQEEGAEGSKAEAIVKQLQVDGRYLRDVW 
Pp_CPRd   LEQAGDVWRLIRGGGYLYVCGDAKGMAKDVHRMLHTIVQQEESVESSKAEAIVKQLQVDGRYLRDVW 
Pp_CPRa   LEQAGEVWKLIREGGYLYVCGDAKGMARDVHRMLHTIVQQEEGVTSSEAEAVVKKLSLDGRYQRDVW 
Pp_CPRb   QQHASDIWRLLSADGYLYVCGDAKGMARDVHRVVHSIVQQEDGVDSSKAEEIVKQLQQDGRYQRDVW 
Ca_CPR1   MEKASEVWSLISQDGYLYVCGDAKGMARDVHRTLHTIVQEQENANSSKAEAIVKKLQMDGRYLRDVW 
Ph_CPR1   MEKASHVWSLISQEGYLYVCGDAKGMARDVHRTLHTIVQEQEKADSSKAEATVKKLQMDGRYLRDVW 
Ce_CPR1   MEKAAEIWSLLSQEGYLYVCGDAKGMARDVHRALHTIVQEQEKTDSSKAEAIVKQLQMNGRYLRDVW 
Op_CPR1   TEKAAQFWSLISQVGYLYVCGDAKGMARDVHRTLHTIVQEQENVDSSKAEAIVKKLQTDGRYLRDVW 
Gm_CPR1   MDKAANLWNLISQGGYLYVCGDAKGMARDVHRTLHTIVQQQENVDSSKAEAIVKKLQMDGRYLRDVW 
Vr_CPR1   MDKAAHLWSLISQGGYLYVCGDAKGMARDVHRTLHSIVQEQENVDSTKAEAIVKKLQMDGRYLRDVW 
Vs_CPR1   MDKAEYLWSLISQGGYLYVCGDAKGMARDVHRSLHTIVQQQENADSSKAEATVKKLQMDGRYLRDVW 
Pt_CPR1   VDRAAEIWTIISQGGYFYVCGDAKGMARDVHRTLHTIVQEQGGLDSSKTESMVKKLQMEGRYLRDVW 
Rc_CPR1   MDKAAQIWSLISERGYIYVCGDAKGMARDVHRTLHTIVQEQGNLDSSKTESMVKKLQMDGRYLRDVW 
Gh_CPR1   MDKAADIWNLISKGGYLYVCGDAKGMARDVHRTLHTIIQEQENVDSSKAESMVKKLQMDGRYLRDVW 
At_ATR1   MEKAAQVWDLIKEEGYLYVCGDAKGMARDVHRTLHTIVQEQEGVSSSEAEAIVKKLQTEGRYLRDVW 
Ha_CPR1   MDKAAYIWEVLSQGAHIYVCGDAKGMARDVHRTLHTIVQEQGNLDSSKTELFVKKLQMDGRYLRNVW 
Pso_CPR1  MEKATDVWNVISGDGYLYVCGDAKGMARDVHRTLHTIAQEQGPMESSAAEAAVKKLQVEERYLRDVW 
Am_CPR2   LQKASEIWNLMSEGAYIYVCGDAKGMARDVHRMLHTIAQEQGALDSSKAESWVKNLQMTGRYLRDVW 
Pc_CPR2a  LQKASEIWNLISEGAYIYVCGDAKGMARDVHRMLHTIAQEQGALDSSKAESWVKNLQMTGRYLRDVW 
Pc_CPR2b  SQKASEIWDMISHGAYIYVCGDAKGMARDVHRMLHTIAQEQGALDSSHAESLVKNLHMSGRYLRDVW 
Aa_CPR2   TQKASDIWNLLSEGAYLYVCGDAKGMAKDVHRTLHTIVQEQGSLDSSKAELYVKNLQMAGRYLRDVW 
Ht_CPR2b  NEKASDLWKLLSEGAYLYVCGDAKGMAKDVHRTLHTIVQEQGSLDSSKAELFVKNLQCRGRYLRDVW 
Sr_CPR2   SQKASDIWKLLSEGAYLYVCGDAKGMAKDVHRTLHTIVQEQGSLDSSKAELYVKNLQMSGRYLRDVW 
Ht_CPR2a  SQKASDIWNMLSEGAYLYVCGDAKGMAKDVHRTLHTIVQEQGNLDSSKAELYVKNLQMSGRYLRDVW 
Cro_CPR2  AEKASDIWRMISDGAYVYVCGDAKGMARDVHRTLHTIAQEQGSMDSTQAEGFVKNLQMTGRYLRDVW 
Cb_CPR2   AQKAWDVWNMISEGGYVYVCGDAKGMARDVHRTLHTIVQEQGSLDSSKTESFVKNLQMTGAVLRDVW 
Ph_CPR2   TEKAADIWNMISQGGYVYVCGDAKGMARDVHRTLHTIAQDQGSLDSTKAEGMVKNLQTTGRYLRDVW 
Gh_CPR2   MEKAKDIWDMISQGGYLYVCGDAKGMARDVHRALHTIFQEQGSLDSSKAESMVKNLQMSGRYLRDVW 
Rc_CPR2   SEKALDIWNMISQGGYIYVCGDAKGMARDVHRTLHTIVQEQ-------------------------- 
Pt_CPR2b  MQKASDIWNMISQGGYLYVCGDAKGMAKDVHRALHTIVQEQGSLDNSKTESFVKSLQMNGRYLRDVW 
Pt_CPR2a  MQKASDIWNMISQGGYLYVCGDAKGMAKDVHRTLHTIVQEQGSLDNSKTESFVKGLQMNGRYLRDVW 
Vv_CPR2   MEKASDIWNVISQGGYIYVCGDAKGMARDVHRTLHTILQEQGSLDSSKAESMVKNLQMTGRYLRDVW 
Lj_CPR2   MEKASDIWNMISQGAYIYVCGDAKGMARDVHRTLHTILQEQGSLDSSKAEGMVKNLQLNGRYLRDVW 
Psa_CPR2  MEKASDIWNMISQGAYVYVCGDAKGMARDVHRTLHTILQEQGSLDSSKTESMVKNLQMTGRYLRDVW 
At_ATR2   MDKASDIWNMISQGAYLYVCGDAKGMARDVHRSLHTIAQEQGSMDSTKAEGFVKNLQTSGRYLRDVW 
Ec_CPR2   AEKASYIWEMISQGAYLYVCGDAKGMARDVHRTLHTIAQEQGSLDNSKTESLVKNLQMDGRYLRDVW 
Os_CPR2a  AEKAPEIWSIISPGGYIYVCGDAKGMARDVHRTLHTIVQEQGSLDNSNTESYVKSLQMEGRYLRDVW 
Sb_CPR2a  AQKAAELWSIISQGGYIYVCGDAKGMARDVHRTLHTIVQEQGSMDNSKTESYVKSLQMEGRYLRDVW 
Ta_CPR2a  AEKAAELWSIVSQGGYVYVCGDAKGMARDVHRALHTIVQEQGSLDSSKAEGYVKNLQMEGRYLRDVW 
Sb_CPR2b  AQKASEIWDMISQGAYIYVCGDAKGMARDVHRVLHTIVQEQGSLDSSKAESFVKNLQMEGRYLRDVW 
Zm_CPR2b1 AQKASEIWDMISQGAYIYVCGDAKGMARDVHRVLHTIVQEQGSLDSSKAESFVKNLQMEGRYLRDVW 
Zm_CPR2b2 AQKASEIWDMISQGAYIYVCGDARGMARDVHRVLHTIVQEQGSLDSSKAESFVKNLQMEGRYLRDVW 
Os_CPR2b  SQKASEIWDMISQGGYIYVCGDAKGMARDVHRVLHTIVQEQGSLDSSKAESFVKSLQTEGRYLRDVW 
Sb_CPR2c  VEKATEIWNIISHGGYLYVCGDAKGMARDVHRMLHTIVQEQGSLDSSKTESYVKSLQMEGRYLRDVW 
Zm_CPR2c  VEKATEIWNIISHGGYLYVCGDAKGMARDVHRMLHTVVQEQGSLDSSKTESYVKSLQMEGRYLRDVW 
Os_CPR2c  TEKATEIWNIVSQGGYIYVCGDAKGMARDVHRALHTIVQEQGSLDSSKTESYVKSLQMDGRYLRDVW 
Ta_CPR2c  VDKATEIWNVISQGGYIYVCGDAKGMAKDVHRVLHTIVQKQGSLDNSKTELYVKNLQMEGRYLRDVW 
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Tch_CPR   LEKASDTWSLIAQGGYLYVCGDAKGMARDVHRTLHTIVQEQESVDSSKAEFLVKKLQMDGRYLRDIW 
Tcu_CPR   LEKASDTWSLIAQGGYLYVCGDAKGMARDVHRTLHTIVQEQESVDSSKAEFLVKKLQMDGRYLRDIW 
Pm_CPR    TEKGSYIWNLIAQGGYLYVCGDAKGMARDVHRTLHSIVQEQESVDSTSAEATVKKLQTEGRYLRDVW 
Sm_CPRb   MEKAVDMWKLISDGAYLYVCGDAKGMARDVHRTLHTIVKQEG--NVSEPEAFVKQLQNDGRYLRDVW 
Sm_CPRc   QDKATDLWRLLSNGAYLYVCGDAKGMARDVHKMLLTIVQTEG--NVKEAEAFVKQLQNDGRYLRDVW 
Sm_CPRa   MKKANQLWDIISGDGYIYVCGDAKGMAKDVHRTLHTIVQEQGSLDSSKTEAFVKKLQMDGRYLRDVW 
Cre_CPR   GREAAALWPIIGQGAHLYVCGDAKYMAKDVHKAFVALVEKGKGCSGTQAEMFVKELTDAGRYQRDVW 
consensus .......* ........******..**.***................... ................ 
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