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CYP702A5     1 ------------------------------------------------------MVEVYEF-WAVIVSLIVVKLCHWIYQW--------KNPKGNGKLP-
CYP702A6     1 ------------------------------------------------------MVDLYEF-WAVIVSLIVVKLCHSIYQW--------RNPKSNGELP-
CYP702A1     1 ------------------------------------------------------MVEVYEL-LTVMVSLIVVKLFHWIYQS--------KNPKPNEKLP-
CYP702A2     1 ------------------------------------------------------MVEFHEL-LTVMVSLFLVKIFHWVYQW--------RNPKTNGKLP-
CYP702A3     1 ------------------------------------------------------MSEIYVLALSVVFSLIVVKLCHWVYQW--------SNPKCKGKLP-
CYP708A1     1 ---------------------------------------------MNNLISLDIMKEMWGVALSFVIALVVVKISLWLYRW--------ANPNCSGKLP-
CYP708A2     1 ------------------------------------------------------MSFVWSAAV-WVIAVAAVVISKWLYRW--------SNPKCNGKLP-
CYP90A1      1 --------------------------------------------------------MAFTAFLLLLSSIAAG--FLLLL-R--------RTRYRRMGLP-
CYP90B1      1 ---------------------------------------------------MFETEHHTLLPLLLLPSLLSLLLFLILLKR--------RNRKTRFNLP-
CYP707A1     1 ------------------------------------------------------MDISALFLTLFAGSLFLYFLRCLISQR--------RFGSSKLPLP-
CYP707A3     1 ------------------------------------------------------MDFSGLFLTLSAAALFLCLLRFIAGVR--------RSSSTKLPLP-
CYP707A2     1 -------------------------------------------------MQISSSSSSNFFSSLYADEPALITLTIVVVVVVLLFKWWLHWKEQRLRLP-
CYP88A3      1 -------------------------------------------------MAETTSWIPVWFPLMVLGCFGLNWLVRKVNVWLYES----SLGENRHYLP-
CYP88A4      1 --------------------------------------------------MTETGLILMWFPLIILGLFVLKWVLKRVNVWIYVS----KLGEKKHYLP-
CYP716A1     1 ------------------------------------------------------MYMAIMIILFLSSILLSLLLLLRKHLS----------HFSYPNLP-
CYP716A2     1 ------------------------------------------------------MYLTI-IFLFISSIIFPLLFFLGKHLS----------NFRYPNLP-
CYP51        1 -----------------------------------------------------MDWDYYT-LLKTSVAIIIVFVVAKLITS-----------SKSKKKTS
CYP51A2      1 -----------------------------------------------------MELDSENKLLKTGLVIVATLVIAKLIFSFFT--------SDSKKKR-
CYP710A1     1 -----------------------------------------------------MVFSVSI-FASLAPYLISAFLLFLLVEQL----------SYLFKKRN
CYP710A2     1 -----------------------------------------------------MVFSVSI-FASLAPYLVSALLLFFLIEQL----------SYLVKKRN
CYP710A3     1 -----------------------------------------------------MVSSVSL-FASLTPYLVSALLLFLLLEQL----------FYRLKKRN
CYP710A4     1 -----------------------------------------------------MVSSVSL-FASLTPYLVSALLLFLLLEQL----------FYRVKKRN
CYP76C2      1 -----------------------------------------------------MDIIFEQALFPLFCFV-LSFFIIFFTTTRPR------SSRKVVPSP-
CYP76C4      1 -----------------------------------------------------MDIISGQALFLLFCFI-SSCFLISTTARSRR------SSGRAATLP-
CYP76C1      1 -----------------------------------------------------MDIISGQALLLLFCFI-LSCFLIFTTTRSGR------ISRGATALP-
CYP76C3      1 ------------------------------------------------------------MSLPLYFLL-TLFFFFFATAKTRR------SS-STGTLP-
CYP706A1     1 ------------------------------------METASS--NFSLSQILNIEEPYSSVMLGVAALL-AVVCYFWIQGKSKS--------KNGPPLP-
CYP706A2     1 ------------------------------------MGTASSKSNINLSQVLNTEEPYSSVMLAVAALL-AVVCYLWIQGKSKS--------KKEPPLP-
CYP706A3     1 ------------------------------------MTDISS---LFRNRSRKDQLDYG---LTVIVIS-TLCWCLWLYAKCK---------RRSPPLP-
CYP71A12     1 -----------------------------------------------------MEMILM-VSLCLTTLI-TLFLLKQFLKRT----------ANKVNLP-
CYP71A13     1 -----------------------------------------------------MEMILS-ISLCLTTLI-TLLLLRRFLKRT----------ATKVNLP-
CYP71A14     1 -----------------------------------------------------MEMII--ISLCLATIL-ALLLLKQFLNRTY---------TAKVNLP-
CYP71A15     1 -----------------------------------------------------MEIII--ISLCLATIL-AFLLLKPLLNRT----------VAKDNLP-
CYP71A16     1 -----------------------------------------------------MEMMIL-ISLCLTTFL-TILLFFKSLLKR-----------PNSNLP-
CYP71A27     1 -----------------------------------------------------MEMIL--ISLCLTTLL-AFLFLKPLLKRIT---------TTKPKLP-
CYP71A28     1 --------------------------------------------------------MIL-ISLCFTTFL-AFLFLNPLLKRTT---------TTKPNQP-
CYP71B10     1 ----------------------------------------------------------M-TVLWFVSLI-LLISILLVAVKHS-------KRRWVRQ-P-
CYP71B9      1 ----------------------------------------------------------M-ATIWFLSLL-FLCCILLAAFKHK-------KRRTNQQQP-
CYP71B11     1 ------------------------------------------------------------MSLWYIIVA-FVFFSTIIIVRN--------TRKTKKNLP-
CYP71B12     1 ------------------------------------------------------------MSLWYIIVA-FVFFSSMIIVRI--------IRKTKKNLP-
CYP71B14     1 ------------------------------------------------------------MIWWFIVGA-SFFFAFILIAKD--------TRTTKKNLP-
CYP71B13     1 ------------------------------------------------------------MSLWYIIVV-FVFFASIFIAKN--------TRKTKKNLP-
CYP71B6      1 ------------------------------------------------------------MSLFSFPIS-TELLPWLLLLLIPPLLIF-FLLRSPKNLP-
CYP71B15     1 ---------------------------------------------------------MS-VFLCFLVLL-PLILIFLNVL-----------KPSKYKLP-
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CYP71B7      1 ---------------------------------------------------------MS-ILLCFLCLL-PVFLVSLSILSKR-------LKPSKWKLP-
CYP71B5      1 ---------------------------------------------------------MS-IFLCFLLLL-PLSLI---FLKK--------LLPSKGKLP-
CYP71B8      1 -------------------------------------------------------MIKS-ILLCFFFLF-PLLLT---LFKK--------LLPSKWKLP-
CYP71B2      1 ---------------------------------------------------------MT-ILLCFFLVS-LLTIVSSIFLKQ--------NKTSKFNLP-
CYP71B3      1 ---------------------------------------------------------MS-ILLYFFFL----PVILSLIFMKK-------FKDSKRNLP-
CYP71B4      1 ---------------------------------------------------------MV-SLLSFFLLL-LVPIFFLLIFTKK-------IKESKQNLP-
CYP83A1      1 ----------------------------------------------------------M-EDIIIGVVA-LAAVLLFFLYQK--------PKTKRYKLP-
CYP83B1      1 ------------------------------------------------------------MDLLLIIAG-LVAAAAFFFLRS--------TTKKSLRLP-
CYP705A2     1 --------------------------------------------------------MAVLIIFILLCLL-SFLCYSLFFMKPKDS-----RD--GRDLP-
CYP705A5     1 ---------------------------------------------------MITVDFENCFIFLLLCLF-SRLSYDLFFRKTKDS-----RA--GCALP-
CYP705A8     1 ------------------------------------------------MGEIMNVDFVNCLILILLCLL-SILCYSFFFKKPKD----------GFNLP-
CYP705A9     1 ----------------------------------------------------MNVDFQNCLILILLCLL-SFLCYSFFFKKPKD----------GFNLP-
CYP705A3     1 -------------------------------------------------MIAIIVEFQNFFIFILLCLF-SLLCHSLFFKKPKDS-----R---SFVLP-
CYP705A6     1 ------------------------------------------------MAAILSVDFQNCFIFIVLCLF-SLFCYSLFFKKPKHP-----R---GCDLP-
CYP705A1     1 -------------------------------------------------MDAIVVDSQNCFIIILLCSF-SLISYFVFFKKPKVN----------FDLL-
CYP705A4     1 -----------------------------------------------------MIDFQNCFIFILLCLF-SRLCYSHFFKKPKDP-----RL--HFDLP-
CYP705A12    1 ------------------------------------------------MAELIIVDFQNISIFILLCLF-SFLCYALFFKKPKG-----------FDLP-
CYP712A1     1 --------------------------------------------------MDLKLN-TKLIILITSLAF-PFMLYALFKWFLKEQ-----GSLAATKLP-
CYP93D1      1 -----------------------------------------------MFTLNLDMNYTSCSYLFFTLVT-IFLLHRLFSSSSR-R-----G------LP-
CYP81D2      1 ---------------------------------------------------------MEA-LMLIFTFC-FIVLSLIFLIGRI---------KRKLNLP-
CYP81D3      1 ---------------------------------------------------------MEG-QTLIFTFL-FISLSLTFIIGRI---------KRRPNLP-
CYP81D4      1 ---------------------------------------------------------MDLNQILILSFL-SLFTLAIFLLTRS---------KRKLNLP-
CYP81D5      1 ---------------------------------------------------------MDLTQILLLSFL-FLTISIKLLLTKS---------NRKPNLP-
CYP81D6      1 ------------------------------------------MHVSIQHIYKFLDLNMETYFLLLSLAF-FLFISVKLLFGKR---------LSKFNLP-
CYP81D7      1 ------------MITPKLELLFFIIMFHVNSRFRYKLSYNFELPCSVQHIYKFFDL-METHFLILSLAF-LFFISLKLLFGKR---------HSKFNLP-
CYP81D1      1 ----------------------------------------------------MEETNIRVVLYSIFSLI-FLIISFKFLKPK------------KQNLP-
CYP81F1      1 -----------------------------------------------------------MLYFILLPLL-FLVISYKFLYS-K---------TQRFNLP-
CYP81F2      1 ----------------------------------------------------------MDYVLIVLPLA-LFLIAYKFLFSSK---------TQGFNLP-
CYP81H1      1 ---------------------------------------------------------MDCILLILTTLV-AIFIVKIVLLVTK---------P-NKNLP-
CYP81G1      1 ---------------------------------------------MRLVSRIMCSRMGEMIDLFLLALM-AGFIAVAYVFRSK----------QKKNLP-
CYP82C3      1 ---------------------------------------------------------MDTSLFSLFVSI-LVFVFIALFKKSK---------KPKYVK--
CYP82C4      1 ---------------------------------------------------------MDTSLFSLFVPI-LVFVFIALFKKSK---------KPKYVK--
CYP82C2      1 ---------------------------------------------------------MDTSLFSLFVPI-LVFVFIALFKKSK---------KPKHVK--
CYP82F1      1 ---------------------------------------------------------MDLIMLFLLSAL-FIFPVLILIKSRL---------RPKNKKST
CYP79B2      1 -----------------------------------MNTFTSNSSDLTT-TATETSSFSTLYLLSTLQAF--VAITLVMLLKKLMTDP----NKKKPYLP-
CYP79B3      1 ------------MQKQLAYITKHILIVSPSPSSLQMDTLASNSSDLTTKSSLGMSSFTNMYLLTTLQAL--AALCFLMILNKIKSSSR---NKKLHPLP-
CYP79A2      1 ----------------------------------------------------MLAFIIGLLLLALTMKR--KEKKKTMLISPTRNLS---------LPP-
CYP79C1      1 -----------------------------------------------------MDYYLNNVIFSVVVTF-SITLNIVFLIKSVVARFL---GRRK-KLP-
CYP78A6      1 -----------------------------------------MATKLESSLIFALLSKCSVLSQTNLAFS-LLAVTIIWLAISLFLWTY-PGGPAWGKYLF
CYP78A8      1 -----------------------------------------MRTEIESLWVFALASKFNIYMQQHFASL-LVAIAITWFTITIVFWST-PGGPAWGKYFF
CYP78A5      1 ---------------------------------------------MSPEAYVLFFNSFNLVTFEAFASV-SLIIATVAFLLS-------PGGLAWAGPGS
CYP78A7      1 ------------------------------------MELMNLASKETSYWMIALPAGFGSQNLHDVSTLGYLFLAVVFLSIVTWALAG-GGGVAWKNGRN
CYP89A2      1 ----------------------------------------------------------MEIWLLILASLSGSLLFHLLLRRR---------NSSSPPLP-
CYP89A4      1 ----------------------------------------------------------MEIWLLILGSLFLSLLLNLLLFRRR--------DSSSLPLP-
CYP89A3      1 ----------------------------------------------------------MATWFHIFCVSFTVNFLLYLFFRR---------TNNNLPLP-
CYP704A1     1 --------------------------------------------------------------MAIIVVTTIFILLSFALYLTI----------RIFTGK-
CYP704A2     1 --------------------------------------------------------MEILTSIAITVATTIFIVLCFTIYLMI----------RIFTGK-
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CYP94B1      1 --MKESFINYVVFCTEVIWSEPQLLFCFYSPIYIIVPLQIKNTNQNNIINLPKQETQESKMEMLNAIILILFPIIGFVLIFSF----------PTKTLK-
CYP94C1      1 -----------------------------------------------------------------MLLIISFTIVSFFFIIIF----------SLFHLL-
CYP86A2      1 ------------------------------------------------------------MDVSNTMLL---VAVVAAYWLWF----------QRISR--
CYP86A4      1 ------------------------------------------------------------MEISNAMLL---VAIVTGYWLWF----------KRISR--
CYP86A8      1 ------------------------------------------------------------MEISTALMI---LSAITAYFLWL----------TFISR--
CYP86A1      1 ------------------------------------------------------------MEALNSILTGYAVAALSVYALWF----------YFLSR--
CYP86C1      1 ----------------------------------------------------MNVLISAVVWVYTHLRLSDVALALVGLFLLS----------YLREKLV
CYP86C2      1 --------------------------------------------------------MSLIDRISGHLCLQDVSIALLGLFLFG----------CLQAKLT
CYP86B1      1 -------------------------------MNFNSSYNLTFNDVFFSSSSSSDPLVSRRLFLLRDVQILELLIAIFVFVAIH----------ALRQK--
CYP96A2      1 -------------------------------------------------------------MASISLLQVSVAILCFLILH------------YFLFKKP
CYP96A5      1 -------------------------------------------------------------MAYVGLVEVFIALLVFFFFH------------FLIHKKS
CYP96A1      1 -------------------------------------------------------------MALITLLEVSISLLFFSFLYGY----------FLISKKP
CYP96A3      1 ------------------------------------------------------------MAIVIGLLEIFTAFVFFIFFQ-C----------LLLHKKT
CYP96A4      1 ------------------------------------------------------------MAMIIGLLEIFIAFIFFFVYQ-C----------FSLHKKT
CYP709A1     1 ---------------------------------------------------MLLTILKSLLVIFVTTILRVLYDTISCYWLTP----------RRIKKIM
CYP709A2     1 --------------------------------------------------MMVTLVLKYVLVIVMTLILRVLYDSICCYFLTP----------RRIKKFM
CYP709B2     1 --------------------------------------------------MELLSTINLLAIALVLLVVPKIYGACRILVWRP----------WMLSRRF
CYP709B3     1 --------------------------------------------------MELISTINLLTIVLLLFVVSKIWKACWILLLRP----------LMLSKRF
CYP709B1     1 --------------------------------------------------MGLV--IFLALIVLILIIGLRIFKAFMILVWHP----------FVLTRRL
CYP72A11     1 ---------------------------------------------------MEISVASVTVSVAVVVVSWWVWRTLQWVWFKP----------KMLESYL
CYP72A13     1 ---------------------------------------------------MEISVASVTVSVAVVVVSWWVWRTLQRVWLKP----------KMLESYL
CYP72A15     1 --------------MSSPHPYLFQSFQPFIPRNFLANSLP-LSLSSLGG-KMEISVASVTISVVLAVVSWWIWRTLQWVWFKP----------KMLEHYL
CYP72A14     1 ---------------------------------------------------MEISVSSVTFSLAVVVVSWWVWRTLKWVWFTP----------KMLERSL
CYP72A10     1 ----------------------------MRGGNIHIHTFF-ETISLLWERKMEISVACVTVSVVVVVVSWWVWRTLQWVWFKP----------KMLESYL
CYP72A7      1 ---------------------------------------------------MSFSVVAALP-VLVAVVVLWTWRIVKWVWIKP----------KMLESSL
CYP72A9      1 MWPEVVRNLSKGQSSTVTNNILLSEHKSISTKDKSAHAFSSSKFSKILRDQKHQQMEIVIASLALVVVLWCIWRILEWVWLKP----------KMLESYL
CYP72A8      1 -----------------------------------------------MSDTKISAVAVAAAVVVVTTVTVWIWKGLNVAWLRP----------KKNEAYL
CYP82G1      1 -----------------------------------------------------MTFLFSTLQLSLFSLALVIFGYIFLRKQLS---------RCEVDSS-
CYP72B1      1 -------------------------------------------------MEEESSSWFIPKVLVLSVILSLVIVKGMSLLWWR---------PRKIEEHF
CYP712A2     1 ------------------------------------------------------MVDLQYFSVIILVCLGITVLIQAITNRLR----------DRLPLP-
CYP90C1      1 -----------------------------------------------------MDYLVAGFLVLTAGILLRPWLWLRLRNSKTKD-----GDEEEDNEEK
CYP718       1 ----------------------------------------------------MVLEPNFVLSWVFLCIAATISSTLFFFRKKHHR-----FITKKIQKKK
CYP84A1      1 -------------------------------------------------MESSISQTLSKLSDPTTSLVIVVSLFIFISFITR---------RRRPPYP-
CYP85        1 ---------------------------------------------------------MGAMMVMMGLLLIIVSLCSALLRWNQMR-------YTKNGLP-
CYP715A1     1 ------------------------------------------------MEFFEMSRVWYIFFKVFVVVICLMFLKLFLRCWIWP-------VRAQKKLRG
CYP98A3      1 ------------------------------------------------------------MSWFLIAVATIAAVVSYKLIQR-----------LRYKFP-
CYP714A1     1 ---------------------------------------------------MENFMVEMAKTISWIVVIGVLGLGIRVYGKVMAEQWRMRRKLTMQGVKG
CYP73A5      1 -------------------------------------------------------MDLLLLEKSLIAVFVAVILATVISKLRG----------KKLKLP-
CYP701A3     1 --------------------------------------------------MAFFSMISILLGFVISSFIFIFFFKKLLSFSRK-------NMSEVSTLP-
CYP711A1     1 --------------------------------------------MKTQHQWWEVLDPFLTQHEALIAFLTFAAVVIVIYLYRP----------SWSVCN-
CYP97B3      1 ---------------------------------------------MAFPAAATYPTHFQGGALHLGRTDHCLFGFYPQTISSVNSRRASVSIKCQSTEPK
CYP74A       1 ----------------------------------------------MASISTPFPISLHPKTVRSKPLKFRVLTRPIKASGSETPDLTVATRTGSKDLPI
CYP74B2      1 ----------------------------------------------------------------MAATSPRPPPSTSLTSQQP--------PSPPSQLPL
consensus    1                                                             . . .  ..  . .   .                   ..
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CYP702A5    37 ------------------PGSM-GYP-IIGETFEFMKLHDA-----IQLPTFVKEKLLRHG-------PVFRTSLFGGKVIIST-----DIGLNMEIAKT
CYP702A6    37 ------------------PGSM-GYP-IIGETFEFMKPHDA-----IQLPTFVKEKVLRHG-------PVFRTSLFGGKVIIST-----DIGLNMEIAKT
CYP702A1    37 ------------------PGSM-GFP-IIGETFEFMKPHDA-----FQFPTFIKERIIRYG-------PIFRTSLFGAKVIIST-----DIELNMEIAKT
CYP702A2    37 ------------------PGSM-GFP-FIGETFEFFKPHDA-----LQFSLSIVIFFNRHG-------PVFRTSLFGDKAIISM-----DMELNLEMAKA
CYP702A3    38 ------------------PGSM-GFP-IIGETFEFMTPFDIS----LVVSPYLKKRISRYGS------KVFRTSLFGAKVIVSI-----DPDVNMEIAKA
CYP708A1    47 ------------------PGSM-GFP-VIGETVEFFKPYSF-----NEIHPFVKKRMFKHGG------SLFRTNILGSKTIVST-----DPEVNFEILKQ
CYP708A2    37 ------------------PGSM-GLP-IIGETCDFFEPHGL-----YEISPFVKKRMLKYG-------PLFRTNIFGSNTVVLT-----EPDIIFEVFRQ
CYP90A1     33 ------------------PGSL-GLP-LIGETFQLIGAYKT-----ENPEPFIDERVARYG-------SVFMTHLFGEPTIFSA-----DPETNRFVLQN
CYP90B1     41 ------------------PGKS-GWP-FLGETIGYLKPYTA-----TTLGDFMQQHVSKYG-------KIYRSNLFGEPTIVSA-----DAGLNRFILQN
CYP707A1    38 ------------------PGTM-GWP-YVG---ETFQLYSQ------DPNVFFQSKQKRYG-------SVFKTHVLGCPCVMIS-----SPEAAKFVLVT
CYP707A3    38 ------------------PGTM-GYP-YVG---ETFQLYSQ------DPNVFFAAKQRRYG-------SVFKTHVLGCPCVMIS-----SPEAAKFVLVT
CYP707A2    51 ------------------PGSM-GLP-YIG---ETLRLYTE------NPNSFFATRQNKYG-------DIFKTHILGCPCVMIS-----SPEAARMVLVS
CYP88A3     47 ------------------PGDL-GWP-FIGNMLSFLRAFKT-----SDPDSFTRTLIKRYGPK-----GIYKAHMFGNPSIIVT-----TSDTCRRVL-T
CYP88A4     46 ------------------PGDL-GWP-VIGNMWSFLRAFKT-----SDPESFIQSYITRYGRT-----GIYKAHMFGYPCVLVT-----TPETCRRVL-T
CYP716A1    36 ------------------PGNT-GLP-LIGESFSFLSAGRQ-----GHPEKFITDRVRRFSSSSS---CVFKTHLFGSPTAVVT-----GASGNKFLFTN
CYP716A2    35 ------------------PGKI-GFP-LIGETLSFLSAGRQ-----GHPEKFVTDRVRHFSSG------IFKTHLFGSPFAVVT-----GASGNKFLFTN
CYP51       36 V-------------VPL-PPVLQAWPPFIGSLIRFMKGP----------IVLLREEYPKLGSV-----FTVKLLH-KNITFLIGP------EVSSHFFNA
CYP51A2     39 ----------------L-PPTLKAWPPLVGSLIKFLKGP----------IIMLREEYPKLGSV-----FTVNLVH-KKITFLIGP------EVSAHFFKA
CYP710A1    37 ----------------I-PGPFFVPP-IIGNAVALVRDP----------TSFWDKQSSTANIS-G---LSANYLIGKFIVYIRDT------ELSHQIFSN
CYP710A2    37 ----------------L-PGPLFVPP-IIGNAISLVRDP----------TSFWFKQSDTAGTSPG---LAANYLIGKFIIYIRDT------ELSHQIFSN
CYP710A3    37 ----------------L-PGPLFVFP-IIGNVVALIRDP----------TSFWDKQSAMADTSVG---LSVNYLIGKFIIYIKDA------ELSNKVFSN
CYP710A4    37 ----------------L-PGPLFVFP-IIGNVVALIRDP----------TSFWDKQSAMADTSVG---LSVNYLIGKFIIYIKDA------ELSNKVLSN
CYP76C2     40 ------------------PGPP-RLP-IIGNIHLVGR-N-P--------HHSFADLSKTYGP-------IMSLKFGSLNTVVVT-----SPEAAREVLR-
CYP76C4     40 ------------------PGPP-RLP-IIGNIHQVGK-N-P--------HSSFADLAKIYGP-------IMSLKFGCLNSVVIT-----SPEAAREVLR-
CYP76C1     40 ------------------PGPP-RLP-IIGNIHLVGK-H-P--------HRSFAELSKTYGP-------VMSLKLGSLNTVVIA-----SPEAAREVLR-
CYP76C3     32 ------------------PGPP-ILP-LVGNIFQLGF-N-P--------HRSLAAFSKTYGP-------IMSLKLGRLTAVVIS-----SPEAAKEALR-
CYP706A1    53 ------------------PGPW-PLP-IVGNLPFLNSDV-L--------HTQFQALTLKHGP-------LMKIHLGSKLAIVVS-----SPDMAREVLK-
CYP706A2    55 ------------------PGPW-PLP-IVGNLPFLNSDV-L--------HTQFQALTLKYGP-------LMKIHLGSKLAIVVS-----SPDMAREVLK-
CYP706A3    48 ------------------PGPW-GLP-IIGNLPFLQP-E-L--------HTYFQGLAKKHGP-------IFKLWLGAKLTIVVT-----SSEVAQEILK-
CYP71A12    35 ------------------PSPW-RLP-LIGNLHQLSLH--P--------HRSLHSLSLRYGP-------LMLLHFGRVPILVVS-----SGEAAQEVLK-
CYP71A13    35 ------------------PSPW-RLP-VIGNLHQLSLH--P--------HRSLRSLSLRYGP-------LMLLHFGRVPILVVS-----SGEAAQEVLK-
CYP71A14    35 ------------------PSPW-RVP-VIGNLHQLSLH--P--------HRSLRSLSHRYGP-------LMLLHFGRVPVLVVS-----SSDVAHDLMK-
CYP71A15    34 ------------------PSPW-RVP-VIGNLHQLSLH--P--------HRSLRSLSHRYGP-------LMLLHFGRVPILVVS-----SSDVAHDLMK-
CYP71A16    34 ------------------PSPW-RLP-VIGNLHQLSLH--P--------HRALSSLSARHGP-------LMLLRFGRVPVLIVS-----SADVAHDVMK-
CYP71A27    35 ------------------PSPW-RLP-VIGNLHQLGPN--P--------HRYLHSLSLRYGP-------LMLLHFGRVPVLVVS-----CPDVTNDIMK-
CYP71A28    33 ------------------PSPW-RLP-VIGYLHQLSLH--P--------HRSFRSLSLRLWS-------AHAPSLRSCPYPRFSKYI-SSSDVAHDVMK-
CYP71B10    32 ------------------PSPP-GLP-IIGNLHQLGEL--P--------HQSLCKLSKKYGP-------VMLLKLGRVPTVIVS-----TPETAKQVLK-
CYP71B9     33 ------------------PSPP-GFP-IIGNLHQLGEL--P--------HQSLWSLSKTYGP-------VMLLKLGSVPTVVVS-----SSETAKQVLK-
CYP71B11    31 ------------------PGPP-RLP-IIGNLHQLGSK--P--------HSSMFKLSEKYGP-------LMALRFGSVSTVVAS-----TPETVKEVLK-
CYP71B12    31 ------------------PGPP-RLP-IIGNLHQLGSK--P--------HRSMFKLSETYGP-------LMSLKFGSVSTVVAS-----TPETVKEVLK-
CYP71B14    31 ------------------PGPP-RLP-IIGNLHQLGSK--P--------QRSLFKLSEKYGS-------LMSLKFGNVSAVVAS-----TPETVKDVLK-
CYP71B13    31 ------------------PGPP-RLP-IIGNLHQLGSK--P--------HRSMFKLSEKYGP-------LVYLKLGKVPSVVAS-----TPETVKDVLK-
CYP71B6     38 ------------------PGPP-RLP-ILGNIHQLGSL--P--------HRSLRDLSLKYGP-------VITVYLGSVRTVVVH-----SPETAEEVLK-
CYP71B15    30 ------------------PGPK-KLP-IIGNLHQRRTL--H--------PRNRRNLAEMYGP-------VALLQYGFVPVVAIS-----SKEAAEEVLK-

]
]
]
]
]
]
]

]
]
]
]
]
]
]



5

CYP71B7     34 ------------------PGPK-TLP-IIGNLHNLTGL--P--------HTCFRNLSQKFGP-------VMLLHFGFVPVVVIS-----SKEGAEEALK-
CYP71B5     30 ------------------PGPK-GLP-IIGNLHQFGRF--L--------HKSLHKISQEYGP-------VMLLHFGVVPVIIVS-----SKEGAEEVLK-
CYP71B8     32 ------------------PGPT-GLP-IIGNLHQLGRL--L--------HSSFHKLSLEHGP-------VMLLRFGVVPMVVIS-----SKEAAKQVLK-
CYP71B2     33 ------------------PSPS-SLP-IIGNLHHLAGL--P--------HRCFHKLSIKYGP-------LVFLRLGSVPVVVIS-----SSEAAEAVLK-
CYP71B3     31 ------------------PSPP-KLP-IIGNLHQLRGL--F--------HRCLHDLSKKHGP-------VLLLRLGFIDMVVIS-----SQETTEEVLK-
CYP71B4     34 ------------------PGPA-KLP-IIGNLHQLQGL--L--------HKCLHDLSKKHGP-------VMHLRLGFAPMVVIS-----SSEAAEEALK-
CYP83A1     32 ------------------PGPS-PLP-VIGNLLQLQKLN-P--------QRFFAGWAKKYGP-------ILSYRIGSRTMVVIS-----SAELAKELLK-
CYP83B1     31 ------------------PGPK-GLP-IIGNLHQMEKFN-P--------QHFLFRLSKLYGP-------IFTMKIGGRRLAVIS-----SAELAKELLK-
CYP705A2    36 ------------------PSPP-SLP-IIGHLHLILLST-LT-------HKSFQRLSSKYGP-------LLHLRIFHVPIVLAS-----SASVAYEIFR-
CYP705A5    41 ------------------PSPP-SLP-IIGHLHLILFVP-I--------HQSFKNISSKYGP-------LLHLRFFNFPIVLVS-----SASTAYEIFK-
CYP705A8    41 ------------------PSPP-SLP-IIGHLHHLLSLF-M--------HRSLQKLSSKYGP-------LLYLHVFNVPILLVS-----SPSIAYEIFR-
CYP705A9    37 ------------------PSPP-SLP-IIGHLHHLLSLF-M--------HRSLQKLSSKYGP-------LLYLHVFNVPILLVS-----SPSIAYEIFR-
CYP705A3    42 ------------------SSPP-SLP-IIGHLHLLLSVL-T--------HKSLQKLSSKYGP-------LLLIRIFYVPIILVS-----SSSMAYEIFK-
CYP705A6    43 ------------------PSPP-SLP-IIGHLHLLFSPL-T--------HKSLQKLSSKYGH-------LLHLRIFNVPVILVS-----SASVAYEIFR-
CYP705A1    40 ------------------PSPP-SLP-IIGHLHLLLSTL-I--------HKSLQKLSSKYGP-------LLHLRIFNIPFILVS-----SDSLAYEIFR-
CYP705A4    39 ------------------PSPP-SLP-IIGHLHLLLSVL-L--------HRSLQKLSTKYGS-------ILYLRVFRFPVVLIS-----SASIAYEIFR-
CYP705A12   40 ------------------PSPP-SLP-IIGHLHHLLSSS-LP-------HKSFQKLSFKYGP-------LLHLRIFNFPMVLVS-----SASMAYEVFR-
CYP712A1    43 ------------------QSPP-ALP-FIGHLHLIGKVL-P---------VSFQSLAHKYGP-------LMEIRLGASKCVVVS-----SSSVAREIFK-
CYP93D1     40 ------------------PGPR-GLP-VLGHMHLLRSSL-P---------RSLQALAHTYGP-------LMTIRIGSLRVLVVS-----DSDTAKLILK-
CYP81D2     32 ------------------PSPAWALP-VIGHLRLLKPP---L-------HRVFLSVSQSLGDAP-----IISLRLGNRLLFVVSSH-----SIAEECFT-
CYP81D3     32 ------------------PSPSWALP-VIGHLRLLKPP---L-------HRVFLSVSESLGDAP-----IISLRLGNRLVFVVSSH-----SLAEECFT-
CYP81D4     33 ------------------PSPAISLP-VIGHLHLLKPP---L-------HRTFLSLSKSIGNAP-----VFHLRLGNRLVYVISSR-----SIAEECFT-
CYP81D5     33 ------------------PSPAYPLP-VIGH-HLLKQP---V-------HRTFHSISKSLGNAP-----IFHLRLGNRLVYVISSH-----SIAEECFT-
CYP81D6     48 ------------------PSPARPLP-LIGHLHLLKLP---L-------HRTFLSFSQSLGGAP-----IFCLRLGNRLTVVVSSY-----SIAEECFT-
CYP81D7     77 ------------------PSPARPLP-FIGHLHLLKQP---L-------HRTFLSFSQSLGDAP-----IFSLRLGNHLTVVVSSY-----SIAEECFT-
CYP81D1     35 ------------------PSPPGWLP-IIGHLRLLKPP---I-------HRTLRSFSETLDHNDG--GGVMSLRLGSRLVYVVSSHK----VAAEECFG-
CYP81F1     30 ------------------PGPP-SRP-FVGHLHLMKPP---I-------HRLLQRYSNQYGP-------IFSLRFGSRRVVVITSP-----SLAQESFTG
CYP81F2     32 ------------------PGPT-PFP-IVGHLHLVKPP---V-------HRLFRRFAEKYGD-------IFSLRYGSRQVVVISSL-----PLVRESFTG
CYP81H1     32 ------------------PSPNICFP-IIGHLHLLKKPL--L-------HRTLSHLSHSLGP-------VFSLRLGSRLAVIISSP-----TAAEECFLT
CYP81G1     44 ------------------PNPV-GFP-VIGHLHLLKEP---V-------HRSLRDLSRNLGID------VFILRLGSRRAVVVTSA-----SAAEEFLSQ
CYP82C3     32 A-----------------PAPSGAWP-IIGHLHLLGGKEQLL-------YRTLGKMADHYGP-------AMSLRLGSSETFVGSSF-----EVAKDCFT-
CYP82C4     32 A-----------------PAPSGAWP-IIGHLHLLGGKEQLL-------YRTLGKMADHYGP-------AMSLQLGSNEAFVVSSF-----EVAKDCFT-
CYP82C2     32 A-----------------PAPSGAWP-IIGHLHLLSGKEQLL-------YRTLGKMADQYGP-------AMSLRLGSSETFVVSSF-----EVAKDCFT-
CYP82F1     34 A-----------------PMVPGAWP-LLGHLHLFDTVN-PT-------HVTFGAMADVYGP-------VFMAKLGSIKVMIINSK-----EVAKEIYT-
CYP79B2     58 ------------------PGPT-GWP-IIGMIPTMLK-SRPV-------FRWLHSIMKQLNT------EIACVKLGNTHVITVT-----CPKIAREILK-
CYP79B3     83 ------------------PGPT-GFP-IVGMIPAMLK-NRPV-------FRWLHSLMKELNT------EIACVRLGNTHVIPVT-----CPKIAREIFK-
CYP79A2     37 -------------------GPK-SWP-LIGNLPEILGRNKPV-------FRWIHSLMKELNT------DIACIRLANTHVIPVT-----SPRIAREILK-
CYP79C1     42 ------------------PCPR-GFP-IIGNLVGMLK-NRPT-------SKWIVRVMNDMKT------DIACFRFGRVHVIVIT-----SDVIAREVVR-
CYP78A6     58 G-RLISGSY--KTGNVI-PGPK-GFP-LVGSMSLMSSTL-A--------HRRIADAAEKFGAKR-----LMAFSLGETRVIVTC-----NPDVAKEILN-
CYP78A8     58 TRRFISLDYNRKYKNLI-PGPR-GFP-LVGSMSLRSSHV-A--------HQRIASVAEMSNAKR-----LMAFSLGDTKVVVTC-----HPAVAKEILN-
CYP78A5     48 S----------KSRVSI-PGP--S-----GSLSVFSGSN-P--------HRVLAALAKRFKASP-----LMAFSVGFSRFVISS-----EPETAKEILS-
CYP78A7     64 R----------LGRVAI-PGPR-GIP-VFGSLFTLSRGL-A--------HRTLAAMAWSRANTE-----IMAFSLGSTPVIVAS-----EPNIAREILM-
CYP89A2     33 ------------------PDPN-FLP-FLGTLQWLREGLGGL-------ESYLRSVHHRLGP-------IVTLRITSRPAIFVA-----DRSLTHEALV-
CYP89A4     34 ------------------PDPN-FFP-FLGTLQWLRQGLGGL-------NNYLRSVHHRLGP-------IITLRITSRPAIFVA-----DRSLAHQALV-
CYP89A3     33 ------------------PNPN-FFP-MPGPFQWLRQGFDDF-------YSYLRSIHHRLGP-------IISLRIFSVPAIFVS-----DRSLAHKALV-
CYP704A1    28 ---------------SR-NDKR-YTP-VHATIFDLFFHSHK-----------LYDYETEIARTK--------PTFRFLSPGQS-----EIFTADPRNVEH
CYP704A2    34 ---------------SR-NDKR-YAP-VHATVFDLLFHSDE-----------LYDYETEIAREK--------PTYRFLSPGQS-----EILTADPRNVEH
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CYP94B1     88 ---------------AK-TASP-SNP-TSYQLIGSILSFNK-------NRHRLLQWYTDLLRLS--------PSQTITVDLLFGRR--TIITANPENVEH
CYP94C1     25 ---------------FL-QKLR-YCN-CEICHAYLTSSWKK-------DFINLSDWYTHLLRRS--------PTSTIKVHVLN-----SVITANPSNVEH
CYP86A2     26 ---------------WL-KGPR-VWP-VLGSLPGLIEQRD-----------RMHDWITENLRACG----GTYQTCICAVPFLAKKQGLVTVTCDPKNIEH
CYP86A4     26 ---------------WL-KGPR-VWP-LLGSLPGLIEQRD-----------RMHEWITENLRACG----GTYQTCIFAVPFLAKKQGLVTVTCDPKNLEH
CYP86A8     26 ---------------CL-KGPR-VWP-ILGSLPGLIENCE-----------RMHDWISDNLRACS----GTYQTCICAIPFLAKKQGLVTVTCDPRNLEH
CYP86A1     29 ---------------RL-TGPK-VLP-FVGSLPYLIANRS-----------RIHDWIADNLRATG----GTYQTCTMVIPFVAKAQGFYTVTCHPKNVEH
CYP86C1     39 ---------------SK-GGPV-MWP-VLGIIPMLALNKH-----------DLFTWCTRCVVRSG----GTFHYRGIWFGGAYG-----IMTADPANVEH
CYP86C2     13 ---------------NK-GEPV-QWP-VFGITPEFFLHVH-----------DMFGWVTRCLTKSR----GTFPYQGIWFSGSYG-----AMTSVPANIEY
CYP86B1     58 ---------------KY-QGLP-VWP-FLGMLPSLAFGLRG----------NIYEWLSDVLCLQN----GTFQFRGPWFSSLNS-----TITCDPRNVEH
CYP96A2     28 ---------------HG-RYPR-NWP-VLRMLPAMLKALH-----------RIYDYSVKILETSD----LTFPFKGPRFTGMDM-----LLTVDPANIHH
CYP96A5     28 ---------------HQ-ITPR-NWP-VLGMLPGVLVMLH-----------RINDYVAEILEVSN----LTFAFKGPWFSGMNM-----LITADPSNIQH
CYP96A1     30 ---------------HR-SFLT-NWP-FLGMLPGLLVEIP-----------RVYDFVTELLEASN----LTYPFKGPCFGGLDM-----LITVDPANIHH
CYP96A3     30 ---------------PK-PLLT-NWP-ALGMLPGLLLQVP-----------RIYDWITEVLEATD----MTFCFKGPCLSGMDI-----LLTVDPVNIHY
CYP96A4     30 ---------------PK-HMVM-NWP-VLGMLPGVLFQIP-----------RIYDFVTEALEAEN----MTGCFIGPWLSGTDI-----LLTVDPVNIQY
CYP709A1    40 E------------QQGV-TGPK-PRP-LTGNILEISAMVSQSA--SKDCDSIHHDIVGRLLPHYV----AWSKQYGKRFIVWNGTDP-RLCLTETELIKE
CYP709A2    41 E------------RQGI-TGPK-PRL-LTGNIIDISKMLSHSA--SNDCSSIHHNIVPRLLPHYV----SWSKQYGKRFIMWNGTEP-RLCLTETEMIKE
CYP709B2    41 K------------KQGI-SGPK-YRI-LYGNLREIRKMKNEAK--LMVLDPNSNDIVPRVLPHLQ----QWKSQYGETFLYWQGTDP-RLCISDHELAKQ
CYP709B3    41 K------------KQGI-SGPK-YKI-LYGNLSEIKKMKKEAD--LCVLDPNSNDIFPRVFPQYH----QWMSQYGDTFLFWTGTKP-TIYISNHELAKQ
CYP709B1    39 K------------NQGI-SGPN-YRI-FYGNLSEIKKMKRESH--LSILDPSSNDIFPRILPHYQ----KWMSQYGETFLYWNGTEP-RICISDPELAKT
CYP72A11    40 R------------RQGL-AGTP-YTP-LVGDLKKNFSMRAEAR--SKPIN-LTDDITPRIVPYPL----QMLKTHGRTFFTWFGAIP-TITIMDPEQITE
CYP72A13    40 R------------RQGL-AGTP-YTP-LVGDLKRNFSMLAEAR--SKPIN-LTDDITPRIVPYPL----QMLKTHGRTFFTWFGPIP-TITIMDPEQIKE
CYP72A15    75 R------------RQGL-AGTP-YTP-LVGDLKKNFTMLSEAR--SKPLK-LTDDISPRVVPYPL----QMFKTYGRTYFTWFGPIP-TITIMDPEQIKE
CYP72A14    40 R------------RQGL-SGTS-YTP-LIGDFKKMISMFIEAT--SKPIK-PTDDITPRVMPHPL----QMLKTHGRTNLTWFGPIP-TITIMDPEQIKE
CYP72A10    62 R------------RQGL-AGTP-YTP-LIGDLKRNVNMLTEAT--SKPIK-LTEDITPRVLPHPF----QMLKTHGRTFFTWLGPKP-TITIMDPELIKE
CYP72A7     39 K------------RQGL-TGTP-YTP-LVGDIKRNVDMMMEAR--SKPIN-VTDDITPRLLPLAL----KMLNSHGKTFFIWIGPLP-TIVITNPEQIKE
CYP72A9     91 R------------RQGL-VGTR-YTP-LVGDVRRSFSMLKEAR--SKPMK-PTDDLISLVMPYSF----HMLNTYGKTFFTWSGPIP-AITIMNPQLIKE
CYP72A8     44 K------------RQGL-SGTP-FTF-LVGDIKREASMVEQEK--SRPIN-LTDDYTHRVMPLIQ----QTVKDHGKTSYMWMGPIA-SVIVTKPEHIKD
CYP82G1     38 ---------------TI-PEPLGALP-LFGHLHLLRGKK--------LLCKKLAAMSQKHGP-------IFSLKLGFYRLVVAS-----DPKTVKDCFT-
CYP72B1     43 S------------KQGI-RGPP--YHFFIGNVKELVGMMLKAS---SHPMPFSHNILPRVLSFYH----HWRKIYGATFLVWFGPTFR-LTVADPDLIRE
CYP712A2    36 ------------------PSPT-ALP-IIGHIHLLGPIA----------HQALHKLSIRYGP-------LMYLFIGSIPNLIVS-----SAEMANEILK-
CYP90C1     43 K------------KGMI-PNGSLGWP-VIGETLNFIACGYSS-----RPVTFMDKRKSLYGK-------VFKTNIIGTPIIIST-----DAEVNKVVLQN
CYP718      44 K--------------LL-PGEM-GLP-WIGETMDFYKAQKSN----RVFEDFVNPRIIKHGN-------IFKTRIMGSPTIVVN-----GAEANRLILSN
CYP84A1     42 ------------------PGPR-GWP-IIGNMLMMDQLT----------HRGLANLAKKYGG-------LCHLRMGFLHMYAVS-----SPEVARQVLQ-
CYP85       36 ------------------PGTM-GWP-IFGETTEFLKQG----------PNFMRNQRLRYGS-------FFKSHLLGCPTLISM-----DSEVNRYILKN
CYP715A1    46 N--------------GF-VGPAPSFP--FGNLNDMKKLKMASV--VVDNSKSSTIINHDIHSIALPHFARWQQEYGKVFVYWLGIEP-FVYVADPEFLSV
CYP98A3     29 ------------------PGPS-PKP-IVGNLYDIKPVR----------FRCYYEWAQSYGP-------IISVWIGSILNVVVS-----SAELAKEVLK-
CYP714A1    50 ------------------PPPS-LFRGNVPEMQKIQSQIMSNSKHYSGDNIIAHDYTSSLFPYLD----HWRKQYGRVYTYSTG-VKQHLYMNHPELVKE
CYP73A5     35 ------------------PGPI-PIP-IFGNWLQVGDDLN---------HRNLVDYAKKFGD-------LFLLRMGQRNLVVVS-----SPDLTKEVLH-
CYP701A3    43 ---------------SV-PVVP-GFP-VIGNLLQLKEKK-P--------HKTFTRWSEIYGP-------IYSIKMGSSSLIVLN-----STETAKEAMV-
CYP711A1    46 ----------------V-PGPT-AMP-LVGHLPLMAKYG----------PDVFSVLAKQYGP-------IFRFQMGRQPLIIIA-----EAELCREVGI-
CYP97B3     56 TNGNILDNASNLLTNFLSGGSLGSMPTAEGSVSDLFGKP---------LFLSLYDWFLEHGG-------IYKLAFGPKAFVVIS-----DPIIARHVLR-
CYP74A      55 R---------------NIPGNY-GLP-IVGPIKDRWDYFYDQG-----AEEFFKSRIRKYNST------VYRVNMPPGAFIAENPQ--VVALLDGKSFPV
CYP74B2     29 R---------------TMPGSY-GWP-LVGPLSDRLDFQGP--------DKFFRTRAEKYKST------VFRTNIPPTFPFFGNVNPNIVAVLDVKSFSH
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CYP702A5   100 NH----IPGMP--KSLERLFGAT---NLFVN--KDTHKHARSLTNQFLGSQALKLRMIQDIDFLAR-THMKEGAR--------KGC-------LDVKETA
CYP702A6   100 NH----IPGMP--KSLARLFGAN---NLFVN--KDTHKHARSLTNQFLGSQALKLRMLQDIDFLVR-THLKEGAR--------KGS-------LDIKETT
CYP702A1   100 NH----APGLT--KSIAQLFGEN---NLFFQS-KESHKHVRNLTFQLLGSQGLKLSVMQDIDLLTR-THMEEGAR--------RGC-------LDVKEIS
CYP702A2   100 NS----VPGVT--KSVIRLFGEN---NLFLQS-KESHKHVRNLTFQLLGPQGLKSRMIEDVDLLAR-TYMEEGAR--------NGY-------KYIYNQT
CYP702A3   103 SS----QLRAT--ESVTRIFGEN---NPFLQS-KEIHKYVRNLTSRFVGPEGLKTRLIHDIDNLLR-NDVENGAR--------NGS-------FDVREAT
CYP708A1   111 ENRC-FIMSYP--EALVRIFGKD---NLFFKQGKDFHRYMRHIALQLLGPECLKQRFIQQIDIATS-EHLKSVSF--------QGV-------VDVKDTS
CYP708A2   100 ENKS-FVFSYP--EAFVKPFGKE---NVFLKHG-NIHKHVKQISLQHLGSEALKKKMIGEIDRVTY-EHLRSKAN--------QGS-------FDAKEAV
CYP90A1     96 EGKL-FECSYP--ASICNLLGKH---SLLLMK-GSLHKRMHSLTMSFANSSIIKDHLMLDIDRLVR-FNLDSWS----------SR-------VLLMEEA
CYP90B1    104 EGRL-FECSYP--RSIGGILGKW---SMLVLV-GDMHRDMRSISLNFLSHARLRTILLKDVERHTL-FVLDSWQQ--------NSI-------FSAQDEA
CYP707A1    97 KSHL-FKPTFP--ASKERMLGKQ---AIFFHQ-GDYHAKLRKLVLRAF-MPESIRNMVPDIESIAQ-DSLRSWEG---------TM-------INTYQEM
CYP707A3    97 KSHL-FKPTFP--ASKERMLGKQ---AIFFHQ-GDYHSKLRKLVLRAF-MPDAIRNMVPHIESIAQ-ESLNSWDG---------TQ-------LNTYQEM
CYP707A2   110 KAHL-FKPTYP--PSKERMIGPE---ALFFHQ-GPYHSTLKRLVQSSF-MPSALRPTVSHIELLVL-QTLSSWTS--------QKS-------INTLEYM
CYP88A3    111 DDDA-FKPGWP--TSTMELIGRK---SFVGIS-FEEHKRLRRLTAAPVNGHEALSTYIPYIEENVI-TVLDKWTK--------MGE-------FEFLTHL
CYP88A4    110 DDDA-FHIGWP--KSTMKLIGRK---SFVGIS-FEEHKRLRRLTSAPVNGPEALSVYIQFIEETVN-TDLEKWSK--------MGE-------IEFLSHL
CYP716A1   103 ENKL-VVSWWP--DSVNKIFP-----SSMQTS-SKEEARKLRMLLSQFMKPEALRRYVGVMDEIAQRHFETEWAN--------QDQ-------VIVFPLT
CYP716A2    99 ENKL-VISWWP--DSVNKIFP-----SSTQTS-SKEEAIKTRMLLMPSMKPEALRRYVGVMDEIAQKHFETEWAN--------QDQ-------LIVFPLT
CYP51      100 YESE-LSQKEI-YKFNVPTFG-P--GVVFDVDYP-VRMEQFRFFSSALKGQQ-LRGYVDQMTKETE-DYFSKWGES-------G--------EVDLKAEL
CYP51A2    100 SESD-LSQQEV-YQFNVPTFG-P--GVVFDVDYS-VRQEQFRFFTEALR------------------DYFSKWGES-------G--------EVDIKVEL
CYP710A1    99 VRPD-AFHLIG-HPFGKKLFGDHNLIYMFGEDHKSVRRQLAPNFTPKALS-----TYSALQQLVIL-RHLRQWEGST----SGGSR------PVSLRQLV
CYP710A2   100 VRLE-AFHPLG-HPFGKQLFGDHSLIYLFGEDHKTVRRHLAPNFTPKALS-----TYSDLQQIVML-RHLRQWEESF----SGGTK------PVSMRDLV
CYP710A3   100 IRPD-AFQLVG-HPFGKKLFGDHSLIFMFGENHKSVRRQVAPNFTRKPLS-----AYSSLQQIVIL-RHLRQWEESF----SSGSR------PVSMRQLI
CYP710A4   100 IRPD-AFQLTG-HPFGKKLFGDHSLIFMFGEDHKSVRRQVAPNFTRKPLS-----AYSSLQQIVIL-RHLRQWEESF----SSGSR------PVSMRQLI
CYP76C2     97 TYDQ-ILSSRT-PTNSIRSINHDKVSVVWLPPSSSRWRLLRKLSATQLFSPQRIEATKTLRENKVK-ELVSFMSES----SEREEA-------VDISRAT
CYP76C4     97 THDQ-ILSGRK-SNDSIRCFGHEEVSVIWLPPSSARWRMLRKLSVTLMFSPQRTEATKALRMKKVQ-ELVSFMNES----SERKEA-------VDISRAS
CYP76C1     97 THDQ-ILSARS-PTNAVRSINHQDASLVWLPSSSARWRLLRRLSVTQLLSPQRIEATKALRMNKVK-ELVSFISES----SDREES-------VDISRVA
CYP76C3     89 THDH-VMSART-FNDALRAFDHHKHSIVWIPP-SARWRFLKKTITKYLLSPQNLDAIQSLRMRKVE-ELVSLVNEF----RERGEA-------IDLARAS
CYP706A1   111 THDI-TFANHD-LPEVGKINTYGGEDILWSPY-GTHWRRLRKLCVMKMFTTPTLEASYSTRREETR-QTIVHMSEM----AREGSP-------VNLGEQI
CYP706A2   113 THDI-TFANHD-LPEVGKINTYGGEDILWSPY-GTHWRRLRKLCVMKMFTTPSLEASYSTRREETR-QTIVHMSEM----AREGSP-------VNLGEQI
CYP706A3   105 TNDI-IFANHD-VPAVGPVNTYGGTEIIWSPY-GPKWRMLRKLCVNRILRNAMLDSSTDLRRRETR-QTVRYLADQ----ARVGSP-------VNLGEQI
CYP71A12    92 THDL-KFANRP-RSKAVHGLMNGGRDVVFGPY-GEYWRQMKSVCILNLLTNKMVASFEKIREEELN-EMIKKLEKA----SSSSSS-------ENLSELF
CYP71A13    92 THDH-KFANRP-RSKAVHGLMNGGRDVVFAPY-GEYWRQMKSVCILNLLTNKMVESFEKVREDEVN-AMIEKLEKA----SSSSSS-------ENLSELF
CYP71A14    92 THDL-KVANRP-QLKVVEKIFNGGREMVFSPY-GEYWRQIKSVCIVNLLNKKKVQSFEKVREEEIS-EMMERVEKA----SSDSSP-------LNLSELL
CYP71A15    91 THDL-KVANRP-RLKVIETILNGGREVVFSPY-GDYWRQIKTVCVVHLLNKKMVQSFAKVREEERS-VMMEKVEKA----SSDSSP-------LNLSKLL
CYP71A16    91 THDL-KFANRP-ITKSAHKISNGGRDLVFAPY-GEYWRNVKSLCTIHLLSNKMVQSSEKRREEEIT-LLMETLEEA----SLSSSS-------VNLSKLI
CYP71A27    92 THDL-KFANRP-KSKAINIFMEGGRDIIFGPY-GEDWKSMKSLGVVHLLNNKMVRSFENLREEEIK-VMTEKLEEA----SSSSSS-------VNLSKLL
CYP71A28    94 THDL-KFANRP-KTKAVDIIINGGRDVAFSSY-GEYWRQMKSLCTVHLLGRQMVRSFEKVREEEIT-SVIWKLEKQ----SSSSLP-------VNLSDLL
CYP71B10    89 DYDL-HCCSRP-SLEGTRKLSYNYLDIAFSRF-DDYWKELRKLCVEELFCNKRINSIQPIKEAEME-KLIDSIAES----ASQKTL-------VNLSDTF
CYP71B9     90 INDL-HCCSRP-SLAG-EELSYNYLDIAFSPF-DDYWKELRRICVQELFSAKRVHSIQPIKEEEVR-KLIVSATES----ASQKSP-------VNLSEKF
CYP71B11    88 TFDA-ECCSRP-YMTYPARLTYNLKDIGFCPY-TKYWREVRKMTVVELYTAKRVQSFQHTRKEEVA-SLVDFITQA----ASLEKP-------VNLNTKL
CYP71B12    88 TFDV-ECCSRP-NMTYPARVTYNLKDLCFSPY-SKYWREVRKMTVVELYTAKRVQSFQHTRKEEVA-ALVDFIKQA----ASLEKP-------VNLNKKL
CYP71B14    88 TFDA-ECCSRP-YMTYPARVTYNFNDLAFSPY-SKYWREVRKMTVIELYTAKRVKSFQNVRQEEVA-SFVDFIKQH----ASLEKT-------VNMKQKL
CYP71B13    88 TFDK-DCCSRA-FLTYPARISYNLKDLAFAPY-SKYWKAVRKMTVVELYTAKRVKSFRNIREEEVA-SFVEFIKHS----ASLEEI-------VNLNQTL
CYP71B6     95 LHDS-ECCTRP-KLSITKSFFYDGLGLGFTKW-GDYYRDVRKLCVLELFSVKRANSFRNIREEELS-RLVNSFSDS----ASSGSS-------VDLTANL
CYP71B15    87 INDL-ECCSRP-EAAGMRATFYNFKDIGMAPF-GDEWSLMRKLSVVELFSVKKLQSFKYIIEEENN-LCVKKLSEF----ATRQSP-------VNLERAI
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CYP71B7     91 TQDL-ECCSRP-ETVATRMISYNFKDIGFAPY-GEEWKALRKLVVMELLNTKKFQSFRYIREEEND-LLIKKLTES----ALKKSP-------VNLKKTL
CYP71B5     87 THDL-ETCSRP-KTVGSGLFTYNFKDIGFAPY-GENWREMRKIAVSELFSQKKLKSFRYIREDESQ-LLVRKVSKS----ALETPTS-----SVNLRKVI
CYP71B8     89 SRDL-ETCSRP-KLVANGLFTRNFKDIAFAQY-GEDWREMKKLVGLELFNPKKHKFFRYIREEEGD-LLVKKLSKS----S-QTQT------LVDLRKAF
CYP71B2     90 TNDL-ECCSRP-KTVGSGKLSYGFKDITFAPY-GEYWREVRKLAVIELFSSKKVQSFRYIREEEVD-FVVKKVSES----ALKQSP-------VDLSKTF
CYP71B3     88 VHDL-ECCTRP-KTNASSKFSRDGKDIAFAPY-GEVSRELRKLSLINFFSTQKVRSFRYIREEEND-LMVKKLKES----AKKKNT-------VDLSQTL
CYP71B4     91 THDL-ECCSRP-ITMASRVFSRNGKDIGFGVY-GDEWRELRKLSVREFFSVKKVQSFKYIREEEND-LMIKKLKEL----ASKQSP-------VDLSKIL
CYP83A1     90 TQDV-NFADRP-PHRGHEFISYGRRDMALNHY-TPYYREIRKMGMNHLFSPTRVATFKHVREEEAR-RMMDKINKA----ADKSEV-------VDISELM
CYP83B1     89 TQDL-NFTARP-LLKGQQTMSYQGRELGFGQY-TAYYREMRKMCMVNLFSPNRVASFRPVREEECQ-RMMDKIYKA----ADQSGT-------VDLSELL
CYP705A2    95 DQDV-NVSFRH-SPPIEESLFLGSYSFISAPYG-DYWKFMRKLMVTKILGPQALERSRRFREDELD-RFYKTLLDK----AMKKES-------VEIVEEA
CYP705A5    99 AQDV-NVSSRP-PPPIEESLILGSSSFINTPYG-DYSKFMKKFMVQKLLGPQALQRSRNIRADELE-RFYKTLLDK----AMKKQT-------VEIRNEA
CYP705A8    99 AQDV-NVSTRD-FPTNEGSLFLGSFSFITAPYG-EYWKFMKKLIVTKLLGPQALERSQRIRANEVE-RFYSNLLDK----AMKKES-------VEIADEA
CYP705A9    95 TQDV-NVSSRD-FPTNEGSLLFGSFGFGTAPS-------------------SGLKHSRGHKKSVQR-SYYLNLLDK----AVKKES-------VEIAEEA
CYP705A3   100 AHDV-NVSSRG-IIALDESLMFGASGILNAPYG-DYWKFMKKLMATKLLRPQVLERSRGVRVEELH-RFYRSILDK----ATKNES-------VEIGKEA
CYP705A6   101 AHDV-NVSSRG-VAAIDESLLFGSSGIITAPYG-DYWKFMKKLIATKLLRPQSLESSRGIRGEELT-RFYNSLLDK----ARMTES-------VEISTEA
CYP705A1    98 DHDV-NVSSRG-VGAIDESLAYGSSGFIQAPYG-DYWKFMKKLIATKLLGPQPLVRSQDFRSEELE-RFYKRLFDK----AMKKES-------VMIHKEA
CYP705A4    97 AHDL-NISYRG-FTPTDDSLFAGSFSFISAPYG-DYWKFMKKVLVTNVFGPQAHEQSRGVRADVLE-RFYGNLFDK----AIKKQS-------VEICAEA
CYP705A12   99 TNDV-NVSYRF-VPVNKDSLVFGSSGFVTAPYG-DYWKFMKKLISTKLLRPHALELSKGNRAEELR-RFCLDLQGK----ARKKES-------VEIGKVA
CYP712A1   100 EQEL-NFSSRPEFGSAEYFKYRGS-RFVLAQYG-DYWRFMKKLCMTKLLAVPQLEKFADIREEEKL-KLVDSVAKC----CREGLP-------CDLSSQF
CYP93D1     97 THDP-DFASKFVFGPRQFNVYKGS-EFFNAPYG-SYWRFMKKLCMTKLFAGYQLDRFVDIREEETL-ALLSTLVER----SRNGEA-------CDLGLEF
CYP81D2     92 KNDV-ILANRQ-TTISTKHISYGNSTVVSASY-SEHWRNLRRIGALEIFSAHRLNSFSSIRRDEIR-RLIGRLLR-----NSSYGFT-----KVEMKSMF
CYP81D3     92 KNDV-VLANRF-N-LASKHISYGCTTVVTASY-GDHWRNLRRIGAVEIFSAHRLNSFSSIRRDEIH-RLIACLR------NSSLEFT-----KVEMKSMF
CYP81D4     93 KNDV-VLANRP-KFTISKHLGYNATYLLSASY-GDHWRNLRRIAAVEIFSTHRLNSFLYIRKDEIR-RLISHLSR-----DSLHGFV-----EVEMKTLL
CYP81D5     92 KNDV-VLANRP--IIMAKHVGYNFTNMIAASY-GDHWRNLRRIAAVEIFSSHRISTFSSIRKDEIR-RLITHS-R-----DSLHGFV-----EVELKSLL
CYP81D6    108 KNDI-VFANRP-ELILGKHIEYNSTTMTSAPY-GDHWRNLRRIATLEIFASHKLNGFLSVRKDEIR-QLLLRLSK-----NSRHGFA-----KVEMRHLL
CYP81D7    137 KNDI-VLANRP-KFILGKHIEYNFTTMTSAPY-GDHWRNLRRIGTLEIFSSHKLNGFLSVRKDEIR-HLLLRLSK-----NSQHGFA-----KVEMRQLF
CYP81D1     99 KNDV-VLANRP-QVIIGKHVGYNNANMIAAPY-GDHWRNLRRLCTIEIFSTHRLNCFLYVRTDEVR-RLISRLSR-----LAGTKKT-----VVELKPML
CYP81F1     88 QNDI-VLSSRP-LQLTAKYVVYNHTTVGTAPY-GDHWRNLRRMCSQEILSSHRLIIFQHIRKDEIL-RMLTRLSRYTQTSNESNDFT-----HIELEPLL
CYP81F2     90 QNDV-ILTNRP-HFLTAKYVAYDYTTIGTAAY-GDHWRNLRRICSLEILSSNRLTGFLSVRKDEIR-RLLTKLSR------EY-DGR-----VVELEPLL
CYP81H1     92 KNDI-VLANRP-RFIMGKYVAYDYTSMVTAPY-GDHWRNLRRITALEVFSTNRLNASAEIRHDEVK-MLLQKLHD-----LSVERPA-----KVELRQLL
CYP81G1    103 QNDV-VFANRP-LATLTEYMGYNNTLVSTAPY-GEHWRRLRRFCAVDILSTARLRDFSDIRRDEVR-AMIRKIN---VELVTSGGSV-----RLKLQPFL
CYP82C3     94 VNDK-ALAS-L-MTAAAKHMGY------------VFWLEMRKIAMIELLSNRALQMLNNVRVSEIS-MGVKDLYSLWVKKGGSEP-V-----MVDLKSWL
CYP82C4     94 VNDK-ALASRP-MTAAAKHMGYNFAVFGFAPY-SAFWREMRKIATIELLSNRRLQMLKHVRVSEIT-MGVKDLYSLWFKNGGTKP-V-----MVDLKSWL
CYP82C2     94 VNDK-ALASRP-ITAAAKHMGYDCAVFGFAPY-SAFWREMRKIATLELLSNRRLQMLKHVRVSEIS-MVMQDLYSLWVKKGGSEP-V-----MVDLKSWL
CYP82F1     95 VHDK-LLER-P-ELTASKLLGYNDSFLTFSPY-GLYWREIRKIAVSELFSTSGVDMHMVSRAREAD-LAFRALYVRWEKRGKPKEGV-----LVDMKQEF
CYP79B2    118 QQDA-LFASRP-LTYAQKILSNGYKTCVITPF-GDQFKKMRKVVMTELVCPARHRWLHQKRSEEND-HLTAWVYN-----MVKNSG------SVDFRFMT
CYP79B3    143 QQDA-LFASRP-LTYAQKILSNGYKTCVITPF-GEQFKKMRKVIMTEIVCPARHRWLHDNRAEETD-HLTAWLYN-----MVKNSE------PVDLRFVT
CYP79A2     97 KQDS-VFATRP-LTMGTEYCSRGYLTVAVEPQ-GEQWKKMRRVVASHVTSKKSFQMMLQKRTEEAD-NLVRYINNR----SVKNRGNAFV--VIDLRLAV
CYP79C1    102 EKDA-VFADRP-DSYSAEYISGGYNGVVFDEY-GERQMKMKKVMSSELMSTKALNLLLKVRNLESD-NLLAYVHNL----YNKDESKTKHGAVVNVRDIV
CYP78A6    132 --SP-VFADRP--VKESAYSLMFNRAIGFAPH-GVYWRTLRRIASNHLFSTKQIRRAETQRRVISS-QMVEFLEKQ-----SSNEP------CFVRELLK
CYP78A8    135 --SS-VFADRP--VDETAYGLMFNRAMGFAPN-GTYWRTLRRLGSNHLFNPKQIKQSEDQRRVIAT-QMVNAFAR------NPKSA------CAVRDLLK
CYP78A5    110 --SS-AFADRP--VKESAYELLFHRAMGFAPY-GEYWRNLRRISSTHLFSPRRIASFEGVRVGIGM-KMVKKIKSL-----VTSDA------CGEVEVKK
CYP78A7    131 --SP-HFADRP--VKQSAKSLMFSRAIGFAPN-GTYWRMLRRIASTHLFAPRRILAHEAGRQLDCA-EMVKAVSVE----QNGAGS------VVLRKHLQ
CYP89A2     93 LNGG-PSMRTVHHLPVISKIVD-EHNISSGSY-GATWRLLRRNITSEILHPSRVRSYSHARHWVLE-ILFERFRN------HGGD------EPIVLIHHL
CYP89A4     94 LNGA-VFADRPPAAPISKIISSNQHNISSSLY-GATWRLLRRNLTSEILHPSRVRSYSHARRWVLE-ILFDRFGK------SRGE------EPIVVVDHL
CYP89A3     93 LNGA-VFSDRPPALPTGKIITSNQHTISSGSY-GATWRLLRRNLTSEILHPSRVKSYSNARRSVLE-NLCSRIRN------HGEEA-----KPIVVVDHL
CYP704A1    86 ILKT-RFHNYS-KGPVGTVNLADLLGHGIFAVDGEKWKQQRKL-VSFEFSTR--VLRNFSYSVFRT-SAS-KLVGFI---AEFALS----GKSFDFQDML
CYP704A2    92 ILKT-RFDNYS-KGHSSRENMADLLGHGIFAVDGEKWRQQRKL-SSFEFSTR--VLRDFSCSVFRR-NAS-KLVGFV---SEFALS----GKAFDAQDLL

]

]
]
]

|
|
|
|
|

|

|
|



9

CYP94B1    153 ILKT-NFYNFP-KGKPFTDLLGDLLGGGIFNSDGELWSSQRKL-ASHEFTMR--SLREFTFEILRE-EVQNRLIPVL---SSAVDC----GETVDFQEVL
CYP94C1     87 ILKT-NFHNYP-KGKQFSVILGDLLGRGIFNSDGDTWRFQRKL-ASLELGSV--SVRVFAHEIVKT-EIETRLLPIL---TSFSDNP---GSVLDLQDVF
CYP86A2     93 MLKT-RFDNYP-KGPTWQAVFHDFLGQGIFNSDGDTWLFQRKT-AALEFTTR--TLRQAMGRWVNR-GIKLRFCPIL---ETAQNN----YEPVDLQDLI
CYP86A4     93 MLKT-RFDNYP-KGPTWQSVFHDLLGQGIFNSDGDTWLFQRKT-AALEFTTRYLTARQAMGRWVNR-GIKLRFCPIL---AAAQDN----AEPVDLQDLI
CYP86A8     93 ILKN-RFDNYP-KGPTWQAVFHDLLGQGIFNSDGDTWLFQRKT-AALEFTTR--TLRQAMARWVNR-AIKLRFLPIL---ENARLG----SEPIDLQDLL
CYP86A1     96 ILKT-RFDNYP-KGPMWRAAFHDLLGQGIFNSDGDTWLMQRKT-AALEFTTR--TLRQAMARWVNG-TIKNRLWLIL---DRAVQN----NKPVDLQDLF
CYP86C1    101 ILKT-NFKNYP-KGAFYRERFRDLLEDGIFNADDELWKEERRV-AKTEMHSS--RFLEHTFTTMRD-LVDQKLVPLM---ENLSTS----KRVFDLQDLL
CYP86C2        MLKT-NFKNFP-KGEFYKERFRDLLEDGIFNADDESWKEQRRI-IITEMHST--RFVDHSFQTTRD-LIERKLLKVM---ESFSKS----QEAFDLQEIL
CYP86B1    121 LLKN-RFSVFP-KGSYFRDNLRDLLGDGIFNADDETWQRQRKT-ASIEFHSA--KFRQLTTQSLFE-LVHKRLLPVL---ETSVKS----SSPIDLQDVL
CYP96A2     90 IMSS-NFSNYI-KGPEFQDVF-DVLGDSFITTDSELWKNMRKS-YQAMLHSQ--EFQRFSMSTMTS-KLKYGLVPLL---NHFAEE----GTTLDLQSVF
CYP96A5     90 VFSS-NFSNYD-KGPEFKEMF-DFLGNGIFTADSKLWEDMRKS-ALVVLSHQ--GFQSFSLRTITC-KIKNGLVPVL---DHFAEA----NTVFDLQDVF
CYP96A1     92 IMSS-NFANYP-KGTEFKKIF-DVLGDGIFNADSELWKDLRKS-AQSMMTHQ--DFQRFTLRTIMS-KLEKGLVPLL---DYVAEK----KQVVDLQDVF
CYP96A3     92 ILSS-NFANYP-KGMEFKKIF-EVVGDSIFNVDSGLWEDMRNS-SHAIFSNQ--DFQMFWVSTSVR-KLRQGLVPIL---ENAADK----NILVDLQDLF
CYP96A4     92 ILSS-NFVNYP-KGKKFNKIF-EFLGDGIFNVDSGLWEDMRNS-SHAIFSHQ--DFQSFSVSTSVS-KLSQGLVPIL---DNAVEK----HILVDLQDLF
CYP709A1   118 LLMK-HNGVSG-RSWLQQQGTKNFIGRGLLMANGQDWHHQRHL-AAPAFTGERLKGYARHMVECTS-KLVERLRKEV---GEG-------ANEVEIGEEM
CYP709A2   119 LLTK-HNPVTG-KSWLQQQGTKGFIGRGLLMANGEAWHHQRHM-AAPAFTRDRLKGYAKHMVECTK-MMAERLRKEV---GE----------EVEIGEEM
CYP709B2   119 ILSN-KFVFFS-KSKTKPEILKLSG-NGLIFVNGLDWVRHRRI-LNPAFSMDKLKLMTQLMVDCTF-RMFLEWKKQ-----RNGVE---TEQFVLISREF
CYP709B3   119 VLSS-KFGFTI-IPVKRPEVFILFG-KGLSFIQGDDWIRHRRI-LNPAFSMDRLKAMTQPMGDCTL-RIFEEWRKQ-----RRNGE---VLIKIEISKEF
CYP709B1   117 MLSN-KLGFFV-KSKARPEAVKLVGSKGLVFIEGADWVRHRRI-LNPAFSIDRLKIMTTVMVDCTL-KMLEEWRKES---TKEETEH--PKIKKEMNEEF
CYP72A11   117 VLNK-VYDFQ--KAHTFPLGRLIAT--GVLSYDGDKWAKHRRI-INPAFHLEKIKNMVPAFHQSCS-EIVCKWDKLV---SDKESS-----CEVDVWPGL
CYP72A13   117 VFNK-VYDFQ--KAHTFPLGRLIAA--GLVSYDGDKWTKHRRI-INPAFHLEKIKNMVPAFHQSCS-EIVGEWDKLV---TDKQSS-----CEVDIWPWL
CYP72A15   152 VFNK-VYDFQ--KPHTFPLATIIAK--GLANYDGDKWAKHRRI-INPAFHIEKIKNMVPAFHQSCR-EVVGEWDQLV---SDKGSS-----CEVDVWPGL
CYP72A14   117 VFNK-VYDFQ--KAHTFPLSKILGT--GLVSYDGDKWAQHRRI-INPAFHLEKIKNMVHVFHESCS-ELVGEWDKLV---SDKGSS-----CEVDVWPGL
CYP72A10   139 VFNK-VYDYP--KAQTFLLGRLIAT--GIINYDGDKWAKHRRI-INPAFHIEKIKNMVPAFHQSCS-DVVGEWSKLV---SDKGSSS----CEVDVWPWL
CYP72A7    116 VFNK-VNDFE--KASTFPLIRLLAG--GLASYKGDKWASHRRI-INPAFHLEKIKNMIPAFYHCCS-EVVCQWEKLF---TDKESP-----LEVDVWPWL
CYP72A9    168 VYNK-FYDFE--KTHTFPLTSLLTD--GLANADGDKWVKHRKI-INPAFHFEKIKNMVPTFYKSCI-EVMCEWEKLV---SDKGSS-----CELDVWPWI
CYP72A8    121 VLNR-VYDFP--KPPVHPIVELFAT--GVALYEGEKWSKHRKI-INPSFHLEKLKIMIPAFYESCS-EMISKWEKLV---TEQGSS-----NEIDVWPYL
CYP82G1    100 TNDL-ATATRP-NIAFGRYVGYNNASLTLAPY-GDYWRELRKIVTVHLFSNHSIEMLGHIRSSEVN-TLIKHLYKG-----NGGTS------IVKIDMLF
CYP72B1    120 IFSK-SEFYEK---NEAHPLVKQLEGDGLLSLKGEKWAHHRKI-ISPTFHMENLKLLVPVVLKSVT-DMVDKWSDK----LSENGE-----VEVDVYEWF
CYP712A2    93 SNEL-NFLNRP-TMQNVDYLTYGSADFFSAPY-GLHWKFMKRICMVELFSSRALDSFVSVRSEELKKLLIRVLKK-----AEAEES-------VNLGEQL
CYP90C1    112 HGNT-FVPAYP--KSITELLGEN----SILSINGPHQKRLHTLIGAFLRSPHLKDRITRDIEASVV-LTLASWAQL---------P------LVHVQDEI
CYP718     111 EFSL-VVSSWP--SSSVQLMGMN---CIMAKQ-GEKHRVLRGIVANSLSYIG-LESLIPKLCDTVKFHHETEWRG--------KEE-------ISLYRSA
CYP84A1     99 VQDS-VFSNRP-ATIAISYLTYDRADMAFAHY-GPFWRQMRKVCVMKVFSRKRAESWASVR-DEVD-KMVRSVSCN------VGKP-------INVGEQI
CYP85       94 ESKG-LVPGYP--QSMLDILG----TCNMAAVHGSSHRLMRGSLLSLISSTMMRDHILPKVDHFMR-SYLDQWNEL---------EV------IDIQDKT
CYP715A1   126 MSKG-VLGKSWGKPNVFKKDREPMFGTGLVMVEGDDWTRHRHI-ITPAFAPLNLKVMTNMMVESVS-NMLDRWGIQ----INSGNP------EFDMESEI
CYP98A3     86 EHDQ-KLADRH-RNRSTEAFSRNGQDLIWADY-GPHYVKVRKVCTLELFTPKRLESLRPIREDEVT-AMVESVFRDCNLPENRAKG-------LQLRKYL
CYP714A1   126 LNQA-NTLNLG-KVSYVTKRLKSILGRGVITSNGPHWAHQRRIIAPEFFLDKVKGMVGLVVESAMP--MLSKWEEMMK----REGE-----MVCDIIVDE
CYP73A5     93 TQGV-EFGSRT-RNVVFDIFTGKGQDMVFTVY-GEHWRKMRRIMTVPFFTNKVVQQNREGWEFEAA-SVVEDVKKNP---DSATKG-------IVLRKRL
CYP701A3   103 TRFS-SISTRK-LSNALTVLTCDKSMVATSDY-DDFHKLVKRCLLNGLLGANAQKRKRHYRDALIENVSSKLHAHAR---DHPQEP-------VNFRAIF
CYP711A1   104 KKFK-DLPNRS-IPSPISASPLHKKGLFFTRD--KRWSKMRNT-ILSLYQPSHLTSLIPTMHSFIT-SATHNLDS-------KPRD-------IVFSNLF
CYP97B3    134 --EN-AFSYDK---GVLAEILEPIMGKGLIPADLDTWKLRRRA-ITPAFHKLYLEAMVKVFSDCSEKMILKSEKLIREKETSSGED----TIELDLEAEF
CYP74A     125 LFDVDKVEKKDLFTGTYMPSTELTGGYRILSYLDPSEPKHEKLKNLLFFLLKSSRNRIFPEFQATYSELFDSLEK---------EA-------FPLRESG
CYP74B2     98 LFDMDLVDKRDVLIGDFRPSLGFYGGVRVGVYLDTTEPKHAQIKGFAMETLKR-SSKVWLQELRSNLNIFWGTIES-----EISKNG-----AASYIFPL
consensus  201   .      ..        .           . .. .. ....    ...   .     ..   .   ..  .                    ...   .
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CYP702A5   173 SK--IVIECLSKKVMGE-------------MEPE-AAKELTLCWTFFPR--DWFRFAW--NFP-----------GTGVYRIVK---ARNRMMKVIKETVV
CYP702A6   173 SK--IIIECLAKKVMGE-------------MEPD-AAKELTLCWTFFPR--EWFGFAW--NIP-----------GTGVYRMVKV--ARNRMMKVLKETVL
CYP702A1   174 SK--ILIECLAKKVTGD-------------MEPE-AAKELALCWRCFPS--GWFRFPL--NLP-----------GTGVYKMMK---ARKRMLHLLKETIL
CYP702A2   174 LQ--ILIGCLAKKVMGE-------------MEPE-AAKELALCWRYFQS--GWFRFFL--NLP-----------YTEADISWQ---ARKRMMKLLRKTVL
CYP702A3   177 IK--MVGELIAKKIMGE-------------TESE-AVKELGLCWSAFRT--SWFQFSY--NIP-----------GTTVYRLVK---ARRKAAKLLKALIL
CYP708A1   189 GR--LILEQMILMIISN-------------IKPE-TKSKLIESFRDFSF--DLVRSPF--DPSF----------WNALYNGLMVRSARSNVMKMLKRMFK
CYP708A2   177 ES--VIMAHLTPKIISN-------------LKPE-TQATLVDNIMALGS--EWFQSPL--KLTT----------LISIYKVFIVSSARRYALQVIKDVFT
CYP90A1    171 KK--ITFELTVKQLMSF-------------DPGE-WSESLRKEYLLVIE--GFFSLPL--PLF-----------STTYRKAIQ---ARRKVAEALTVVVM
CYP90B1    181 KK--FTFNLMAKHIMSM-------------DPGEEETEQLKKEYVTFMK--GVVSAPL--NLP-----------GTAYHKALQ---SRATILKFIERKME
CYP707A1   172 KT--YTFNVALLSIFG--------------KDEVLYREDLKRCYYILEK--GYNSMPV--NLP-----------GTLFHKSMK---ARKELSQILARILS
CYP707A3   172 KT--YTFNVALISILG--------------KDEVYYREDLKRCYYILEK--GYNSMPI--NLP-----------GTLFHKAMK---ARKELAQILANILS
CYP707A2   186 KR--YAFDVAIMSAFGD-------------KEEPTTIDVIKLLYQRLER--GYNSMPL--DLP-----------GTLFHKSMK---ARIELSEELRKVIE
CYP88A3    188 RK--LTFRIIMYIFLS--------------SESENVMDALEREYTALNY--GVRAMAV--NIP-----------GFAYHRALK---ARKTLVAAFQSIVT
CYP88A4    187 RK--LTFKVIMYIFLS--------------SESEHVMDSLEREYTNLNY--GVRAMGI--NLP-----------GFAYHRALK---ARKKLVAAFQSIVT
CYP716A1   179 KK--FTFSIACRSFLS--------------MEDPARVRQLEEQFNTVAV--GIFSIPI--DLP-----------GTRFNRAIK---ASRLLRKEVSAIVR
CYP716A2   175 KK--FTFSIACRLFLS--------------MDDLERVRKLEEPFTTVMT--GVFSIPI--DLP-----------GTRFNRAIK---ASRLLSKEVSTIIR
CYP51      177 ER--LITLTASRCLLGREV------------RDQ-LFDDVAPLFHDLDK--GMQPISV--IFP---------KLPIPAHNCRDR--ARGKIAKIFSNIIA
CYP51A2    161 ER--LIILTASRCLLGREV------------RDQ-LFDDVSALFHDLDN--GMLPISV--LFP---------YLPIPAHRRRDR--AREKLSEIFAKIIG
CYP710A1   181 RE--LNLETSQTVFVGPYL------------DKE-AKNRFRTDYNLFNL--GSMALPI--DLP---------GFAFGEARRAVK--RLGETLGICAGKSK
CYP710A2   182 RE--LNLETSQTVFVGPYL------------DKE-ARNTFCTDYNLFNL--GSMALPI--NLP---------GFAFNKARRAVM--NLEKTLSVCAGKSK
CYP710A3   182 RE--LNLETSQTVFVGPYL------------DKE-VKNTIRDDYNVFNP--GTMALPI--DLP---------GFTFGEARRAVS--RLVNTMSLCVRKSK
CYP710A4   182 RE--LNLETSQTVFVGPYL------------DKE-VKKTICDDYSLLTL--GTMAIPI--DLP---------GFTFGEARQAVS--RLVNTMSVCVGKSK
CYP76C2    183 FI--TALNIISNILFSVDLGNYD--------SNK-SGV-FQDTVIGVMEAVGNPDAAN--FFP----FLGFLDLQ-GNRKTLKA--CSERLFKVFRGFID
CYP76C4    183 YT--TVLNIISNILFSVDLGSYD--------SKK-SNE-FQDTVIGAMEAAGKPDAAN--YFP----FMGFLDLQ-GNRKAMRG--LTERLFRVFRGFMD
CYP76C1    183 FI--TTLNIISNILFSVDLGSYN--------AKA-SINGVQDTVISVMDAAGTPDAAN--YFP----FLRFLDLQ-GNVKTFKV--CTERLVRVFRGFID
CYP76C3    174 FV--TSFNIISNALFSVDLATYD--------SNS-SSYEFHNTVVHLTDIAGIPNVGD--YFQ----YMRFLDLQ-GTRKKAVL--CIEKLFRVFQEFID
CYP706A1   196 FL--SIFNVVTRMMWGATVEGDE--------RTS-LGNELKTLISDISDIEGIQNYSD--FFP----LFSRFDFQ-GLVKQMKG--HVKKLDLLFDRVME
CYP706A2   198 FL--SIFNVVTRMMWGATVEGDE--------RTS-LGNELKTLISDISDIEGIQNYSD--FFP----LFSRFDFQ-GLVKQMKG--HVKKLDLLFDRVME
CYP706A3   190 FL--MMLNVVTQMLWGTTVKEEE--------REV-VGAEFLEVIREMNDLLLVPNISD--FFP----VLSRFDLQ-GLAKRMRR--PAQRMDQMFDRIIN
CYP71A12   177 VT--LPSDVTSRIALGRKHS-----------EDE-TARDLKKRVRQIMELLGEFPIGD--YVP----ALAWIDRINGFNARIKE--VSQGFSDLMDKVVQ
CYP71A13   177 IT--LPSDVTSRVALGRKHS-----------EDE-TARDLKKRVRQIMELLGEFPIGE--YVP----ILAWIDGIRGFNNKIKE--VSRGFSDLMDKVVQ
CYP71A14   177 LT--LTSDVTSRVSLGRKYS-----------KEE-SMSDFKIQMRKITELVGGFPVGE--YIP----CLAWIDKLRGVDEKAEE--VSKAFGDLMEKVLQ
CYP71A15   176 IT--LTSDVASRVSFGKKHS-----------NEA-SMSDFKNQVRKITELVGGFPVSE--YIP----CLAWIDQIRGLYNRAEE--VSKIFGDLMDKVVQ
CYP71A16   176 TN--MVSDIMGKVVLGKKYS-----------GEE-GTIDVKTITKSFLDAVGLSPVGE--YIP----SLAWIGKITGSDGKLEK--ITKQFGDFIEKVLQ
CYP71A27   177 MT--LTNDIICRITLGRKYN-----------EEE-GGIDIKNLVMTSSEFFGKFFFGD--FIP----SLAWIDWISGIDDKMKD--INNKLDCFLDSMVQ
CYP71A28   179 LN--MSNDVICRIAVGRKYS-----------REE-NTSDFENQLRKVMELLGAFPVGD--YIP----GLAWIDKVRGLDRKMEE--VSKTFVEFLERVVQ
CYP71B10   174 LS--LNVNVICKAVFGVNFQ--G--------TVL-NNDKFQDLVHEALEMLGSFSASD--FFP---YVGWIVDWFTGLHARRER--SVRDLDAFYEQMID
CYP71B9    173 LD--LTVSVICKAAFSLDFH--T--------SVL-NNDGFDKLIHDAFLFLGSFSASN--FFP---NGGWIIDWLTGLQRRREK--SVKDLDVFYQQMFD
CYP71B11   173 MK--LSGSVICRVVFGINLK--G--------SKL-EN-LYEEVIQGTMEVVGSFAAAD--YFP---IIGRIIDRITGLHSKCEK--IFKAMDAFFDQSIK
CYP71B12   173 MK--LSGSVICRVAFGINLQ--G--------SKL-EN-TYEEVIQGTVELVGSFAAAD--YFP---VVGRIIDRITGLHSKCEK--LFKAMDAFFDQSIK
CYP71B14   173 VK--LSGSVICKVGFGISLE--W--------SKL-AN-TYEEVIQGTMEVVGRFAAAD--YFP---IIGRIIDRITGLHSKCEK--VFKEMDSFFDQSIK
CYP71B13   173 VK--LSGSVICRVGFGINLE--G--------SKL-EN-TYEEVIHGTMEVLGSFAASD--YFP---VIGGIIDRITGLHNKCEK--VFKGTDSFFDHCIK
CYP71B6    180 AK--FVASFTCRMAFGLSFQ--G--------SGM-DNETFLELFTEANRVIGKFAAAD--IFP---GFGWILDRISGLDSSRRK--SFQDLDTFYQKAIV
CYP71B15   172 FT--LVGNIVCRIGYGINLYE-C--------DFF-EADRVVDLVLKAEAVIRETVFSD--FFP--GRIGRFIDCISGQNRRLKN--NFSVVDTFFQNVLN
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CYP71B7    176 FT--LVASIVCRLAFGVNIHK-C--------EFV-DEDNVADLVNKFEMLVAGVAFTD--FFP--G-VGWLVDRISGQNKTLNN--VFSELDTFFQNVLD
CYP71B5    174 FT--FAASIICRLSFGQNF---C--------DFV-DMETVEELVLESETNLGSLAFAD--FLP--A--GWIIDRISGQHSTVMK--AFSKLTNFFELVID
CYP71B8    174 FS--FTAGIIFRVSFGQNFRE-C--------DFI-DMDRLEELVQESETNVFSFAFTD--FFP--TGLGWLVDRISGQHSRIEK--AFSKLTKFFQHVID
CYP71B2    175 FS--LTASIICRVALGQNFNESG--------FVI-DQDRIEELVTESAEALGTFTFSD--FFP--GGLGRFVDWLFQRHKKINK--VFKELDAFYQHVID
CYP71B3    173 FY--LVGSIIFRATFGQRLDQ-N--------KHV-NKEKIEELMFEV-QKVGSLSSSD--IFP--AGVGWFMDFVSGRHKTLHK--VFVEVDTLLNHVID
CYP71B4    176 FG--LTASIIFRTAFGQSFFD-N--------KHV-DQESIKELMFES-LSNMTFRFSD--FFPT-AGLKWFIGFVSGQHKRLYN--VFNRVDTFFNHIVD
CYP83A1    175 LT--FTNSVVCRQAFGKKYN--E--------DGE-EMKRFIKILYGTQSVLGKIFFSD--FFP----YCGFLDDLSGLTAYMKE--CFERQDTYIQEVVN
CYP83B1    174 LS--FTNCVVCRQAFGKRYN--E--------YGT-EMKRFIDILYETQALLGTLFFSD--LFP----YFGFLDNLTGLSARLKK--AFKELDTYLQELLD
CYP705A2   180 AK--LNNNTICKMIMGRSCS--E--------ETG-EAERIRGLVTESMALTKKIFLAT--IFH----KPLKKLGISLFKKEIMS--VSRKFDELLEKILV
CYP705A5   184 MK--LTNNTICKMIMGRSCS--E--------ENG-EAETVRGLVTESIFLTKKHFLGA--MFH----KPLKKLGISLFAKELMN--VSNRFDELLEKILV
CYP705A8   184 MK--LVNNIICKMIMGRTCS--E--------ENG-EAERIRGLVTKSDALLKKFLLAA--ILR----KPLKKIGITLFKKVFMD--ISLKFDEVLEKILV
CYP705A9   162 MK--LVNNTVCQMIMGRSCS--E--------ENG-EAERVRGLVTKTDALTKKFILAG--ILR----KPLQKIGISLFKKELMD--ASCKFNEVLEKILV
CYP705A3   185 MK--LMNNTLCKLIMGRSFS--E--------DNG-ESNRVRGLVDETYALSEKIFLAA--ILR----RPLAKLRISLFKKEIMG--VSNKFDELLERILQ
CYP705A6   186 MK--LVNNTLCRMSMGRSFS--E--------ENG-EAEKIRGLVGESYALTKKMFLAS--LLR----KPLKKLRISLFEKEIMG--VSDRLDELLERILV
CYP705A1   183 SR--FVNNSLYKMCTGRSFS--V--------ENN-EVERIMELTADLGALSQKFFVSK--MFR----KLLEKLGISLFKTEIMV--VSRRFSELVERILI
CYP705A4   182 LK--LSNSSICKMIMGRSCS--E--------E------RFRALATELDVLTKKLFFAN--MLR----AWFKKLVVSLFKKETTV--ISYRFDELLESILV
CYP705A12  184 LK--LTNNIICRMSMGRSCS--E--------KNG-VAERARELVNKSFALSVKLFFS------------------NMFRKDIMG--VSREFDEFLERILV
CYP712A1   185 IK--YTNNVICRMAMSTRCS--G--------TDN-EAEEIRELVKKSLELAGKISVGD--VLG-----PLKVMDFSGNGKKLVA--VMEKYDLLVERIMK
CYP93D1    182 TA--LTTKILSKMVMGKRCR--Q--------NSN-IPKEIRKIVSDIMACATRFGFME--LFG-----PLRDLDLFGNGKKLRS--SIWRYDELVEKILK
CYP81D2    178 SD--LTFNNIIRMLAGKCYYGDG----K--EDDP-EAKRVRTLIAEAMSSSGPGNAAD--YIP----ILTWITY---SETRIKK--LAGRLDEFLQGLVD
CYP81D3    176 SN--LTFNNIIRMLAGKCYYGDG----A--EDDP-EAKRVRELIAEGMG-CGAGNTAD--YLP----ILTWITG---SEKRIKK--IASRLDEFLQGLVD
CYP81D4    179 TN--LASNTTIRMLAGKRYFG---------EDND-DAKLVKNLVSEAVTSAGAGNPID--YLS----ILRWVSS---YEKRIKN--LGNRFDTFLQKLVD
CYP81D5    176 TN--LAFNNIIMMVAGKRYYGTG----T--EDND-EAKLVRELIAEIMA-AGSGNLAD--YLP----SINWVTN---FENQTKI--LGNRLDRVLQKLVD
CYP81D6    194 FE--LTINNVFRMVAGKRFYGEG----T--EQDE-VAQQVRHLMDEIVTSAGAGNAAD--YLP----IMRWFTN---FEKRVKN--LAIRIDKFLQSLVD
CYP81D7    223 YD--LTINNILRMVAGKRFYGEG----T--EQDE-VARRVTQLIDEIVYRAGVGNAAD--YIP----ILRWITD---FEKGVKE--LASRVDEFLQSLVD
CYP81D1    185 MD--LTFNNIMRMMTGKRYYGEE----T--TDEE-EAKRVRKLVADVGANTSSGNAVD--YVP----ILRLFSS---YENRVKK--LGEETDKFLQGLID
CYP81F1    179 SD--LTFNNIVRMVTGKRYYGDD----V--NNKE-EAELFKKLVYDIAMYSGANHSAD--YLP----ILKLFGNK--FEKEVKA--IGKSMDDILQRLLD
CYP81F2    174 AD--LTFNNIVRMVTGRRYYGDQ----V--HNKE-EANLFKKLVTDINDNSGASHPGD--YLP----ILKVFGHG--YEKKVKA--LGEAMDAFLQRLLD
CYP81H1    178 TG--LTLNVIMRMMTGKRFFEED----DG-GKAG-ISLEFRELVAEILELSAADNPAD--FLP----ALRWFDYK-GLVKRAKR--IGERMDSLLQGFLD
CYP81G1    191 YG--LTYNILMSMVAGKREED------------E-ETKEVRKLIREVFDFAGVNYVGD--FLP----TLKLFDLD-GYRKRAKK--LASKLDKFMQKLVD
CYP82C3    172 ED--MIANMIMRMVAGKRYFGGGGA-ESS-EHTE-EARQWRKGIAKFFHLVGIFTVSD--AFP----KLGWLDLQ-GHEKEMKQ--TRRELDVILERWIE
CYP82C4    184 ED--MTLNMIVRMVAGKRYFGGGGS-VSS-EDTE-EAMQCKKAIAKFFHLIGIFTVSD--AFP----TLSFFDLQ-GHEKEMKQ--TGSELDVILERWIE
CYP82C2    184 ED--MSLNMMVRMVAGKRYFGGG-S-LSP-EDAE-EARQCRKGVANFFHLVGIFTVSD--AFP----KLGWFDFQ-GHEKEMKQ--TGRELDVILERWIE
CYP82F1    185 ID--LTANISLMMVSGKRYFGEN----PN-CEVK-EARRCGKLIREFLDYFALFLLSD--VAP----VLGFLDWK--TKRGMKR--TAKGLDKVAEGWIE
CYP79B2    203 RH--YCGNAIKKLMFGTRTFSKNTA-PDG-GPTV-EDVEHMEAMFEALGFTFAFCISD--YLP----MLTGLDLN-GHEKIMRE--SSAIMDKYHDPIID
CYP79B3    228 RH--YCGNAIKRLMFGTRTFSEKTE-ADG-GPTL-EDIEHMDAMFEGLGFTFAFCISD--YLP----MLTGLDLN-GHEKIMRE--SSAIMDKYHDPIID
CYP79A2    187 RQ--YSGNVARKMMFGIRHFGKGSE--DGSGPGL-EEIEHVESLFTVLTHLYAFALSD--YVP----WLRFLDLE-GHEKVVSN--AMRNVSKYNDPFVD
CYP79C1    194 CT--HTHNVKMRLLFGRRHFKETTM--DG-SLGL-MEKEHFDAIFAALDCFFSFYVAD--YYP----FLRGWNLQ-GEEAELRE--AVDVIARYNKMIID
CYP78A6    214 TA---SLNNMMCSVFGQEYELEKN--------HV-E---LREMVEEGYDLLGTLNWTD--HLP----WLSEF-DPQRLRSRCST--LVPKVNRFVSRIIS
CYP78A8    216 TA---SLCNMMGLVFGREYELESNN-------NL-ESECLKGLVEEGYDLLGTLNWTD--HLP----WLAGL-DFQQIRFRCSQ--LVPKVNLLLSRIIH
CYP78A5    192 IVHFGSLNNVMTTVFGESYDFDEVN-------GK-G-CFLERLVSEGYELLGIFNWSD--HFW----FLRWF-DFQGVRKRCRA--LVSEVNTFVGGIIE
CYP78A7    214 LA---ALNNIMGSVFGRRYDPLAQ--------KE-DLDELTSMVREGFELLGAFNWSD--YLP----WLGYFYDSIRLNQRCSD--LVPRIRTLVKKIID
CYP89A2    177 HY--AMFALLVLMCFGDKLD------------EK-QIKQVEFIQRLQLLSLSRFNIFN--IWP----KFTKLILRKRWQEFLQI--RRQQRDILLPLIRA
CYP89A4    179 HY--AMFALLVLMCFGDKLD------------EK-QIKQVEYVQRRQLLGFSRFNILN--LWP----KFTKLILRKRWEEFFQM--RREQHDVLLPLIRA
CYP89A3    179 RY--AMFSLLVLMCFGDKLD------------EE-QIKQVEFVQRRELITLPRFNILN--VFP----SFTKLFLRKRWEEFLTF--RREHKNVLLPLIRS
CYP704A1   172 MK--CTLDSIFKVGFGVEL---G--------CLDGFSKEGEEFMKAFDEGNGATSSRV--TDPF---WKLKCFLNIGSESRLKK--SIAIIDKFVYSLIT
CYP704A2   178 MR--CTLDSIFKVGFGVEL---K--------CLDGFSKEGQEFMEAFDEGNVATSSRF--IDPL---WKLKWFFNIGSQSKLKK--SIATIDKFVYSLIT
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CYP94B1    240 KR--FAFDVVCKVSLGWDP---D--------CLD-LTRPVPELVKAFDVAAEISARRA--TEPVYAVWKVKRFLNVGSEKRLRE--AIKTVHLSVSEIIR
CYP94C1    175 RR--FSFDTISKLSFGFDP---D--------CLR-LPFPISEFAVAFDTASLLSAKRA--LAPFPLLWKTKRLLRIGSEKKLQE--SINVINRLAGDLIK
CYP86A2    180 LR--LTFDNICGLAFGKDT---R--------TCA-PGLPENGFASAFDRATEASLQRF--ILPE-FLWRLKKWLGLGLEVSLSR--SLGEIDGYLDAVIN
CYP86A4    182 LR--LTFDNICGLAFGKDT---R--------TCA-PGLPENGFASAFDRATEASLQRF--IIPK-FMWKLKKWLGLGLEVSLSR--SLGEIDEYLAAVIN
CYP86A8    180 LR--LTFDNICGLTFGKDP---R--------TCA-PGLPVNTFAVAFDRATEASLQRF--ILPE-ILWKFKRWLRLGLEVSLTR--SLVQVDNYLSEIIT
CYP86A1    183 LR--LTFDNICGLTFGKDP---E--------TLS-LDLPDNPFSVAFDTATEATLKRL--LYTG-FLWRIQKAMGIGSEDKLKK--SLEVVETYMNDAID
CYP86C1    188 LR--FTFDNICISAFGVYP---G--------SLE-TGLPEIPFAKAFEDATEYTLARF--LIPP-FVWKPMRFLGIGYERKLNN--AVRIVHAFANKTVR
CYP86C2      7 LR--LTFDNICIAGLGDDP---G--------TLD-DDLPHVPFAKAFEEATESTLFRF--MIPP-FVWKPMKFFDIGYEKGLRE--AVETVHNFIDKMVV
CYP86B1    208 LR--LTFDNVCMIAFGVDP---G--------CLG-PDQPVIPFAKAFEDATEAAVVRF--VMPT-CVWKFMRYLDIGTEKKLKE--SIKGVDDFADEVIR
CYP96A2    176 GR--FTFDTIFILVTGSDP---R--------SLS-IEMPEDEFAKALDDVGEGILYRH--FKPR-FLWKLQNWIGFGQEKKLTE--ANATFDRVCAKYIS
CYP96A5    176 QR--LAFDVTLTLVTGCDS---S--------SLS-IEMPKNEYAKAMDDAEEVVVYRH--VKPV-VLWKLQNWIGLGEEKKMKE--ANAAFDRSCAKYIS
CYP96A1    178 QR--FTFDTSFVLATGVDP---G--------CLS-TEMPQIEFARALDEAEEAIFFRH--VKPE-IVWKMQRFIGFGDELKMKK--AHSTFDRVCSKCIA
CYP96A3    178 QR--FLFDTSLILMTGYDP---K--------CLS-VEMPKVEFGDAVDGVSDGVFYRH--VKPV-FLWRLQYLIGVGVEKRLKR--GLAVFDQLLEKIIT
CYP96A4    178 QR--FLFDTSSTLMAGYDP---K--------SLS-VEMPKVEFADAMDGVADAMFYRH--LKPA-FLWSIQSWIGVGIEKKMRR--GLDVFDQMLGKIIS
CYP709A1   204 HK--LTADIISRTKFG------S--------SFE-KGKELFNHLTVLQRRCAQATRHL--CFPG-----S-RFLPSKYNREIKS--LKKEVERLLIEIIQ
CYP709A2   202 RR--LTADIISRTEFG------S--------SCD-KGKELFSLLTVLQRLCAQATRHL--CFPG-----S-RFLPSKYNREIKS--LKTEVERLLMEIID
CYP709B2   206 KR--LTADIIATAAFG------S--------SYA-EGIEVFKSQLELQKCCAAALTDL--YFPG-----I-QYLPTPSNLQIWK--LDMKVNSSIKRIID
CYP709B3   206 HK--LTADIIATTAFG------S--------SYA-EGIELCRSQTELEKYYISSLTNV--FIPG-----T-QYLPTPTNLKLWE--LHKKVKNSIKRIID
CYP709B1   208 QR--LTADIIATSAFG------S--------SYV-EGIEVFRSQMELKRCYTTSLNQV--SIPG-----T-QYLPTPSNIRVWK--LERKMDNSIKRIIS
CYP72A11   202 VS--MTADVISRTAFG------S--------SCV-EGQRIFELQAELAQLIIQTVRKA--FIPG-----Y-SYLPTKGNRRMKA--KAREIQVILRGIVN
CYP72A13   202 VS--MTADVISRTAFG------S--------SYK-EGQRIFELQAELAQLIIQAFRKA--IIPG-----Y-RYFPTKGNRRMKA--AAREIKFILRGIVN
CYP72A15   237 VS--MTADVISRTAFG------S--------SYK-EGQRIFELQAELAQLIIQAFRKA--FIPG-----Y-SYLPTKSNRRMKA--AAREIQVILRGIVN
CYP72A14   202 TS--MTADVISRTAFG------S--------SYR-EGHRIFELQAELAQLVMQAFQKF--FIPG-----Y-IYLPTKGNRRMKT--AAREIQDILRGIIN
CYP72A10   225 VS--MTGDVISRTAFG------S--------SYK-EGQRIFELQAELVHLILQAFWKV--YIPG-----Y-RYLPTKSNRRMKA--AAREIQVILKGIVN
CYP72A7    201 VN--MTADVISHTAFG------S--------SYK-EGQRIFQLQGELAELIAQAFKKS--YIPG-----S-RFYPTKSNRRMKA--IDREVDVILRGIVS
CYP72A9    253 VN--MTGDVISRTAFG------S--------SYK-EGQRIFILQAELAHLIILALGKN--YIPA-----Y-RHFPTKNNRRMKT--IVKEIQVILRGIIS
CYP72A8    206 GD--LTSDVISRTAFG------S--------SYE-EGKRIFELQEEQGRRVLKALELA--FIPG-----M-RFLPTKNNLRMRQ--INKEVKSRLREIIM
CYP82G1    185 EF--LTFNIILRKMVGKRIG---------FGEVNSDEWRYKEALKHCEYLAVIPMIGD--VIP------WLGWLDFAKNSQMKR--LFKELDSVNTKWLH
CYP72B1    205 QI--LTEDVISRTAFGS--------------SYE-DGRAVFRLQAQQMLLCAEAFQKV--FIPG--------YRFFPTRGNLKSWKLDKEIRKSLLKLIE
CYP712A2   178 KE--LTSNIITRMMFRKMQSDSD--------GGE-KSEEVIKMVVELNELAGFFNVSE--TFW----F-LKRLDLQGLKKRLKN--ARDKYDVIIERIME
CYP90C1    189 KK--MTFEILVKVLMSTS-------------PGE-DMNILKLEFEEFIK--GLICIPI--KFP-----------GTRLYKSLK---AKERLIKMVKKVVE
CYP718     188 KV--LTFTVVFECLYGIK-----------------VEIGMLEVFERVLE--GVFALPV--EFP------------CSKFARAKK--ARLEIETFLVGKVR
CYP84A1    181 FA--LTRNITYRAAFGSACE-----------KGQ---DEFIRILQEFSKLFGAFNVAD--FIP----YFGWID-PQGINKRLVK--ARNDLDGFIDDIID
CYP85      171 KH--MAFLSSLTQIAGN--------------LRKPFVEEFKTAFFKLVV--GTLSVPI--DLP-----------GTNYRCGIQ---ARNNIDRLLRELMQ
CYP715A1   213 IG--TAGEIIAKTSFGVTG--------------E-NGTQVLKNLRAVQFALFNSNRYV--GVP--------FSNILSYKQTVKAKGLGHEIDGLLLSFIN
CYP98A3    175 GA--VAFNNITRLAFGKRFMNAEG------VVDE-QGLEFKAIVSNGLKLGASLSIAE--HIP------WLRWMFPADEKAFAE--HGARRDRLTRAIME
CYP714A1   213 DLRAASADVISRACFGSSFS-----------KGKEIFSKLRCLQKAITHNNILFSLNG--FTD--------VVFGTKKHGNGKIDELERHIESLIWETVK
CYP73A5    179 QL--MMYNNMFRIMFDRRFESED--------DPLFLRLKALNGERSRLAQSFEYNYGD--FIP------ILRPFLRGYLKICQD-VKDRRIALFKKYFVD
CYP701A3   190 EH--ELFGVALKQAFGKDVESIYVK-ELG--VTLSKDEIFKVLVHDMMEGAIDVDWRD--FFP-----YLKWIPNKSFEARIQQ--KHKRRLAVMNALIQ
CYP711A1   184 LK--LTTDIIGQAAFGVDFGLSGKKPIKDVEVTDFINQHVYSTTQLKMDLSGSLSIILGLLIPILQEPFRQVLKRIPGTMDWRVEKTNARLSGQLNEIVS
CYP97B3    223 SS--LALDIIGLSVFNYDFGSVTK-------ESP-VIKAVYGTLFEAEHR-STFYFPYWNFPP----ARWIVPRQRKFQSDLKI--INDCLDGLIQNAKE
CYP74A     209 FR---RFQRRNRLLFLGSS------------FLR-DESRRYKLKADAPGLITKWVLFN--LHP---------LLSIGLPRVIEE--PLIHTFSLPPALVK
CYP74B2    187 QR--CIFSFLCASLAGVDAS-----------VSPDIAENGWKTINTWLALQVIPTAKLG-VVP-------QPLEEILLHTWPYPSLLIAGNYKKLYNFID
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CYP702A5   239 KKR----------------A---SGKK------LGEFFETIFGDTES--------VT------MSIEIATEYI-FTLFVLANE-TTPGVLAATIKLISDN
CYP702A6   240 KKR----------------A---SGEE------LGDFFKTIFGDTER------GVKT------ISLESATEYI-FTLFLLANE-TTPAVLAATIKLISDH
CYP702A1   240 KKR----------------A---SGEE------LGEFFKIIFEGAET----------------MSVDNAIEYI-YTLFLLANE-TTPRILAATIKLISDN
CYP702A2   240 TKR----------------A---SGEE------LGEFFNIIFGEMEG------EGET------MSVENAVEYI-YTFFLVANE-TTPRILAATVKFISDH
CYP702A3   243 KKK----------------A---SKEG------LGDFLDIIFDEMEK------DGTA------LDIDKAVNLI-FVFFILSQE-TTPGVQGAVVKLVADH
CYP708A1   259 ERRE------------EATS---DDSK------YGDFMETMIYEVEK------EGDT------INEERSVELI-LSLLIASYE-TTSTMTALTVKFIAEN
CYP708A2   247 RRK----------------A---SREM------CGDFLDTMVEEGEK------EDVI------FNEESAINLI-FAILVVAKE-STSSVTSLAIKFLAEN
CYP90A1    237 KR----REE--EEE---------GAER------KK----DMLAALLA------ADDG------FSDEEIVDFL-VALLVAGYE-TTSTIMTLAVKFLTET
CYP90B1    248 ERKLDIKEEDQEEEEVKTED---EAEMSKSDHVRKQRTDDDLLGWVL------KHSN------LSTEQILDLI-LSLLFAGHE-TSSVAIALAIFFLQAC
CYP707A1   238 ERR----------------Q---NGSS-----HN-DLLGSFMGDKE----------E------LTDEQIADNI-IGVIFAARD-TTASVMSWILKYLAEN
CYP707A3   238 KRR----------------Q---NPSS-----HT-DLLGSFMEDKA----------G------LTDEQIADNI-IGVIFAARD-TTASVLTWILKYLADN
CYP707A2   253 KRR----------------E---NGRE-----EG-GLLGVLLGAKDQ------KRNG------LSDSQIADNI-IGVIFAATD-TTASVLTWLLKYLHDH
CYP88A3    254 ERRN---------Q---RKQ---NILS-----NKKDMLDNLLNVKDE------DGKT------LDDEEIIDVL-LMYLNAGHE-SSGHTIMWATVFLQEH
CYP88A4    253 NRRN---------Q---RKQ---NISS-----NRKDMLDNLIDVKDE------NGRV------LDDEEIIDLL-LMYLNAGHE-SSGHLTMWATILMQEH
CYP716A1   245 QRK----------------E---ELKA-----GKALEEHDILSHMLM------NIGE------TKDEDLADKI-IGLLIGGHD-TASIVCTFVVNYLAEF
CYP716A2   241 QRK----------------E---ELKA-----GKVSVEQDILSHMLM------NIGE------TKDEDLADKI-IALLIGGHD-TTSIVCTFVVNYLAEF
CYP51      247 TRKR-------SGD-----KS------------ENDMLQCFIDSKYKD-------GR------ETTESEVTGLLIAGLFAGQH-TSSITATWTGAYLIQN
CYP51A2    231 SRKR-------SG------KT------------ENDMLQCFIESKYKD-------GR------QTTESEVTGLLIAALFAGQH-TSSITSTWTGAYLMRY
CYP710A1   251 ARMA-------AG------EE------------PACLIDFWMQAIVAE----NPQPP------HSGDEEIGGLLFDFLFAAQD-ASTSSLLWAVTLLDSE
CYP710A2   252 KRMA-------TG------EE------------PTCLIDFWMHAFVTEIESGNPPPL------HSEDEAIGGLLFDFLFAAQD-ASTSSLLWAVTFLESH
CYP710A3   252 EKMA-------AG------EN------------PTCLVDFWTHSIVAE----SPPPP------HSKDEEISCVLVDFLFASQD-ASTSSLLWAVVLLESE
CYP710A4   252 AKMA-------AG------EN------------PTCLVDFWTHSIIEE----NPPPP------HSKDKEISCVLVDFMFASQD-ASTSSLLWAVVMLESE
CYP76C2    262 AKLA-------EKS----LR----DTN-SKDVRERDFVDVLLDLTE-----G--DEA-----ELNTNDIVHLL-LDLFGAGTD-TNSSTVEWAMAELLRN
CYP76C4    262 AKIA-------EKS----LG----NY--SKDVSNRDFLDSLLILNE-----G--DEA-----ELDNNDIEHLL-LDMFTAGTD-TSSSTLEWAMAELLRN
CYP76C1    263 AKIA-------EKS----SQ----NN--PKDVSKNDFVDNLLDYK------G--DES-----ELSISDIEHLL-LDMFTAGTD-TSSSTLEWPMTELLKN
CYP76C3    254 ARLA-------KRF----SR----TEKEPKEASSIDMLDSLLDLTQ-----Q--NEA-----ELTMNDLKHLL-LDVFVAGTD-TNSSTMEWAMTELFRS
CYP706A1   276 SHVK-------MVG----KK----SE------EEEDFLQYLLRVKD-----D-DEKA-----PLSMTHVKSLL-MDMVLGGVD-TSVNASEFAMAEIVSR
CYP706A2   278 SHVK-------MVG----KK----SE------EEEDFLQYLLRVKD-----D-DEKA-----PLSMTHVKSLL-MDMVLGGVD-TSVNASEFAMAEIVSR
CYP706A3   270 QRLG-------MDR----DS----SDG-----RAVDFLDVLLKVKD-----EEAEKT-----KLTMNDVKAVL-MDMVLGGTD-TSLHVIEFAMAELLHN
CYP71A12   255 EHLE-------AGN----H--------------KEDFVDILLSIES-----EKSIGF-----QAQRDDIKFMI-LDMFIGGTS-TSSTLLEWIMTELIRN
CYP71A13   255 EHLE-------ASN----D--------------KADFVDILLSIEK-----DKNSGF-----QVQRNDIKFMI-LDMFIGGTS-TTSTLLEWTMTELIRS
CYP71A14   255 EHLD-------ATD----KP-------------TLDFVDVLLSLER-----HERNGV-----QIRRSDIKFLI-LDMFLAGTE-TTYALLEWIMTELIRH
CYP71A15   254 EHLD-------ATN----KP-------------TKDFVDILLSFER-----QSKDGI-----EVRRSDIKFII-LDIFLGGTT-TTNSLLEWTMTELIRH
CYP71A16   254 EHED-------TTA----DK------------ETPDFVDMLLTIQR-----DETAQC-----QLDKSDLKVII-FEMFLGSTT-TTSAVIEWAMTRLMRN
CYP71A27   255 EHVD-------ADH----KE-------------PSDFIDMLLLIQK-----DKTKRF-----KFDRSDLILIL-KDMFFSGTA-TTASQLEWTMTELMRH
CYP71A28   257 EHVD-------EGE----NK------------ETFDFVDILL-IQL-----EKTNEF-----ELERSDIRLII-LEFFLGGTT-TTFTAIDWAMTLVVRH
CYP71B10   254 LHLQ-------KNR----EE------------SEDDFVDLLLRLEK-----EEAVLG-Y--GKLTRNHIKAIL-MNILLGGIN-TSAITMTWAMAELIRN
CYP71B9    253 LHKQ-------ENK----Q-------------GVEDFVDLLLKLEK-----EETVLG-Y--GKLTRNHVKAIL-MNVLLGAIN-TSAMTMTWAMAELIRN
CYP71B11   252 HHLE-------DES----I--------------KDDIIDLLLKMER-----GEIELG-E--FQLTRDNTKGIL-FNILNAGID-TSAQVMTWVMTYLISN
CYP71B12   252 HHLE-------DEI----I--------------KDDIIDLLLKMER-----GETTLG-E--FQLTRDHTKGIL-ANILNAGID-TSAQVMTWVMTYLISN
CYP71B14   252 HHLE-------DTN----I--------------KDDIIGLLLKMEK-----GETGLG-E--FQLTRNHTKGIL-LNVLIAGVD-TSGHTVTWVMTHLIKN
CYP71B13   252 HHLE-------DGG----S--------------KDDIVDLLLKVER-----GEIGLG-E--FQFTRNHTKGIL-LDILLAGVD-TSGHTITWVMTHLIKN
CYP71B6    260 DHRE-------KKK----TE------------DREDLIDVLLKLQS-----QETKLG-S--SRITDTHIRAII-MDLFVAGVD-TSVITLDWTMAELSRH
CYP71B15   254 EHLK-------PG------R------------ESSTIVDLMIDMKK-----KQENDGDA--LKFTTDHLKGMI-SDIFVAGIGGVAGITL-WGMTELIRN
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CYP71B7    257 DHIK-------PG------R----QVS-----ENPDVVDVMLDLMK-----KQEKDGES--FKLTTDHLKGII-SDIFLAGVN-TSAVTLNWAMAELIRN
CYP71B5    252 DHLK-------SG------K----I-E-----DHSDIISVMLDMIN-----KPTEVG-S--YKVTDDHLKGLM-SDVFLAGVN-AGSITMIWTMTELSRH
CYP71B8    256 EELK-------IG------Q----S-Q-----DHSNLVSSMLDMIN-----RSTEYG-S--FKITSDHLIAMM-TDIVLGGVN-AGTITMIWTMTELTRH
CYP71B2    258 DHLK-------P-------E----G-R-----KNQDIVTLILDMID-----KQEDSD-S--FKLNMDNLKAIV-MDVFLAGID-TSAVTMIWAMTELIRN
CYP71B3    254 GHLK-------NPE----DK----TNQ-----DRPDIIDSILETIY-----KQEQDE-S--FKLTIDHLKGII-QNIYLAGVD-TSAITMIWAMAELVKN
CYP71B4    258 DHHS--------------KK----ATQ-----DRPDMVDAILDMID-----NEQQYA-S--FKLTVDHLKGVL-SNIYHAGID-TSAITLIWAMAELVRN
CYP83A1    254 ETLD-------PKR----VK------P-----ETESMIDLLMGIYK-----EQPFAS-----EFTVDNVKAVI-LDIVVAGTD-TAAAAVVWGMTYLMKY
CYP83B1    253 ETLD-------PNR----PK------Q-----ETESFIDLLMQIYK-----DQPFSI-----KFTHENVKAMI-LDIVVPGTD-TAAAVVVWAMTYLIKY
CYP705A2   259 EHE--------EKM----EE----HH------QGTDMMDVLLEAYR-----DENAEY-----KITRNHIKSMF-VDLFIAGTD-TSSTTIQWIMAEIINH
CYP705A5   263 EHE--------EKL----QE----HH------QTSDMLDMLLEAYG-----DENAEY-----KITRDQIKSLF-VDLFSAGTE-ASANTIQWTMAEIIKN
CYP705A8   263 ENE--------ERL----EE----NQ------QGTDIMDKLLEVYG-----DKTSEY-----KITRDHIKSLF-VDLFFAGTD-TATHTIEWTMAEIMNN
CYP705A9   241 EYK--------EKV----EE----HH------QGTDMMDKLLEVYG-----DEKAEY-----KITRDHIKSLF-VDLFFAGTD-TWTHAIQWIMAEIINN
CYP705A3   264 ERK--------ENL----EE----KNN-----EGMDMMDVLLEAYG-----DENAEY-----KITWKHIKAFF-VEFFIGGTD-TSVQTTQWAMAEMINN
CYP705A6   265 EHE--------EKL----HE----EH------QGTDMMDVLLAASG-----DENAEY-----NITRNHIKSFF-VEIFIGATD-TSVQTTQWTMAEILNH
CYP705A1   262 EYE--------EKM----DG----HQ-------GTQFMDALLAAYR-----DENTEY-----KITRSHIKSLLTVEFFIGAAD-ASSIAIQWAMADIINN
CYP705A4   256 EHE--------KKL----DV----HH------QRTDLMDALLAAYR-----DENAEY-----KITRNHIKSII-ADLLFAGTE-NQVQTIQWAMAEIINN
CYP705A12  251 EHE--------ENL----EG----DQ-------DRDMIDHLLEAYR-----NEEAEY-----KITRKQIKSLI-VEIFLGGTD-SSAQTIQWTMAEILNN
CYP712A1   263 ERE--------AKA----KK----KDG-----TRKDILDILLETYR-----DPTAEM-----KITRNDMKSFL-LDVFMAGTD-TSAAAMQWAMGQLINH
CYP93D1    260 EYEN-------DKS----NE----EEE-----KDKDIVDILLDTYN-----DPKAEL-----RLTMNQIKFFI-LELFMASLD-TTSAALQWTMTELINH
CYP81D2    258 EKRE-------GKE-----K----KEN--------TMVDHLLCLQE------TQPEY------YMDRIIKGTM-LSLIAGGTD-TTAVTLEWALSSLLNN
CYP81D3    255 ERRE-------GKE-----K----RQN--------TMVDHLLC-QE------TQPEY------YTDNIIKGIM-LSLILAGTD-TSAVTLEWTLSALLNH
CYP81D4    256 EKRA-------EKE-----K----GE---------TMIDHLLALQD------IQPDY------YTDVIIKGII-LTLIIAGTD-TSSVTLEWAMSNLLNH
CYP81D5    255 EKRA-------EKE-----K----GQ---------TLIDHLLSFQE------TEPEY------YTDVIIKGII-LALVLAGTD-TSSVTLEWAMSNLLNH
CYP81D6    274 EKRA-------DKE-----K----GT---------TMIDHLLSLQE------SQPDY------YTDVTLKGII-IVMIIAGSE-TIAWTLEWAMLNVLNH
CYP81D7    303 ERRV-------HKQ-----K----GN---------TMMDHLLSLQE------TQPDY------YTDVTLKGII-IVMILAGTE-TLAGTLEWAMLNLLNH
CYP81D1    265 DKRG-------QQE-----T----GT---------TMIDHLLVLQK------SDIEY------YTDQIIKGII-LIMVIAGTN-TSAVTLEWALSNLLNH
CYP81F1    260 ECRR-------DKE----------GN---------TMVNHLISLQQ------QQPEY------YTDVIIKGLM-MSMMLAGTE-TSAVTLEWAMANLLRN
CYP81F2    255 ECRI-------NGE----------SN---------TMVSHLLSLQL------DQPKY------YSDVIIKGLM-LSMMLAGTD-TAAVTLEWAMANLLKK
CYP81H1    261 EHRA-------NKD-----R----LEF------KNTMIAHLLDSQE------KEPHN------YSDQTIKGLI-LMMVVGGTD-TSALTVEWAMSNLLNH
CYP81G1    267 EHRK-------NRG-----K----AEL------EKTMITRLLSLQE------SEPEC------YTDDIIKGLV-QVMLLAGTD-TTAVTLEWAMANLLNH
CYP82C3    258 NHRQ-------QRKV--SGT----KHN------DSDFVDVMLSLAEQG--KLSHLQY------DANTCIKTTC-LALILGGSE-TSPSTLTWAISLLLNN
CYP82C4    270 NHRQ-------QRKF--SGT----KEN------DSDFIDVMMSLAEQG--KLSHLQY------DANTSIKSTC-LALILGGSD-TSASTLTWAISLLLNN
CYP82C2    269 NHRQ-------QRKV--SGT----KHN------DSDFVDVMLSLAEQG--KFSHLQH------DAITSIKSTC-LALILGGSE-TSPSTLTWAISLLLNN
CYP82F1    267 EHKN-------KRSD--HGR----SEN------D--YLDILIKILGQD--KIPGLS-------DTHTKIKALC-LNLVLAGSE-TAIVVLVWAVSLLLNN
CYP79B2    289 ERIK-------MWR---EGK---RTQ-------IEDFLDIFISIKD------EQGNP------LLTADEIKPTIKELVMAAPD-NPSNAVEWAMAEMVNK
CYP79B3    314 ERIK-------MWR---EGK---RTQ-------IEDFLDIFISIKD------EAGQP------LLTADEIKPTIKELVMAAPD-NPSNAVEWAIAEMINK
CYP79A2    273 ERLM-------QWR---NGK---MKE-------PQDFLDMFIIAKD------TDGKP------TLSDEEIKAQVTELMLATVD-NPSNAAEWGMAEMINE
CYP79C1    279 EKIE-------LWRG--QNKDYNRAETKNDVPMIKDWLDILFTLKD------ENGKP------LLTPQEIT-HLSDLDVVGID-NAVNVIEWTLAEMLNQ
CYP78A6    290 EHRN-------QTGD-----------------LPRDFVDVLLSLHG--------SDK------LSDPDIIAVL-WEMIFRGTD-TVAVLIEWILARMVLH
CYP78A8    296 EQRA-------ATG---------------------NFLDMLLSLQG--------SEK------LSESDMVAVL-WEMIFRGTD-TVAVLVEWVLARIVMH
CYP78A5    274 KHKM-------KKGN--NLN-----------GEENDFVDVLLGLQK--------DEK------LSDSDMIAVL-WEMIFRGTD-TVAILVEWVLARMVLH
CYP78A7    294 EHRV-------SNSE--K-K-----------RDIGDFVDVLLSLDG--------DEK------LQEDDMIAVL-WEMIFRGTD-TTALLTEWTMAELVLN
CYP89A2    254 RRRS-------LK-R--EKRS--EEED--KKDYVQSYVDTLLDLELP-----EENRK------LNEEDIMNLC-SEFLTAGTD-TTATALQWIMANLVKY
CYP89A4    256 RRKI-------VEER--KNRSSEEEED--NKVYVQSYVDTLLELELP-----DEKRK------LNEDEIVSLC-SEFLNGGTD-TTATALQWIMANLVKN
CYP89A3    256 RRKI-------MIES--KDSG---------KEYIQSYVDTLLDLELP-----DEKRK------LNEDEIVSLC-SEFLNAGTD-TTATTLQWIMANLVRN
CYP704A1   252 TKRK-------ELS----KE----QNTSV----REDILSKFLLES------EKDPEN-------MNDKYLRDIILNVMVAGKD-TTAASLSWFLYMLCKN
CYP704A2   258 TKRK-------ELA----KE----QNTVV----REDILSRFLVES------EKDPEN-------MNDKYLRDIILNFMIAGKD-TTAALLSWFLYMLCKN
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CYP94B1    322 AKKK-------SLD----IG----GDVSD----KQDLLSRFLAAG------HG-------------EEAVRDSVISFIMAGRD-TTSAAMTWLFWLLSQN
CYP94C1    257 QRR---------------LT----GLMG-----KNDLISRFMAVV------AED-----------DDEYLRDIVVSFLLAGRD-TVAAGLTGFFWLLTRH
CYP86A2    261 TRKQ-------ELL----SQ----RESG-VQ-RHDDLLSRFMKKKD-----QS-----------YSETFLRHVALNFILAGRD-TSSVALSWFFWLITTH
CYP86A4    263 TRKQ-------ELM----SQ----QESGTHQ-RHDDLLSRFMMKKT-----ES-----------YSDTFLQHVALNFILAGRD-TSSVALSWFFWLITMH
CYP86A8    261 TRKE-------EMM----TQ----HNNG--K-HHDDLLSRFIKKK------ES-----------YSDETLQRVALNFILAGRD-TSSVALSWFFWLITQH
CYP86A1    264 ARK----------------------NSP-----SDDLLSRFLKKRD-----VNG--------NVLPTDVLQRIALNFVLAGRD-TSSVALSWFFWLVMNN
CYP86C1    269 ERRN-------KMR----KL----GNLN----DYADLLSRLMQREY-----EKEEDTTR--GNYFSDKYFREFCTSFIIAGRD-TTSVALVWFFWLVQKH
CYP86C2     88 ERIA-------MLK----DQ----GTLAN---SKSDVLSRLIQIES-----HKRGDEN----DRFTAKFFRQFCTSFILAGRD-TSSVALTWFFWLITKH
CYP86B1    289 TRKK-------ELS----LE----GETT----KRSDLLTVFMGLRD-----EK--GES------FSDKFLRDICVNFILAGRD-TSSVALSWFFWLLEKN
CYP96A2    257 AKRE-------EIKR---SQ----GTSNGG---SQDLLTSFIKLD-----TTKYKLLNP-----SDDKFLRDNILAFILAGRD-TTATALSWFFWLLSEN
CYP96A5    257 AKRE-------EII----SH----HSNIGGEAHAEDLLSVYMNLD-----ISKYELLNP-----NDDNFLKDIIKSFMLAGRD-AIATTLTWFFWLLSKN
CYP96A1    259 SKRD-------EIT----NG----VINIDSS--SKDLLMCYMNVDTICH-TTKYKLLNP-----SDDKFLRDMILSFMLAGRD-TTSSALTWFFWLLSKN
CYP96A3    259 AKRE-------EIN----SH----GTHHPSRGEAIDVLTYYMTMD-----TTKYKYLEP-----SDDRFIKDTILGFLIAARD-TTSSALTWFFWLMSKN
CYP96A4    259 AKRE-------EIK----NH----GIHD-SKGEAMDVLTYYMTID-----TTKYKHLKP-----SNDKFIRDTILGLVIAARD-TTSSALTWFFWLLSKN
CYP709A1   277 SRR---------------DC----AEMGRSSTHGDDLLGLLLNEM------DIDKNNNN---NNNNLQLIMDECKTFFFAGHE-TTALLLTWTTMLLADN
CYP709A2   275 SRK---------------DS----VEIGRSSSYGDDLLGLLLNQM------DSNKN-------NLNVQMIMDECKTFFFTGHE-TTSLLLTWTLMLLAHN
CYP709B2   279 ARL---------------TS----ESK----DYGNDLLGIMLTAA------SSNESEK-----KMSIDEIIEECKTFFFAGHE-TTANLLTWSTMLLSLH
CYP709B3   279 SRL---------------KS----KCKTY--GYGDDLLGVMLTAA------KSNEYER-----KMRMDEIIEECKNFYYAGQG-TTSILLTWTTMLLSLH
CYP709B1   281 SRL---------------QS----KSD-----YGDDLLGILLKAY------NTEGKER-----KMSIEEIIHECRTFFFGGHE-TTSNLLAWTTMLLSLH
CYP72A11   275 KRL---------------RA----REAGE--APNDDLLGILLESN------LGQTKG-----NGMSTEDLMEECKLFYFVGQE-TTSVLLVWTMVLLSQH
CYP72A13   275 KRL---------------RA----REAGE--APSDDLLGILLESN------LGQTKG-----NGMSTEELMEECKLFYFAGQE-TTTVLLVWTMVLLSQH
CYP72A15   310 KRL---------------RA----REAGE--APSDDLLGILLESN------LRQTEG-----NGMSTEDLMEECKLFYFAGQE-TTSVLLVWTMVLLSQH
CYP72A14   275 KRE---------------RA----RESGE--APSEDLLGILLESN------LGQTEG-----NGMSTEDMMEECKLFYLAGQE-TTSVLLVWTMVLLSQH
CYP72A10   298 KRL---------------RA----REAGKA-APNDDLLGILLESN------LGQAKG-----NGMSTEDVMEECKLFYFAGQE-TTSVLLVWAMVLLSHH
CYP72A7    274 KRE---------------KA----REAGE--PANDDLLGILLESN------SEESQG-----NGMSVEDVMKECKLFYFAGQE-TTSVLLVWTMVLLSHH
CYP72A9    326 HRE---------------KA----RDAGE--APSDDLLGILLKSN------SEQSKG-----NGLNMEEIMEECKLFYFAGQE-TTSVLLAWTMVLLSQH
CYP72A8    279 KRQ---------------RG----MDTGE--APKNDLLGILLESN------SGD--------HGMSIEDVVEECRLFHFAGQE-TTAVLLVWTMIMLSHH
CYP82G1    264 EHLK-------KRSR---NE----KDQ------ERTIMDLLLDILP--------------------EDIVISG-HALTLTGSD-STSITLTWAVSLLLNN
CYP72B1    278 RRRQ-------NAID---GE----GEE-CKEPAAKDLLGLMIQAKN------------------VTVQDIVEECKSFFFAGKQ-TTSNLLTWTTILLSMH
CYP712A2   258 EHES-------SKK-----N----ATG------ERNMLDVLLDIYE-----DKNAEM-----KLTRENIKAFI-MNIYGGGTD-TSAITVEWALAELINH
CYP90C1    255 ERQ----------------------VAMTTTSPANDVVDVLLRDGG-----DSEKQS-------QPSDFVSGKIVEMMIPGEE-TMPTAMTLAVKFLSDN
CYP718     251 EKRR-------EME----KE---GAEK-----PNTTLFSRLVEELI---------KG-----VITEEEVVDNM-VLLVFAAHD-TTSYAMSMTFKMLAQH
CYP84A1    256 EHMK-------KKE----NQ----NAVDDGDVVDTDMVDDLLAFYSEEAKLVSETADLQNSIKLTRDNIKAII-MDVMFGGTE-TVASAIEWALTELLRS
CYP85      237 ERRD---------------S----GE------TFTDMLGYLMKKEG-------NRYP------LTDEEIRDQV-VTILYSGYE-TVSTTSMMALKYLHDH
CYP715A1   286 KRKIS------------LAE----GDD-----QGHDLLGMLLKADQ--------KGN------FTAKELVDEC-KTFFFAGHE-TTALALTWTFMLLAIH
CYP98A3    256 EHTL------ARQ------K----SSG-----AKQHFVDALLTLKD--------QYD------LSEDTIIGLL-WDMITAGMD-TTAITAEWAMAEMIKN
CYP714A1   292 ERER---------------E----CVG----DHKKDLMQLILEGARSSCDGNLEDKT------QSYKSFVVDNCKSIYFAGHE-TSAVAVSWCLMLLALN
CYP73A5    260 ERKQ-------IAS----SKP--TGSE-----GLKCAIDHILEAEQ---------KG------EINEDNVLYIVENINVAAIE-TTLWSIEWGIAELVNH
CYP701A3   276 DRLK-------QNG----SE----SD-------DDCYLNFLMSEAK----------T-------LTKEQIAILVWETIIETAD-TTLVTTEWAIYELAKH
CYP711A1   282 KRAK-------EAE----TD-------------SKDFLSLILKARES----DPFAKN------IFTSDYISAVTYEHLLAGSA-TTAFTLSSVLYLVSGH
CYP97B3    306 TRQET------DVEK---LQ-------------ERDYTNLKDASLLR---FLVDMRG-----VDIDDRQLRDDLMTMLIAGHE-TTAAVLTWAVFLLSQN
CYP74A     280 SDYQ---------------R-------------LYEFLRIRGEILV-----EADKLG------ISREEATHNLLFATSFNTWGGMKILFPNMVKRIGPGG
CYP74B2    266 ENAG-------------------------------DCLRLGQEEFG-----------------LTRDEAIQNLLFVLGFNAYGGFSVFLPSLIGRITGDN
consensus  401  .                                 .......                      .   ..  . . ..... . ..   . . .  ..
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CYP702A5   298 PKVMQELRREHEGIV-QDKIKKDET--------ADLTWEDYKS-MTFTQMVIN-ESLRITSTVPTVL--RIIDHEIQFG---D----YTIPAGWIFMGYP
CYP702A6   301 PKVMQELQREHEGIV-RDKIEKNEK--------ADLTWEDYKS-MTFTQMVIN-ESLRITSTVPTVL--RIIDHEFQFG---E----YTIPAGWIFMGYP
CYP702A1   297 PKVMKELHREHEGIV-RGKTEKET----------SITWEEYKS-MTFTQMVIN-ESLRITSTAPTVF--RIFDHEFQVG---S----YKIPAGWIFMGYP
CYP702A2   301 PKVKQELQREHEEIV-RGKAEKEG----------GLTWEDIVF-NTNMVQVIN-ESLRIISTAPTVL--RVLEHDFQVG---D----YTIPAGWTFMGYP
CYP702A3   304 PSVMEELQREHEAIV-QNRADKDT----------GVTWEEYKS-MTFTHMVIK-ESLRFTSTQPTVH--RIPDQDVQIG---D----YTLPAGWLFFGIP
CYP708A1   324 PKVLMELKREHETIL-QNRADKES----------GVTWKEYRSMMNFTHMVVINESLRLGSLSPAMF--RKAVNDVEIK---G----YTIPAGWIVLVVP
CYP708A2   308 HKALAELKREHAAIL-QNRNGKGA----------GVSWEEYRHQMTFTNMVIN-ETLRMANMAPIMY--RKAVNDVEIK---G----YTIPAGWIVAVIP
CYP90A1    298 PLALAQLKEEHEKI--RAMKSDSYS----------LEWSDYKS-MPFTQCVVN-ETLRVANIIGGVF--RRAMTDVEIK---G----YKIPKGWKVFSSF
CYP90B1    331 PKAVEELREEHLEIA-RAKKELGESE---------LNWDDYKK-MDFTQCVIN-ETLRLGNVVRFLH--RKALKDVRYK---G----YDIPSGWKVLPVI
CYP707A1   295 PNVLEAVTEEQMAIR-KDKEEGES-----------LTWGDTKK-MPLTSRVIQ-ETLRVASILSFTF--REAVEDVEYE---G----YLIPKGWKVLPLF
CYP707A3   295 PTVLEAVTEEQMAIR-KDKKEGES-----------LTWEDTKK-MPLTYRVIQ-ETLRAATILSFTF--REAVEDVEYE---G----YLIPKGWKVLPLF
CYP707A2   314 PNLLQEVSREQFSIRQKIKKENRR-----------ISWEDTRK-MPLTTRVIQ-ETLRAASVLSFTF--REAVQDVEYD---G----YLIPKGWKVLPLF
CYP88A3    320 PEVLQRAKAEQEMIL-KSRPEGQKG----------LSLKETRK-MEFLSQVVD-ETLRVITFSLTAF--REAKTDVEMN---G----YLIPKGWKVLTWF
CYP88A4    319 PMILQKAKEEQERIV-KKRAPGQK-----------LTLKETRE-MVYLSQVID-ETLRVITFSLTAF--REAKSDVQMD---G----YIIPKGWKVLTWF
CYP716A1   307 PHVYQRVLQEQKEIL-KEKKEKEG-----------LRWEDIEK-MRYSWNVAC-EVMRIVPPLSGTF--REAIDHFSFK---G----FYIPKGWKLYWSA
CYP716A2   303 PHIYQRVLEEQKEIL-NNKDVNEK-----------LTWEDIEK-MRYSWNVAC-EVMRIVPPLAGTF--REAIDHFSFK---G----FYIPKGWKLYWSA
CYP51      309 KHWWSAALDEQKKLIGKHG--------------DK-IDYDVLSEMDFLFRSAK-EALRLHPPKILLL--RTVHSDFTVTTREGK--QYEIPKGHIVATSP
CYP51A2    292 KEYFSAALDEQKNLIAKHG--------------DK-IDHDILSEMDVLYRCIK-EALRLHPPLIMLM--RASHSDFSVTARDGK--TYDIPKGHIVATSP
CYP710A1   315 PEVLNRVREEVAKIWSPES--------------NALITVDQLAEMKYTRSVAR-EVIRYRPPATMVP--HVAAIDFPLT----E--TYTIPKGTIVFPS-
CYP710A2   320 PKVLSKVREEVAKIWSPQS--------------GHLITADQLAEMKYTRAVAR-EVVRYRPPATMVP--HIATNDFPLT----E--SYTIPKGTIVFPS-
CYP710A3   316 PEVLRRVREDVARFWSPES--------------KESITADQLAEMKYIRAVAR-EVLRYRPPASMVP--HVAVSDFRLT----E--SYTIPKGTIVFPS-
CYP710A4   316 PEVLRRVREDVARFWSSES--------------NELITADQLAEMKYTRAVAR-EVLRYRPPASMIP--HVAVSDFRLT----E--SYTIPKGTIVFPS-
CYP76C2    332 PETMVKAQAEIDCVIGQKG----------------VVEESDISALPYLQAVVK-ETFRLHPAAPLLVP-RKAESDVEVL---G----FMVPKDTQVFVNV
CYP76C4    331 PKTMVKAQAEMDRVLGQNS----------------VVQESDISGLPYLQAVVK-ETFRLHPAAPLLVP-RKAESDVEVL---G----FMVPKDTQVLVNV
CYP76C1    331 PKTMAKAQAEIDCVIGQNG----------------IVEESDISKLPYLQAVVK-ETFRLHTPVPLLIP-RKAESDAEIL---G----FMVLKDTQVLVNV
CYP76C3    325 TEKMVKAQSEIRQVIGQNG----------------FVQESDIPSLPYLQAIVK-ETLRLHPAAP-LIP-RKSESDVQIM---G----FLVPKNTQVVVNV
CYP706A1   342 PEVLNKIRLELDQVVGKDN----------------IVEESHLPKLPYLQAVMK-ETLRLHPTLPLLVP-HRNSETSVVA---G----YTVPKDSKIFINV
CYP706A2   344 PEVLNKIRLELDQVVGKDN----------------IVEESHLPKLPYLQAVMK-ETLRLHPTLPLLVP-HRNSETSVVA---G----YTVPKDSKIFINV
CYP706A3   338 PDIMKRAQQEVDKVVGKEK----------------VVEESHISKLPYILAIMK-ETLRLHTVAPLLVP-RRPSQTTVVG---G----FTIPKDSKIFINA
CYP71A12   318 PNVMKKLQDEIRSTIRPHG---------------SYIKEKDVENMKYLKAVIK-EVFRVHPPLPLILP-RLLSEDVKVK---G----YNIAAGTEVIINA
CYP71A13   318 PKSMKKLQDEIRSTIRPHG---------------SYIKEKEVENMKYLKAVIK-EVLRLHPSLPMILP-RLLSEDVKVK---G----YNIAAGTEVIINA
CYP71A14   319 PECMKKLQDEIRAKATKLI---------------LYISEEDVEDMKYLKAVVK-EVLRLHPPLPLLVP-RELSEDIKLK---G----YDIAAGTQVIINA
CYP71A15   318 PECMKKLQDEIRGDATNLT---------------IYRSHEEVEDMKYLKAVIK-EGLRLHPPFPLLVL-RLLTQDVKLK---G----YDIAAGTQVITNA
CYP71A16   319 PECLKKLQDEIR-SVSKMN---------------SYVSGKEVENMNYLKAVIK-EVLRLHPPLPLLVP-RLLSEDVKLK---G----YDITAGTQVIINA
CYP71A27   319 PECMKKLQDEIN-SFSTHN---------------LNVTEKEVEKMNYLHCVIK-EGLRLHPSGP-LLF-RLPSEDVQLK---G----YDISAGTHVIINA
CYP71A28   321 PESMKKLQEEIQ-TYSRNK---------------LYVPEEEVENMKYLKAVIK-EVFRLHPPGPLSIP-RQLSED--------------------VFINA
CYP71B10   321 PRVMKKVQSEIRAQIGKNNKT-------------RIISLDEINHLSYLNMVIK-ETCRLHPVAPLLVP-REVISEFKIN---G----YTIQPKTRLHVNV
CYP71B9    319 PRVMKKVQSEIRNQMINKS----------------VITLDDIDHLPYLKMVIK-ETWRLHPPVPLLLP-REVMSEFEIN---G----YKIQPKTLLYVNV
CYP71B11   317 PRVMKKAQAEVREVIKNKDD----------------IIEEDIERLEYLKMVVK-ETFRVLPLVPLLIP-REASKDVKIG---G----YDIPKKTWIHVNI
CYP71B12   317 PRVLKKAQAEVREVIKHKDD----------------IIEEDIERLQYLKMVIK-ETFRINPLVPLLIP-REASKDVKIG---G----YNIPKKTWIHVNI
CYP71B14   317 PRVMKKAQAEVREVIKNKDD----------------ITEEDIERLEYLKMVIK-ETLRINPLVPLLIP-REASKYIKIG---G----YDIPKKTWIYVNI
CYP71B13   317 PRVMKKAQAEVREVIKNKDN----------------ITEEDIEGLEYLKMVVK-ETLRINPLVPLLTP-REASKDVKIG---G----YNIPKKTWIHVNI
CYP71B6    327 PRVMKKVQAEIREHVGDKG----------------IVTYDDLEALVYMKMVIK-ETWRLHAPSPILIP-REAMTNFKIK---G----YDIYPGTRIHVNA
CYP71B15   320 PRVMKKVQDEIRTTLGDK--K-------------ERIKEEDLNQLHYFKLVVK-ETLRLHPTTPLLLP-RQTMSHIKIQ---G----YDVPAKTQILVNV
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CYP71B7    326 PRVMKKVQDEIRTTLGDK--K-------------QRITEQDLSQVHYFKLVVK-EIFRLHPAAPLLLP-RETMSHVKIQ---G----YDIPVKTQMMINI
CYP71B5    319 PRVMRKLQEEIRAALGPN--K-------------EKITEEDLEKVEYLKMVIE-EAFRLHPPAPLLLP-RLTMSDINIQ---G----YSIPKNTMIQINT
CYP71B8    323 PRVMKKLREEIRATLGPN--K-------------ERITEEDLEKVEYLKLVIK-ETFRLHPPGPFLLP-RQVMSDIEIQ---G----YHIPKNAHIKIST
CYP71B2    324 PRVMKKAQGSIRTTLGLK--K-------------ERITVEDLGKVEYLNHILK-ETFRLHPALPFVVP-RETMSHIKIQ---G----YDIPPKTQIQLNV
CYP71B3    324 PRVMKKAQEEIRTCIGIKQ-K-------------ERIEEEDVDKLQYLKLVIK-ETLRLHPPAPLLLP-RETMADIKIQ---G----YDIPRKTILLVNA
CYP71B4    325 PRVMKKAQDEIRTCIGIKQ-E-------------GRIMEEDLDKLQYLKLVVK-ETLRLHPAAPLLLP-RETMADIKIQ---G----YDIPQKRALLVNA
CYP83A1    320 PQVLKKAQAEVREYMKEKGST--------------FVTEDDVKNLPYFRALVK-ETLRIEPVIPLLIP-RACIQDTKIA---G----YDIPAGTTVNVNA
CYP83B1    319 PEAMKKAQDEVRSVIGDKG----------------YVSEEDIPNLPYLKAVIK-ESLRLEPVIPILLH-RETIADAKIG---G----YDIPAKTIIQVNA
CYP705A2   325 PKILERLREEIDFVVGKT----------------RLIQETDLPNLLYLQAIIK-EGLRLHPPGPLLP--RTVQERCEIK---G----FHIPEKTILVVNS
CYP705A5   329 PKICERLREEIDSVVGKT----------------RLVQETDLPNLPYLQAIVK-EGLRLHPPGP-VV--RTFKETCEIK---G----FYIPEKTRLFVNV
CYP705A8   329 SLILERLREEIDSVVGKT----------------RLIQETDLPNLLYLQATVK-EGLRLHPTIPLVL--RTFQDGCTIG---G----FSIPKKTKLVVNG
CYP705A9   307 SYILERLREEIDSVVGKT----------------RLIQETDLPNLPCLQATVK-EGLRLHPPVPLVL--RTFKEGCTIG---G----FYVPEKTTLVVNG
CYP705A3   331 ANVLERLREEIVSVVGET----------------RLIQETDLPNLPYLQAVVK-EVLRLHPPSPVLI--RKFQEKCEVK---G----FYIPEKTTLIVNV
CYP705A6   331 PNVLERLRKDIDSVVGKT----------------RLIHETDLPNLPYLQAVVK-EGLRLHPPGPLLV--RTFQERCKIK---G----FYIPEKTTLVINA
CYP705A1   328 REILEKLREEIDSVVGKT----------------RLVQETDLPNLPYLQAVVK-EGLRLHPPTPLVV--REFQEGCEIG---G----FFVPKNTTLIVNS
CYP705A4   322 PNVLERLRGEIDSVVGKS----------------RLIQETDLPKLPYLQAVVK-ETIRLHPPGPFFL--RFTKEGCRIR---G----FYVPENTSVVVNV
CYP705A12  316 PGVLEKLRAEIDSVVGGK----------------RLIQESDLPNLPYLQAVVK-EGLRLHPSAPVLL--RVFGESCEVK---E----FYVPEKTTLVVNL
CYP712A1   330 PQAFNKLREEINNVVGSK----------------RLVKESDVPNLPYLRAVLR-ETLRLHPSAPLII--RECAEDCQVN---G----CLVKSKTRVLVNV
CYP93D1    328 PDIFAKIRDEIKSVVGTTN---------------RLIKESDLQKLPYLQAAIK-ETLRLHPVGPLLR--RESNTDMKIN---G----YDVKSGTKIFINA
CYP81D2    320 PEVLNKARDEIDRMIGVD----------------RLLEESDIPNLPYLQNIVS-ETLRLYPAAPMLLP-HVASKDCKVG---G----YDMPRGTMLLTNA
CYP81D3    316 PQILSKARDEIDNKV-LN----------------RLVEESDLSHLPYLQNIVS-ESLRLYPASPLLVP-HVASEDCKVG---G----YHMPRGTMLLT-A
CYP81D4    317 PEILKKARMEIDEKVGLD----------------RLVDESDIVNLSYLQSIVL-ETLRMYPAVPLLLP-HLSSEDCKVG---G----YDIPSGTMVLTNA
CYP81D5    316 PEILEKARAEIDDKIGSD----------------RLVEESDIVNLHYLQNIVS-ETLRLYSAVPLLLP-HFSSDECKVA---G----YDMPRRTLLLTNV
CYP81D6    335 PEVLKKARTEIDTKIGFD----------------RLMDEADTKNLPYLQWIVL-ETLRLHPAAPTNVP-HSTSEDCMLA---G----YDVPRGSMLLVNI
CYP81D7    364 PEVLEKARTEIDTEVGFD----------------RLMDEADTKNLPYLQWIVL-ETLRLYPVAPTNIP CILA---G----YDVPRGSMLLVNV
CYP81D1    326 PDVISKARDEIDNRVGLD----------------RLIEEADLSELPYLKNIVL-ETLRLHPATPLLVP
CYP81F1    320 PEVLEKARSEIDEKIGKD----------------RLIDESDIAVLPYLQNVVS-ETFRLFPVAPFLIP
CYP81F2    315 PEVLKKAKAEIDEKIGEE----------------RLVDEPDIANLPYLQNIVS-ETFRLCPAAPLLVP
CYP81H1    325 PQILETTRQNIDTQMETSSSR-------------RLLKEEDLVNMNYLKNVVS-ETLRLYPVAPLMVP
CYP81G1    331 PEVLRKLKTELNEVSKEG----------------RVFEESDTGKCPYLNNVIS-ETLRLFPAAPLLVP
CYP82C3    329 KDMLKKVQDEIDIHVGRD----------------RNVEDSDIKNLVYLQAIIK-ETLRLYPAAPLLGH
CYP82C4    341 KEMLKKAQDEIDIHVGRD----------------RNVEDSDIENLVYLQAIIK-ETLRLYPAGPLLGP
CYP82C2    340 KDMLKKAQDEIDIHVGRD----------------RNVEDSDIENLVYIQAIIK-ETLRLYPAGPLLGH
CYP82F1    335 PHVLRKAQEELDSKIGKE----------------RVVEELDIKDLVYLQAIVK-ETFRLYPPVPLVAY
CYP79B2    356 PEILRKAMEEIDRVVGKE----------------RLVQESDIPKLNYVKAILR-EAFRLHPVAAFNLP
CYP79B3    381 PEILHKAMEEIDRVVGKE----------------RFVQESDIPKLNYVKAIIR-EAFRLHPVAAFNLP
CYP79A2    340 PSIMQKAVEEIDRVVGKD----------------RLVIESDLPNLNYVKACVK-EAFRLHPVAPFNLP
CYP79C1    356 REILEKAVEEIDMVVGKE----------------RLVQESDVPNLNYVKACCR-ETLRLHPTNPFLVP
CYP78A6    350 PDMQSTVQNELDQVVGK---S-------------RALDESDLASLPYLTAVVK-EVLRLHPPGPLLSW
CYP78A8    352 PKVQLTVHDELDRVVGR---S-------------RTVDESDLPSLTYLTAMIK-EVLRLHPPGPLLSW
CYP78A5    338 QDIQDKLYREIASATSNN--I-------------RSLSDSDIPKLPYLQAIVK-ETLRLHPPGPLLSW
CYP78A7    357 PNVQTKLRDEILTAVGDGA-D-------------GDVADADLAKLPYLNAVVK-ETLRLHPPGPLLSW
CYP89A2    327 PEIQERLHEEIKSVVGR--SK-------------GGGEE-DVEKMPYLKALVL-EGLRRHPPGHFLLP
CYP89A4    332 PEIQKRLYEEIKSVVGE--EA-------------KEVEEEDAQKMPYLKAVVM-EGLRRHPPGHFVLP
CYP89A3    325 QEIQKRLYEEIKSVIGEE-EE-------------KEIEEEEMKKMPYLKAVVL-EGLRLHPPGHLLLP
CYP704A1   319 PLVQEKIVQEIRDVTSSHEKT------TDVNGFIESVTEEALAQMQYLHAALS-ETMRLYPPVPEHM-
CYP704A2   325 PLVQEKIVQEIRDVTFSHEKT------TDVNGFVESINEEALDEMHYLHAALS-ETLRLYPPVPVDM-

|
|

-HMTSDD
17

-HMASEDCKIG---S----YDMPRGTTLLVNA
-RSPTDDMKIG---G----YDVPRDTIVMVNA
-RSPSEDLKIG---G----YDIPRGTIVLVNA
-HVPSSDCVIG---G----FNVPRDTIVLVNL
-HASSTDCEVA---G----FDIPRRTWLFINA
-REAMEDCTVA---G----YNVPCGTRLIVNV
-REAMEDCTVA---G----YYVPCGTRLIVNV
-REAIEDCTVA---G----YNVRRGTRMLVNV
-RAVVEDFDIA---FC--KCHVPAGTQLMVSA
-HVALSDTTVA---G----YHIPKGSQVLLSR
-HVALSDTTVA---G----YHIPKGSQVLLSR
-HMSTTDTVVD---G----YFIPKGSHVLISR
-HMARHDTTLA---G----YFIPKGSHILVSR
ARLAITDTIVD-------GRLVPAGTTAMVNM
ARLSITDTSVD-------GYHVPAGTTAMVNM
ARLAIHDVHVG-------PNLVPAGTIAMVNM
ARLSTSDVQLS---N---GMVIPKGTTAMVNM
-HSVTEDTVLG---G----YKVPKNGTINFMV
-HSVTEDTVLG---G----YKVPKKGTINFMV
-HRVSEDTELG---G----YRVPKKGTFNINV
-RCAENDDVLP---D---GHRVSKGDNIYYIS
-RCAENDDVLP---D---GHRVSKGDNIYYIA

[

[
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CYP94B1    383 DDVETKILDELRNKGSLGLG------------------FEDLREMSYTKACLC-EAMRLYPPVAWDS--KHAANDDILP---D---GTPLKKGDKVTYFP
CYP94C1    315 PEVENRIREELDRVMGTGFDS------VTAR-------CDEMREMDYLHASLY-ESMRLFPPVQFDS--KFALNDDVLS---D---GTFVNSGTRVTYHA
CYP86A2    327 PTVEDKIVREICSVLIETRGT------DVSSWTAEPLEFDEVDRLVYLKAALS-ETLRLYPSVPEDS--KHVVNDDILP---D---GTFVPAGSSVTYSI
CYP86A4    330 PTVEDKIVREICSVLIETRGTD-----DVASWTEVPLGFDEIDRLVYLKAAIS-ETLRLYPSVPEDS--KHVENDDVLP---D---GTFVPAGSSLTYSI
CYP86A8    325 PAIEDKILREICTVLVETRGD------DVALWTDEPLSCEELDRLVFLKAALS-ETLRLYPSVPEDS--KRAVKDDVLP---D---GTFVPAGSSITYSI
CYP86A1    323 REVETKIVNELSMVLKETRGN------DQEKWTEEPLEFDEADRLVYLKAALA-ETLRLYPSVPQDF--KYVVEHDVLP---D---GTFVPRGSTVTYSI
CYP86C1    342 PEVEKRILREIREIKR----------KLTTQETEDQFEAEDFREMVYLQAALT-ESLRLYPSVPMEM--KQALEDDVLP---D---GTRVKKGARIHYSV
CYP86C2    160 PEVETKILHEIREILNQREKNKYKLDETGEKESSRHFTVKELNDMVYLQAALS-ESLRLYPPIPMEM--KQATEEDVFP---D---GTFLRKGSRVYFSV
CYP86B1    356 PEVEEKIMVEMCKILRQRDD----HGNAEKSDYEPVFGPEEIKKMDYLQAALS-EALRLYPSVPVDH--KEVQEDDVFP---D---GTMLKKGDKVIYAI
CYP96A2    329 PHVVAKIHQEININTD-------------LS--RTGNSQENVDKLVYLHGALC-EAMRLYPPVSFGR--KSPIKSDVLP---S---GHKVDANSKIIICL
CYP96A5    331 PEAVTKIRQEINTNLP-------------GS--GMSLDADKLNKMVYLHGALC-ESLRLYAPIPFER--KTPIKQDVLP---S---GHMVDKNWKILFSV
CYP96A1    335 PKAITKIRQEINTQLSP----------RTND--FDSFNAQELNKLVYVHGALC-EALRLYPPVPFQH--KSPTKSDVLP---S---GHRVDASSKIVFCL
CYP96A3    333 PEAINKIRQEVNKKMP-----------------RFDP--ADLEKLVYLHGAVC-ETLRLYPPVPFNH--KSPAKPDVLP---S---GHRVDEKWKIVISM
CYP96A4    332 PEAMTKIRQEINKKMP-----------------KFDP--ADLDKLVYLDGAVC-ETLRLYPSVPFNH--KSPAKPDVLP---S---GHKVDKNWRVVIPI
CYP709A1   348 PTWQEKVREEVREVFGRNG---------------LPSVDQLSKLT-SLSKVIN-ESLRLYPPATLLP--RMAFEDLKLG-------DLTIPKGLSIWIPV
CYP709A2   342 PTWQDNVRDEVRQVCGQDG---------------VPSVEQLSSLT-SLNKVIN-ESLRLYPPATLLP--RMAFEDIKLG-------DLIIPKGLSIWIPV
CYP709B2   344 QDWQEKLREEVFNECGKDK---------------IPDAETCSKLK-LMNTVFM-ESLRLYGPVLNLL--RLASEDMKLG-------NLEIPKGTTIILPI
CYP709B3   346 QGWQEKLREEVFNECGKDK---------------IPDTDTFSKLK-LMNMVLM-ESLRLYGPVIKIS--REATQDMKVG-------HLEIPKGTSIIIPL
CYP709B1   345 QDWQEKLREEIFKECGKEK---------------TPDSETFSKLK-LMNMVIM-ESLRLYGPVSALA--REASVNIKLG-------DLEIPKGTTVVIPL
CYP72A11   342 QDWQARAREEVKQVFGDK----------------EPDAEGLNQLK-VMTMILY-EVLRLYPPIPQLS--RAIHKEMELG-------DLTLPGGVLINLPI
CYP72A13   342 QDWQARAREEVKQVFGDK----------------EPDAEGLNQLKVVMTMILY-EVLRLYPPVVQLT--RAIHKEMQLG-------DLTLPGGVQISLPI
CYP72A15   377 QDWQARAREEVKQVFGDK----------------EPDAEGLNQLK-VMTMILY-EVLRLYPPVTQLT--RAIHKELKLG-------DLTLPGGVQISLPI
CYP72A14   342 QDWQARAREEVKQVFGDK----------------QPDTEGLNQLK-VMTMILY-EVLRLYPPVVQLT--RAIHKEMKLG-------DLTLPGGVQISLPV
CYP72A10   366 QDWQARAREEVKQVFGDK----------------EPDTECLSQLKVVMTMILY-EVLRLYPPVTHLT--RAIDKEMKLG-------DLTLPAGVHISLPI
CYP72A7    341 QDWQARAREEVMQVLGENN---------------KPDMESLNNLK-VMTMIFN-EVLRLYPPVAQLK--RVVNKEMKLG-------ELTLPAGIQIYLPT
CYP72A9    393 QDWQARAREEVMQVFGHN----------------KPDLQGINQLK-VMTMIIY-EVLRLYPPVIQMN--RATHKEIKLG-------DMTLPGGIQVHMPV
CYP72A8    343 QKWQDQAREEILKVIGKNN---------------KPNFDALSRLK-TMSMILN-EVLRLYPPGILLG--RTVEKETKLG---E---DMTLPGGAQVVIPV
CYP82G1    322 PAALEAAQEEIDNSVGKG----------------RWIEESDIQNLKYLQAIVK-ETHRLYPPAPLTG-IREAREDCFVG---G----YRVEKGTRLLVNI
CYP72B1    344 PEWQAKARDEVLRVCGSR----------------DVPTKDHVVKLKTLSMILN-ESLRLYPPIVATI--RRAKSDVKLG---G----YKIPCGTELLIPI
CYP712A2   324 PEIMKKAQQEIEQVVGNK----------------RVVEESDLCNLSYTQAVVK-ETMRLHPGGPIFV--RESDEECAVA---G----FRIPAKTRVIVNV
CYP90C1    320 PVALAKLVEENMEMKRRKLELG------------EEYKWTDYMSLSFTQNVIN-ETLRMANIINGVW--RKALKDVEIK---G----YLIPKGWCVLASF
CYP718     316 PTCRDTLLQEHAQIKANKGEG-------------EYLTVEDVKKMKYSWQVVR-ETMRLSPPIFGSF--RKAVADIDYG---G----YTIPKGWKILWTT
CYP84A1    339 PEDLKRVQQELAEVVGLD----------------RRVEESDIEKLTYLKCTLK-ETLRMHPPIPLLL--HETAEDTSID---G----FFIPKKSRVMINA
CYP85      297 PKALQELRAEHLAFRERKRQD-------------EPLGLEDVKSMKFTRAVIY-ETSRLATIVNGVL--RKTTRDLEIN---G---GYLIPKGWRIYVYT
CYP715A1   349 PEWQDTIREEIREVIGDS----------------K-IEYNKLAGLKKMSWVMN-EVLRLYPPAPNAQ--RQARNDIEVN---G----RVIPNGTNIWIDV
CYP98A3    319 PRVQQKVQEEFDRVVGLD----------------RILTEADFSRLPYLQCVVK-ESFRLHPPTPLMLP-HRSNADVKIG---G----YDIPKGSNVHVNV
CYP714A1   362 PSWQTRIRDEVFLHCKNG-----------------IPDADSISNLKTVTMVIQ-ETLRLYPPAAFVS--REALEDTKLG-------NLVVPKGVCIWTLI
CYP73A5    326 PEIQSKLRNELDTVLGPG----------------VQVTEPDLHKLPYLQAVVK-ETLRLRMAIPLLVP-HMNLHDAKLA---G----YDIPAESKILVNA
CYP701A3   336 PSVQDRLCKEIQNVCGGE-----------------KFKEEQLSQVPYLNGVFH-ETLRKYSPAPLVP-IRYAHEDTQIG---G----YHVPAGSEIAINI
CYP711A1   347 LDVEKRLLQEIDGFGNRD---------------LIPTAHDLQHKFPYLDQVIK-EAMRFYMVSPLVA--RETAKEVEIG---G----YLLPKGTWVWLAL
CYP97B3    375 PEKIRKAQAEIDAVLGQG-----------------PPTYESMKKLEYIRLIVV-EVLRLFPQPPLLIR-RTLKPETLPGGHKGEKEGHKVPKGTDIFISV
CYP74A     341 HQVHNRLAEEIRSVIKSNG---------------GELTMGAIEKMELTKSVVY-ECLRFEPPVTAQY--GRAKKDLVIESHDA---AFKVKAGEMLYGYQ
CYP74B2    318 SGLQERIRTEVRRVCGSG----------------SDLNFKTVNEMELVKSVVY-ETMRFSPPVPLQF--ARARKDFQIS---SHDAVFEVKKGELLCGYQ
consensus  501 . .. .. ...  ...                    . . ..  . ..  ..  *..*. .  ....  .    .  .    .    . ..... ... .
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CYP702A5   378 -YVHFNPEKYD-DPLAFNPWRWK-----------GKDLSTI-----------VSKTYLPFGSGTRLCVGAEFVKLQMAIFIHHLFR-YRWSMKAET----
CYP702A6   381 -YVHFNAEKYD-DPLAFNPWRWK-----------GKDLSAI-----------VSRTYIPFGSGSRLCVGAEFVKLKMAIFIHHLSR-YRWSMKTET----
CYP702A1   375 -NNHFNPKTYD-DPLVFNPWRWE-----------GKDLGAI-----------VSRTYIPFGAGSRQCVGAEFAKLQMAIFIHHLSR-DRWSMKIGT----
CYP702A2   379 -HIHFNSEKYE-DPYAFNPWRWE-----------GKDLGAI-----------VSKTFIPFGAGRRLCVGAEFAKMQMAVLTYICFA-CRWSMKSGT----
CYP702A3   382 -QVHFDEEKYD-DPLTFNPWRWQ-----------GKDINST-----------VSREYMPFGAGGTHCVGSEFAKLIIAILLHHLSR-FRWSLDPKT----
CYP708A1   404 SLLHYDPQIYE-QPCEFNPWRWE-----------GKELLS------------GSKTFMAFGGGARLCAGAEFARLQMAIFLHHLVTTYDFSLIDKS----
CYP708A2   387 PAVHFNDAIYE-NPLEFNPWRWE-----------GKELRS------------GSKTFMVFGGGVRQCVGAEFARLQISIFIHHLVTTYDFSLAQES----
CYP90A1    375 RAVHLDPNHFK-DARTFNPWRWQ--S------N-SVTTGPS-------------NVFTPFGGGPRLCPGYELARVALSVFLHRLVTGFSWVPAEQD----
CYP90B1    410 SAVHLDNSRYD-QPNLFNPWRWQQQN------NGASSSGSGS-------FSTWGNNYMPFGGGPRLCAGSELAKLEMAVFIHHLVLKFNWELAEDD----
CYP707A1   372 RNIHHSADIFS-NPGKFDPSRFEV------------APKP--------------NTFMPFGNGTHSCPGNELAKLEMSIMIHHLTTKYRCVCV-------
CYP707A3   372 RNIHHNADIFS-DPGKFDPSRFEV------------APKP--------------NTFMPFGSGIHSCPGNELAKLEISVLIHHLTTKYRWSIVGPS----
CYP707A2   392 RRIHHSSEFFP-DPEKFDPSRFEV------------APKP--------------YTYMPFGNGVHSCPGSELAKLEMLILLHHLTTSFRWEVIGDE----
CYP88A3    398 RDVHIDPEVFP-DPRKFDPARWDNG----------FVPKA--------------GAFLPFGAGSHLCPGNDLAKLEISIFLHHFLLKYQVKRSNPE----
CYP88A4    396 RNVHLDPEIYP-DPKKFDPSRWEG-----------YTPKA--------------GTFLPFGLGSHLCPGNDLAKLEISIFLHHFLLKYRVERSNPG----
CYP716A1   384 TATHMNPDYFP-EPERFEPNRFEG-----------SGPKP--------------YTYVPFGGGPRMCPGKEYARLEILIFMHNLVNRFKWEKVFPN----
CYP716A2   380 TATHKNPEYFP-EPEKFEPSRFEG-----------SGPKP--------------YTYVPFGGGSRICPGREYARLEILIFMHNLVKRFKWEKVFPK----
CYP51      389 AFANRLPHVYK-DPENFDPDRFSK---------EREEDK-----------AAGSCSYISLGAGRHECPGGSFAFLQIKAVWCHLLRNFELELVSP-----
CYP51A2    372 AFANRLPHIFK-DPDTYDPERFSP---------GREEDK-----------AAGAFSYIAFGGGRHGCLGEPFAYLQIKAIWSHLLRNFELELVSP-----
CYP710A1   391 VFDSSF-QGFT-EPDRFDPDRFSE---------TRQED------------QVFKRNFLAFGWGPHQCVGQRYALNHLVLFIAMFSSLLDFKRLRSD----
CYP710A2   396 VFDASF-QGFT-EPNRFDPDRFSE---------TRQED------------QVFKRNYLAFGWGAHQCVGQRYALNHLVLFIAMFSSLFDFKRLQSD----
CYP710A3   392 LFDASF-QGFT-EPDRFDPDRFSE---------TRQED------------EVFKRNFLTFGIGSHQCVGQRYALNHLVLFIAMFSSMFDFKRVRSD----
CYP710A4   392 LFDASF-QGFT-EPDRFDPDRFSE---------TRQED------------EVFKRNFLTFGNGSHQCVGQRYAMNHLVLFIAMFSSMFDFKRVRSD----
CYP76C2    407 WAIGRDPNVWE-NSSRFKPERFL----------GKDIDLR-----------GRDYELTPFGAGRRICPGLPLAVKTVPLMLASLLYSFDWKLPNGVGS-E
CYP76C4    406 WAIGRDPSVWE-NPSQFEPERFM----------GKDIDVK-----------GRDYELTPFGGGRRICPGLPLAVKTVSLMLASLLYSFDWKLPNGVVS-E
CYP76C1    406 WAIGRDPSVWD-NPSQFEPERFL----------GKDMDVR-----------GRDYELTPFGAGRRICPGMPLAMKTVSLMLASLLYSFDWKLPKGVLS-E
CYP76C3    399 WAIGRDASVWE-NPMKFEPERFL----------LRETDVK-----------GRDFELIPFGSGRRMCPGISMALKTMHMVLASLLYSFDWKLQNGVVP-G
CYP706A1   417 WAIHRDPKNWD-EPNEFKPERFL----------ENSLDFN-----------GGDFKYLPFGSGRRICAAINMAERLVLFNIASLLHSFDWKAPQG----Q
CYP706A2   419 WAIHRDPKNWD-EPNEFKPERFL----------ENSLDFN-----------GGDFKYLPFGSGRRICAAINMAERLVLFNIASLLHSFDWKAPQG----Q
CYP706A3   413 WAIHRNPNVWE-NPLKFDPDRFL----------DMSYDFK-----------GNDFNYLPFGSGRRICVGMAMGERVVLYNLATFLHSFDWKIPQG----E
CYP71A12   394 WAIQRDPAIWGPDAEEFKPERHL----------DSTLDYH-----------GKDLNFIPFGSGRRICPGINLALGLVEVTVANLVGRFDWRAEAGPNG-D
CYP71A13   394 WAIQRDTAIWGPDAEEFKPERHL----------DSGLDYH-----------GKNLNYIPFGSGRRICPGINLALGLAEVTVANLVGRFDWRVEAGPNG-D
CYP71A14   395 WAIQRDTMTWGIDAEEFRPERHL----------DSLVDFR-----------GTNFEFIPFGSGRRICPGIGFAMALVEVTLANLVNRFNWRMEVQHSG-D
CYP71A15   394 WAIQRDIVTWGIDAEEFRPERHL----------DSPLDFR-----------GTNFEYIPFGSGRRICPGIGFAMALVEVTLANLVNRFNWRMDARLSG-D
CYP71A16   394 WAIQRDTATWGSDAQEFRPERHF----------DSTWDFV-----------GRNFKYIPFGAGRRLCPGIGLGSVMASVTLANLVKRFDWRVEDGPSGYD
CYP71A27   393 WALQRNPAIWGLDANEYRPERHF----------WYEFGFQ-----------RTDSKFVPFGAGRRLCPGIGFSLVLSKLALANLVKRFNWRLKVGPVGDD
CYP71A28   383 WAIHRDTEKWGPYAEEFKPERHL----------DLPLNFQ-----------GQDFNFIPFGSGRRLCPDIDFATMLIEVGLANFVYRFNWRVETRPLG--
CYP71B10   399 WAIGRDPEIWK-DPEEFLPERFM----------DCDIDVK-----------GQDYELLPFGSGRRICPAVYMGITTVEFGLANLLYHFDWKLPEGVAV-E
CYP71B9    394 WAIGRDPDSWK-DADMFYPERFM----------DNNIDAK-----------GQNFELLPFGSGRRICPGMYMGTTMVEFGLANMLYQFDWEVPDGMVV-E
CYP71B11   392 WAIHRNPNVWK-DPEAFIPERFM----------DNQIDYK-----------GLNFEFLPFGSGRRMCPGIGMGMALVHLTLINLLYRFDWKLPEGMEV-E
CYP71B12   392 WAIHRNPNVWK-DPEAFIPERFM----------DSQIDYK-----------GLNFELLPFGSGRRICPGIGMGMALVHLTLINLLYRFDWKLPEGMKV-A
CYP71B14   392 WAVQRNPNVWK-DPEVFIPERFM----------HSEIDYK-----------GVDFELLPFGSGRRMCPGMGLGMALVHLTLINLLYRFDWKLPEGMNI-E
CYP71B13   392 WAIHRNPNVWK-DPEAFIPERFM----------DNQIDYK-----------GLNFELLPFGSGRRICPGIGMGMALIHLTLINLLYRFDWKLPEGMEV-E
CYP71B6    402 WAIGRNPDVWK-DPDEFIPERFV----------DSNVETK-----------GTSFELLPFGSGRRGCPAMYVGLSTVEYTLANLLYHFDWKA----T--E
CYP71B15   396 YAMGRDPKLWE-NADEFNPDRFL----------DSSVDFK-----------GKNYEFIPFGSGRRICPGMTMGTILVEMALLNLLYFFDWG--LAK----

|
|
|
|
|
|
|
|
|

|

|
|
|

]
]

]

]
]

]
]
]



20

CYP71B7    402 YSIARDPKLWT-NPDEFNPDRFL----------DSSIDYR-----------GLNFELLPFGSGRRICPGMTLGITTVELGLLNLLYFFDWVVPVGKNV-K
CYP71B5    395 YTIGRDPKNWT-KPDEFIPERFV----------DNPIEYK-----------GQHFELLPFGAGRRVCPGMATGITIVELGLLSLLYFFDWSLPNGMTT-K
CYP71B8    399 YAIGRDPKCWT-NPEEFNPERFA----------NTSINYK-----------GQHYELLPFGAGRRSCPGMTLGITILELGLLNILYYFDWSLPNGMTI-K
CYP71B2    400 WTIGRDPKRWN-DPEEFNPERFA----------NSSVDFR-----------GQHFDLLPFGSGRRICPGMPMAIASVELALMNLLYYFDWSMPDGTKG-E
CYP71B3    401 WSIGRNPELWE-NPEEFNPERFI----------DCPMDYK-----------GNSFEMLPFGSGRKICPGIAFGIATVELGLLNLLYYFDWRLAEED---K
CYP71B4    402 WSIGRDPESWK-NPEEFNPERFI----------DCPVDYK-----------GHSCELLPFGSGRRICPGIAMAIATIELGLLNLLYFFDWNMPEKK---K
CYP83A1    397 WAVSRDEKEWGPNPDEFRPERFL----------EKEVDFK-----------GTDYEFIPFGSGRRMCPGMRLGAAMLEVPYANLLLSFNFKLPNGMKP-D
CYP83B1    394 WAVSRDTAAWGDNPNEFIPERFMNE--------HKGVDFK-----------GQDFELLPFGSGRRMCPAMHLGIAMVEIPFANLLYKFDWSLPKGIKP-E
CYP705A2   399 YAIMRDPDFWE-DPDEFKPERFLSIS------RSGQEDEI----------RDKFLKYIPFASGRRGCPGTNLAYASVGTAVGVMVQCFDWKIE-GE----
CYP705A5   402 YAIMRDPDFWE-DPEEFKPERFLASS------RLGEEDEK----------REDMLKYIPFGSGRRACPGSHLAYTVVGSVIGMMVQHFDWIIK-GE----
CYP705A8   403 YAIMRDPDNWE-DPLEFKPERFLASS------RSSQKDAI----------KEEVLKYLSFGSGRRGCPGVNLAYVSVETAIGVMVQCFDWKID-GH----
CYP705A9   381 YAMMRDPEYWE-DPQEFKPERFLASS------RSSQNDEI----------RDELLKYLPFGNGRRACPGANLAYISVGTAIGVMVQCFDWEIK-GD----
CYP705A3   405 YAIMRDSDSWE-DPEKFKPERFLTSS------RSGEED-------------EKELKFLPFGSGRRGCPGANLGSIFVGTAIGVMVQCFDWKIK-ED----
CYP705A6   405 YAVMRDPDSWE-DPDEFKPERFLRSS------SSGQE--------------EKPFKYLPFGGGRRGCPGGNLAYIFVGTAIGVMVQCFDWKIK-GD----
CYP705A1   402 YAMMRDPDSWQ-DPDEFKPERFLAS-------LSREEDK-----------KEKILNFLPFGSGRRMCPGSNLGYIFVGTAIGMMVQCFDWEIN-GD----
CYP705A4   396 YAVMRDPDAWE-DPLVFKPERFLASS------RAEQEEER----------REKEIKYLPFGSGRRSCPGENLAYVIMGTAIGVMVQGFEWRTT-EE----
CYP705A12  390 YAVNRDPDSWE-DPDMFKPERFLVSS------ISGDEEKI----------REQAVKYVTFGGGRRTCPAVKLAHIFMETAIGAMVQCFDWRIK-GE----
CYP712A1   404 YAIMRDSELWA-DADRFIPERFLE---------SSEEKIG----EHQMQFKGQNFRYLPFGSGRRGCPGASLAMNVMHIGVGSLVQRFDWKS--VDGQ--
CYP93D1    403 YGIMRDPTTYK-DPDKFMPERFLVVE------QDTERKMGYYQ-QYMLELKGQDVNYLAFGSGRRGCLGASHASLVLSLTIGSLVQCFNWTVK-GDED--
CYP81D2    395 WAIHRDPLLWD-DPTSFKPERFEK---------------E-----------GEAKKLMPFGLGRRACPGSGLAQRLVTLSLGSLIQCFEWERIGEE----
CYP81D3    389 WAIHRDPKIWD-DPTSFKPERFEK---------------E-----------GEAQKLLGFGLGRRACPGSGLAQRLASLTIGSLIQCFEWERIGEE----
CYP81D4    392 WAMHRDPEVWE-DPEIFKPERFEK---------------E-----------GEAEKLISFGMGRRACPGAGLAHRLINQALGSLVQCFEWERVGED----
CYP81D5    391 WAMHRDPGLWE-EPERFKPERFEK---------------E-----------GEARKLMPFGMGRRACPGAELGKRLVSLALGCLIQSFEWERVGAE----
CYP81D6    410 WSMHRDPSIWE-DPEMFKPERFKN---------------E-----------KLNQKLLSFGMGRRACPGYGLAHRVVSLTLGSMVQCFEWQRIGQE----
CYP81D7    439 WSMHRDPSIWE-APEMFKPERFKN---------------E-----------KLNQKLLSFGFGRRACPGVGLAHRLMSLALGSMVQCFEWQRIGEE----
CYP81D1    401 WAIHRDPNTWD-DPDSFKPERFEK---------------E-----------EEAQKLLAFGLGRRACPGSGLAQRIVGLALGSLIQCFEWERVGNV----
CYP81F1    395 WAIHRDPEIWE-EPEKFNPDRYNDG-------C----GSD-----------YYVYKLMPFGNGRRTCPGAGLGQRIVTLALGTLIQCFEWENVKGE----
CYP81F2    390 WAIHRDPRLWD-EPEKFMPERFED---------------Q-----------EASKKLMVFGNGRRTCPGATLGQRMVLLALGSLIQCFDWEKVNGE----
CYP81H1    403 WAIHRDPSVWD-DPTSFKPERFEGS-------D----QFG-----------HYNGKMMPFGLGRRACPGLSLANRVVGLLLGSMIQCFEWESGSGG----
CYP81G1    406 WAIQRDPNVWD-DPETFKPERFES---------------E-----------THRGKFLPFGIGRRACPGMGLAQLVLSLALGSLIQCFDWERDNDV----
CYP82C3    404 WKIQRDPKVYM-EPNEFRPERFITG-------EAKDFDVR-----------GQNFELMPFGSGRRSCPGPSLAMQMLHLGLARFLHSFEVKTVLDR----
CYP82C4    416 WKIQRDPKVYM-EPNEFRPERFITG-------EAKEFDVR-----------GQNFELMPFGSGRRSCPGSSLAMQVLHLGLARFLHSFDVKTVMDM----
CYP82C2    415 WKIQRDPRVYM-EPNEFRPERFITG-------EAKEFDVR-----------GQNFELMPFGSGRRSCPGSSLAMQVLHLGLARFLQSFDVKTVMDM----
CYP82F1    412 WKIHRDPNVWS-NPEQFEPERFLTS-------N-RELDVG-----------GQSYKFFPFGLGRRSCPAIPLGMRMVHYLLVRFLHSFDLARPSSQ----
CYP79B2    431 YGLGRNPKVWA-DPLCFKPERHLNEC------S--EVTLT-----------ENDLRFISFSTGKRGCAAPALGTALTTMMLARLLQGFTWKLPENET---
CYP79B3    456 YGLGRNPKVWS-DPLSFKPERHLNEC------S--EVTLT-----------ENDLRFISFSTGKRGCAAPALGTAITTMMLARLLQGFKWKLAGSET---
CYP79A2    415 MGIGRNPSVWD-KPHKFDPERHLSTN------T--CVDLN-----------ESDLNIISFSAGRRGCMGVDIGSAMTYMLLARLIQGFTWLPVPGKN---
CYP79C1    431 PGVGRNPKTWD-EPLIYRPERHITGN---------EVVLT-----------EPDLRLVSFGTGRRGCVGAKLGTSMIVTLLGRLLQGFDWTIPPGTTD--
CYP78A6    426 WAVSHDPHVWV-DPLEFKPERFVAKE------GEVEFSVL-----------GSDLRLAPFGSGRRICPGKNLGFTTVMFWTAMMLHEFEWGPS-D---GN
CYP78A8    428 WAIARDPHVWE-DPLEFKPERFVAKE------GEAEFSVF-----------GSDLRLAPFGSGKRVCPGKNLGLTTVSFWVATLLHEFEWLPSVE---AN
CYP78A5    415 WSITHNAKIWT-DPEAFMPERFISED----------VSIM-----------GSDLRLAPFGSGRRVCPGKAMGLATVHLWIGQLIQNFEWVKG-----SC
CYP78A7    436 WAITHDQTVWS-DPLKFDPERFTGNA------D---MDIR-----------GGDLRLAPFGAGRRVCPGKNMGLATVTRWVAELVRRFEWGQD-Q---TE
CYP89A2    402 AEIGRDPVEWE-EPMAFKPERFMGE--------EEAVDLTG----------SRGIKMMPFGAGRRICPGIGLAMLHLEYYVANMVREFQWKEVEGH----
CYP89A4    408 AEIGRDPMVWE-EPMAFKPERFMGE--------EEAVDITG----------SRGIKMMPFGAGRRICPGIGLAMLHLEYYVANMVREFEWKEVQGH----
CYP89A3    402 AMIGRDPTVWE-EPMEFKPERFIGE--------DKEVDVTG----------SRGIKMMPFGAGRRICPGIGSAMLHLEYFVVNLVKEFEWKEVEGY----
CYP704A1   404 YAMGRMTYIWGQDAEEFKPERWLKD--------G---VFQP----------ESQFKFISFHAGPRICIGKDFAYRQMKIVSMALLHFFR--FKMAD----
CYP704A2   410 YAMGRMTYIWGQDAEEFKPERWLKD--------G---LFQP----------ESPFKFISFHAGPRICLGKDFAYRQMKIVSMALLHFFR--FKMAD----

|
|
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CYP94B1    456 YGMGRMEKVWGKDWDEFKPNRWFEEEPS----YGTKPVLKS----------VSSFKFPVFQAGPRVCIGKEMAFTQMKYVVGSVLSRFK---IIPV----
CYP94C1    393 YAMGRMDRIWGPDYEEFKPERWLDNE-------G-K--FRP----------ENPVKYPVFQAGARVCIGKEMAIMEMKSIAVAIIRRFETRVASPE----
CYP86A2    412 YAAGRMKSTWGEDCLEFKPERWISPD------DG--KFVN-----------HDQYRFVAFNAGPRICLGKDLAYLQMKTIAAAVLLRHR---LTVA----
CYP86A4    416 YAAGRMKSTWGEDCLEFNPERWISPI------DG--KFIN-----------HDQYRFVAFNAGPRICLGKDLAYLQMKTIAAAVLLRHR---LTVV----
CYP86A8    410 YSAGRMKSTWGEDCLEFKPERWISQS------DGG-RFIN-----------HDPFKFVAFNAGPRICLGKDLAYLQMKSIASAVLLRHR---LTVV----
CYP86A1    408 YSIGRMKTIWGEDCLEFRPERWLT-A------DGE-RFETP----------KDGYKFVAFNAGPRTCLGKDLAYNQMKSVASAVLLRYR---VFPV----
CYP86C1    423 YSMGRIESIWGKDWEEFKPERWIK--------EG--RIVS-----------EDQFKYVVFNGGPRLCVGKKFAYTQMKMVAAAILMRYS---VKVV----
CYP86C2    251 YAMGRMESIWGKDCEMFKPERWIQ--------GG--QYVS-----------DDQFKYVVFNAGPRLCLGKTFAYLQMKMVAASILLNYS---IKVD----
CYP86B1    443 YAMGRMEAIWGKDCLEFRPERWLR--------DG--RFMS-----------ESAYKFTAFNGGPRLCLGKDFAYYQMKSTAAAIVYRYK---VKVV----
CYP96A2    405 YALGRMRAVWGEDASQFKPERWISE-------NG--GIKH-----------EPSFKFLSFNAGPRTCLGKHLAMTQMKIVAVEILRNYD---IKVL----
CYP96A5    407 YALGRMRSVWGQDASEFKPERWISER------NG--GLKH-----------EPSFKFFVFNSGPRNCLGKNLSFLQMKTVAVEIIRNYD---IKVV----
CYP96A1    414 YSLGRMKSVWGEDASEFKPERWISE-------SG--RLIH-----------VPSFKFLSFNAGPRTCLGKEVAMTQMKTVAVKIIQNYE---IKVV----
CYP96A3    405 YALGRMKSVWGDDAEDFRPERWISD-------SG--RLKH-----------EPSYKFLAFNAGPRACLGKKLTFLQMKTVAAEIIRNYD---IKVV----
CYP96A4    404 YSLGRMKSVWGDDAEDFRPERWISD-------SG--MLRQ-----------ESSYKFLAFNAGPRTCLGKRLTFLQMKTVAVEIIRNYD---IKVV----
CYP709A1   422 LAIHHSEELWGKDANQFNPERFG--------------GRPF----------ASGRHFIPFAAGPRNCIGQQFALMEAKIILATLISKFN---FTIS----
CYP709A2   416 LAIHHSNELWGEDANEFNPERFT--------------TRSF----------ASSRHFMPFAAGPRNCIGQTFAMMEAKIILAMLVSKFS---FAIS----
CYP709B2   418 AKMHRDKAVWGSDADKFNPMRFAN---------G--LSRAA----------NHPNALLAFSMGPRACIGQNFAIMEAKTVLAMILQRFR---LNLS----
CYP709B3   420 LKMHRDKAIWGEDAEQFNPLRFEN---------G--ISQAT----------IHPNALLPFSIGPRACIAKNFAMVEAKTVLTMILQQFQ---LSLS----
CYP709B1   419 LKMHSDKTLWGSDADKFNPMRFAN---------G--VSRAA----------NHPNALLAFSVGPRACIGQNFVMIEAKTVLTMILQRFRF--ISLC----
CYP72A11   415 LLVQRDTELWGNDAGEFKPDRFKD---------G--LSKAT----------KNQASFFPFAWGSRICIGQNFALLEAKMAMALILQRFS---FELS----
CYP72A13   416 LLIQRDRELWGNDAGEFKPDRFKD---------G--LSKAT----------KNQVSFFPFAWGPRICIGQNFALLEAKMAMTLILRKFS---FELS----
CYP72A15   450 LLVQHDIELWGNDAAEFNPDRFKD---------G--LSKAT----------KSQVSFFPFAWGPRICIGQNFALLEAKMAMALILRRFS---FEIS----
CYP72A14   415 LLVHRDTELWGNDAGEFKPERFKD---------G--LSKAT----------KNQVSFFPFAWGPRICIGQNFTLLEAKMAMSLILQRFS---FELS----
CYP72A10   440 MLVQRDPMLWGTDAAEFKPERFKD---------G--LSKAT----------KSQVSFFPFAWGPRICIGQNFAMLEAKMAMALILQTFT---FELS----
CYP72A7    415 ILVQRDTELWGDDAADFKPERFRD---------G--LSKAT----------KNQVSFFPFGWGPRICIGQNFAMLEAKMAMALILQKFS---FELS----
CYP72A9    466 LLIHRDTKLWGDDAAEFKPERFKD---------G--IAKAT----------KNQVCFLPFGWGPRICIGQNFALLEAKMALALILQRFS---FELS----
CYP72A8    418 LMVHRDPELWGEDVHEFNPERFAD---------G--ISKAT----------KNQVSFLPFGWGPRFCPGQNFALMEAKMALVLILQRFS---FELS----
CYP82G1    397 WKLHRDPKIWP-DPKTFKPERFME----------DKSQCE-----------KSNFEYIPFGSGRRSCPGVNLGLRVVHFVLARLLQGFELHKVSDE----
CYP72B1    418 IAVHHDQAIWGNDVNEFNPARFADG-----------VPRAA----------KHPVGFIPFGLGVRTCIGQNLAILQAKLTLAVMIQRFTFHLAP------
CYP712A2   398 WAIGRDSNQWE-DPLEFRPERFEG------------SEWK-----------VMSEKMMSFGAGRRSCPGEKMVFRFVPIILAAIIQCFELKVKGS-----
CYP90C1    398 ISVHMDEDIYD-NPYQFDPWRWDR------------INGS----------ANSSICFTPFGGGQRLCPGLELSKLEISIFLHHLVTRYSWTAEEDE----
CYP718     393 YGTHYNPEIFQ-DPMSFDPTRFDK-------------P-------------IQAYTYLPFGGGPRLCAGHQLAKISILVFMHFVVTGFDWSLVYPD----
CYP84A1    413 FAIGRDPTSWT-DPDTFRPSRFLEP---------GVPDFK-----------GSNFEFIPFGSGRRSCPGMQLGLYALDLAVAHILHCFTWKLPDGMKP-S
CYP85      375 REINYDANLYE-DPLIFNPWRWMK------------KSLE------------SQNSCFVFGGGTRLCPGKELGIVEISSFLHYFVTRYRWEEIGGD----
CYP715A1   422 VAMHHDVELWGDDVNEFKPERFDG-----------NLHGG----------CKNKMGYMPFGFGGRMCIGRNLTTMEYKIVLSLVLSRFEISVSPG-----
CYP98A3    394 WAVARDPAVWK-NPFEFRPERFLE---------E-DVDMK-----------GHDFRLLPFGAGRRVCPGAQLGINLVTSMMSHLLHHFVWTPPQGTKP-E
CYP714A1   435 PTLHRDPEIWGADANEFNPERFSEG-----------VSKAC----------KHPQSFVPFGLGTRLCLGKNFGMMELKVLVSLIVSRFSFTLS-------
CYP73A5    401 WWLANNPNSWK-KPEEFRPERFFEE--------ESHVEAN-----------GNDFRYVPFGVGRRSCPGIILALPILGITIGRMVQNFELLPPPGQS---
CYP701A3   410 YGCNMDKKRWE-RPEDWWPERFLD---------DGKYETS------------DLHKTMAFGAGKRVCAGALQASLMAGIAIGRLVQEFEWKLRDGE----
CYP711A1   422 GVLAKDPKNFP-EPEKFKPERFDP---------N-GEEEK----------HRHPYAFIPFGIGPRACVGQRFALQEIKLTLLHLYRNYIFRHSLEM----
CYP97B3    456 YNLHRSPYFWD-NPHDFEPERFLRTKESNGIEGWAGFDPSRSPGALYPNEIIADFAFLPFGGGPRKCIGDQFALMESTVALAMLFQKFDVELRGTP----
CYP74A     420 PLATRDPKIFD-RADEFVPERFVGE--------EGEKLLR-------HVLWSNGPETETPTVGNKQCAGKDFVVLVARLFVIEIFRRYD-----------
CYP74B2    396 PLVMRDANVFD-EPEEFKPDRYVG--------ETGSELLN-------YLYWSNGPQTGTPSASNKQCAAKDIVTLTASLLVADLFLRYD--TITGD----
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CYP702A5   449 -T--LLRRFILVLPRGS---DVQIS---------------------------------------------
CYP702A6   452 -T--LLRRFVLILPRGS---DVQILEDTKAK---------------------------------------
CYP702A1   446 -T--ILRNFVLMFPNGC---EVQFLKDTEVDNSSGSNPDCCNG---------------------------
CYP702A2   450 -T--IIRSFMLMFPGGC---DVQISEDTEVDK--------------------------------------
CYP702A3   453 -E--VLRRYTLVFPAGC---VVHISKESE-----------------------------------------
CYP708A1   476 -Y--IIRAPLLRFSKPI---RITISENPLSSSHQNANLF-------------------------------
CYP708A2   459 -E--FIRAPLPYFPKGL---PIKISQSL------------------------------------------
CYP90A1    448 -K--LVFFPTTRTQKRY---PIFVKRRDFAT---------------------------------------
CYP90B1    492 -Q--PFAFPFVDFPNGL---PIRVSRIL------------------------------------------
CYP707A1   438 -----YYLLITFSFTHF---VLFFQIYV------------------------------------------
CYP707A3   441 -D-GIQYGPFALPQNGL---PIALERKP------------------------------------------
CYP707A2   461 -E-GIQYGPFPVPKKGL---PIRVTPI-------------------------------------------
CYP88A3    469 -C-PVMYLPHTRPTDNC---LARISYQ-------------------------------------------
CYP88A4    466 -C-PVMFLPHNRPKDNC---LARITRTMP-----------------------------------------
CYP716A1   454 -ENKIVVDPLPIPDKGL---PIRIFPQS------------------------------------------
CYP716A2   450 -ENKLVADPAPIPAKGL---PIRIFPQS------------------------------------------
CYP51      463 -FPEINWNALVVGAKGN--VMVRYKRRPFS----------------------------------------
CYP51A2    446 -FPEIDWNAMVVGVKGN--VMVRYKRRQLS----------------------------------------
CYP710A1   464 GCDEIVYCPTISPKDG---CTVFLSRRVAKYPNFS-----------------------------------
CYP710A2   469 GCDDIIYCPTISPKDG---CTVFLSKRIVTYPNL------------------------------------
CYP710A3   465 GCDEIVHIPTMSPKDG---CTVFLSSRLVTSP--------------------------------------
CYP710A4   465 GCDDIVHIPTMSPKDG---CTVFLSSRLVTSP--------------------------------------
CYP76C2    484 DLDMDET-FGLTLHKTN---PLHAVPVK-KRGRN------------------------------------
CYP76C4    483 DLDMDET-FGITLHRTN---TLYAIPVK-KQTIN------------------------------------
CYP76C1    483 DLDMDET-FGLTLHKTN---PLHAVPVK-KRANIN-----------------------------------
CYP76C3    476 NIDMSET-FGLTLHKAK---SLCAVPVK-KPTISSSY---------------------------------
CYP706A1   491 KFEVEEK-FGLVLKLKS---PLVAIPVP-RLSDPKLYTA-------------------------------
CYP706A2   493 KFEVEEK-FGLVLKLKS---PLVAIPVP-RLSDPKLYTA-------------------------------
CYP706A3   487 RVEVEEK-FGIVLELKN---PLVATPVL-RLSDPNLYL--------------------------------
CYP71A12   472 QPDLTEA-FGLDVCRKF---PLIAFPSS-VI---------------------------------------
CYP71A13   472 QPDLTEA-IGIDVCRKF---PLIAFPSS-VV---------------------------------------
CYP71A14   473 EYDLAES-TGLDVCRKF---PLIVFPSP-A----------------------------------------
CYP71A15   472 EYDLAEA-TGIDVCRKF---PLIVFPSN-A----------------------------------------
CYP71A16   473 KPDLVEG-AGIDVCRKF---PLVVFPSS-A----------------------------------------
CYP71A27   472 KPDLAEA-SGIDVCRKF---PLIVFPSI-AHTH-------------------------------------
CYP71A28   460 DDDGLKQ-TGMEVCHKF---PLIAFPSL-ASFTI------------------------------------
CYP71B10   476 DIYMDEA-SGLTSHKKH---DLLLVPVK-SLV--------------------------------------
CYP71B9    471 DIDMEES-PGLAVGKKN---ELLLVPVK-YLGH-------------------------------------
CYP71B11   469 DVDLEES-YGLVCPKKV---PLQLIPVL-TQWS-------------------------------------
CYP71B12   469 DVDLEES-YGLVCPKKI---PLQLIPVL-TQWT-------------------------------------
CYP71B14   469 DVDLEES-YGLVCPKKV---PLQLIPVL-TQWT-------------------------------------
CYP71B13   469 DVDLEES-YGLVCPKKV---PLELIPVL-TQWT-------------------------------------
CYP71B6    474 EVSVEEA-PGLTSHRKH---PLHLVPVN-VINRKL-----------------------------------
CYP71B15   468 ---QEEA-KEIINGEEN---FLAFFQVL-HH---------------------------------------
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CYP71B7    479 DINLEET-GSIIISKKT---TLELVPLV-HH---------------------------------------
CYP71B5    472 DIDMEED-GAFVIAKKV---SLELVPTL-HRW--------------------------------------
CYP71B8    476 DIDMEED-GALTIAKKV---PLELIPTL-PASLCIK----------------------------------
CYP71B2    477 DIDMEEA-GNISIVKKI---PLQLVPVQ-RY---------------------------------------
CYP71B3    476 DIDMEEA-GDATIVKKV---PLELVPII-HH---------------------------------------
CYP71B4    477 DMDMEEA-GDLTVDKKV---PLELLPVI-RISL-------------------------------------
CYP83A1    475 DINMDVM-TGLAMHKSQ---HLKLVPEK-VNKY-------------------------------------
CYP83B1    474 DIKMDVM-TGLAMHKKE---HLVLAPTK-HI---------------------------------------
CYP705A2   477 NVNMNEAAGTMVLTMAH---PLKCTPV--PRTLNLLPP--------------------------------
CYP705A5   480 KINMKEG-GTMTLTMAH---PLKCTPV--PRNLNT-----------------------------------
CYP705A8   481 KINMNEVAGKGTLSMAH---PLKCTLV--PRSVTPLTSK-------------------------------
CYP705A9   459 KINMDEAPGKITLTMAH---PLNCTLV--PRTLIPVTSTVQIPSS-------------------------
CYP705A3   480 KVNMEETFEGMTLKMVH---PLTCTPF--FEPNLYLLLLISKFPCLILSFGAC-----------------
CYP705A6   479 KVNMEETFEGMNLSMVH---PLKCTPV--LRSQPFF----------------------------------
CYP705A1   478 KINMEEATGGFLITMAH---PLTCTPIPLPRTQNSLISHL------------------------------
CYP705A4   474 KINMDEAVVGLSLTMAH---PLKIIPV--ARTSNSLTSSLQKCL--------------------------
CYP705A12  468 KVYMEEAVSGLSLKMAH---PLKCTPV--VRFDPFSF---------------------------------
CYP712A1   486 KVDLSQG-SGFSAEMAR---PLVCNPVDHFNTF-------------------------------------
CYP93D1    492 KIKIKLP-TGFSASGTAGGSSLMCSPELCFDPFGYQTK--------------------------------
CYP81D2    464 EVDMTEGPG-LTMPKAR---PLEAMCRARDFVGKILPDSS------------------------------
CYP81D3    458 EVDMTEGGGGVIMPKAI---PLVAMCKARPVVGKILNESA------------------------------
CYP81D4    461 FVDMTEDKG-ATLPKAI---PLRAMCKARSIVDKLI----------------------------------
CYP81D5    460 LVDMTEGEG-ITMPKAT---PLRAMCKARAIVGKTI----------------------------------
CYP81D6    479 YVDNSEDKTVVLMRPTT---PLLAMCKARPIVHEILDAFA------------------------------
CYP81D7    508 YVDTREE-PMAMMRPAT---PLLAMCKARPIVHKFLDAFA------------------------------
CYP81D1    470 EVDMKEGVG-NTVPKAI---PLKAICKARPFLHKIIS---------------------------------
CYP81F1    468 EMDMSESTG-LGMRKMD---PLRAMCRPRPIMSKLLL---------------------------------
CYP81F2    459 DVDMTENPG-MAMRKLV---QLRAVCHKRPIMTNLLA---------------------------------
CYP81H1    476 QVDMTEGPG-LSLPKAE---PLVVTCRTREMASELLFFGSEPSNKNV-----------------------
CYP81G1    475 AVDMSEGKG-LTMPKSV---PLVAKCKSLPILDKLVL---------------------------------
CYP82C3    481 PVDMSESPG-LTITKAT---PLEVLINPR--LKRELFV--------------------------------
CYP82C4    493 PVDMSENPG-LTIPKAT---PLEVLISPR--IKEELFV--------------------------------
CYP82C2    492 PVDMTESPG-LTIPKAT---PLEILISPR--LKEGLY---------------------------------
CYP82F1    488 DVDMTESNG-LVNHKAT---PLEVNIIPR--LHKSLYEVDHIGTDN------------------------
CYP79B2    508 RVELMESSHDMFLAKPL---VMVGDLRLPEHLYPTVK---------------------------------
CYP79B3    533 RVELMESSHDMFLSKPL---VLVGELRLSEDLYPMVK---------------------------------
CYP79A2    492 KIDISESKNDLFMAKPL---YAVATPRLAPHVYPT-----------------------------------
CYP79C1    508 RVELVESKENLFMANPL---MACVKPRLDPNMYPKLWTGPA-----------------------------
CYP78A6    504 GVDLSEK-LRLSCEMAN---PLPAKLRRR-RS--------------------------------------
CYP78A8    507 PPDLSEV-LRLSCEMAC---PLIVNVSSR-RKIM------------------------------------
CYP78A5    488 DVELAEV-LKLSMEMKN---PLKCKCKAVPRNVGFA----------------------------------
CYP78A7    511 PVDLGEV-LKLSCEMEH---PLRAVVTEIF----------------------------------------
CYP89A2    479 EVDLTEK-LEFTVVMKH---PLKALAVPRR---CH-----------------------------------
CYP89A4    485 EVDLTEK-FEFTVVMKH---SLKALAVLRR---SH-----------------------------------
CYP89A3    479 EVDLSEK-WEFTVVMKY---PLKALAVTRRKEKTHIVMA-------------------------------
CYP704A1   477 ENSKVSYKKMLTLHVDGG-LHLCAIPRTST----------------------------------------
CYP704A2   483 ENSKVYYKRMLTLHVDGG-LHLCAIPRTST----------------------------------------
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CYP94B1    535 CNNRPVFVPLLTAHMAGG-LKVKIKRREQCDSMYI-----------------------------------
CYP94C1    469 TTETLRFAPGLTATVNGG-LPVMIQERS------------------------------------------
CYP86A2    486 PGHKVEQKMSLTLFMKNG-LLVNVHKRDLEVMMKSLVPKERNDVVVLNGKCNGGIGEGVAVNAAVAVAV-
CYP86A4    490 PGHKVEQKMSLTLFMKNG-LLVNLYKRDLQGIIKSLVVKKSD--GVSNGQCNGVIGEGVAVYLNTGVAVV
CYP86A8    485 TGHKVEQKMSLTLFMKYG-LLVNVHERDLTAIAADLRECKSN-------VVNDGVGNGVSS---------
CYP86A1    483 PGHRVEQKMSLTLFMKNG-LRVYLQPRG-EVLA-------------------------------------
CYP86C1    495 QGQEIVPKLTTTLYMKNG-MNVMLQPRDW-----------------------------------------
CYP86C2    323 QDHVVVPRVTTTLYMKHG-LKVRITPRSLEEKKQDS----------------------------------
CYP86B1    515 NGHKVEPKLALTMYMKHG-LMVNLINRSVSEIDQYYAKSFDEG------YIN------------------
CYP96A2    478 QGQKIVPALGFILSMKHG-LQITVTKRCSA----------------------------------------
CYP96A5    481 EGHKIEPASSIILHMKHG-LKVTVSKRGLVS---------------------------------------
CYP96A1    487 EGHKIEPVPSIILHMKHG-LKVTVTKRSNLL---------------------------------------
CYP96A3    478 EGHKTEPVPSVLFRMQHG-LKVNITRI-------------------------------------------
CYP96A4    477 EGHKPKPVPSVLLRMQHG-LKVSVTKI-------------------------------------------
CYP709A1   491 KNYRHAPIVVLTIKPKYG-VQVILKPLVS-----------------------------------------
CYP709A2   485 ENYRHAPIVVLTIKPKYG-VQLVLKPLDL-----------------------------------------
CYP709B2   490 ADYKHAPADHLTLQPQYD-LPVILEPIDG-----------------------------------------
CYP709B3   492 PEYKHTPVDHFDLFPQYG-LPVMLHPLG------------------------------------------
CYP709B1   492 DEYKHTPVDNVTIQPQYG-LPVMLQPLED-----------------------------------------
CYP72A11   487 PSYVHAPYTVFTIHPQFG-APLIMHKL-------------------------------------------
CYP72A13   488 PSYVHAPYTVLTTHPQFG-APLILHKL-------------------------------------------
CYP72A15   522 PSYVHAPYTVITIHPQFG-AQLIMHKL-------------------------------------------
CYP72A14   487 PSYVHAPYTIITLYPQFG-AHLMLHKL-------------------------------------------
CYP72A10   512 PSYVHAPQTVVTIHPQFG-AHLILRKL-------------------------------------------
CYP72A7    487 PSYVHAPQTVMTTRPQFG-AHLILHKL-------------------------------------------
CYP72A9    538 PSYVHSPYRVFTIHPQCG-AHLILHKL-------------------------------------------
CYP72A8    490 PSYTHAPHTVLTLHPQFG-APLIFHML-------------------------------------------
CYP82G1    471 PLDMAEG-PGLALPKINP-VEVVVMPRLDPKLYSLL----------------------------------
CYP72B1    491 -TYQHAPTVLMLLYPQHG-APITFRRLTNHED--------------------------------------
CYP712A2   469 -VDMDEG-TGSSLPRAT---PLVCVPVAKEATQSFSLLEPNVNF--------------------------
CYP90C1    471 ----IVSFPTVKMKRRL---PIRVATVDDSASPISLEDH-------------------------------
CYP718     462 ET--ISMDPLPFPSLGM---PIKISPKVS-----------------------------------------
CYP84A1    491 ELDMNDV-FGLTAPKAT---RLFAVPTTRLICAL------------------------------------
CYP85      446 ---ELMVFPRVFAPKGF---HLRISPY-------------------------------------------
CYP715A1   496 --YRHSPTYMLSLRPGYG-LPLIIRPL-------------------------------------------
CYP98A3    471 EIDMSEN-PGLVTYMRTP-VQAVATPRLPSDLYKRVPYDM------------------------------
CYP714A1   507 PTYQHSPVFRMLVEPQHG-VVIRVLRQ-------------------------------------------
CYP73A5    478 KVDTSEKGGQFSLHILN-HSIIVMKPRNC-----------------------------------------
CYP701A3   484 --EENVDTYGLTSQKLY---PLMAIINPRRS---------------------------------------
CYP711A1   497 EIPLQLDYGIILSFKNG--VKLRTIKRF------------------------------------------
CYP97B3    551 --ESVELVSGATIHAKN---GMWCKLKRRSK---------------------------------------
CYP74A     493 SFDIEVGTSPLGSSVNFS--SLRKASF-------------------------------------------
CYP74B2    474 -----SGSIKAVVKAK------------------------------------------------------
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